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List of abbreviations

Method & protocol

Art. Cont. artificial contamination

EL Expert Laboratory

CFU Colony Forming Units

ILS Interlaboratory Study

MCS Method Comparison Study

MVTC MicroVal Technical Committee

MR (MicroVal) Method Reviewer

Na Not applicable

RLOD Relative Level of Detection

RT Relative Trueness

RTC Ready to cook

RTE Ready to eat

RTRH Ready to reheat

SE Relative Sensitivity

SP Relative Specificity

IC Internal Control

Interpretation

AL Acceptability Limit

alt Alternative method

D Average difference

FN False Negative results

FP False Positive results

FPR False Positive Ratio

LOD Limit of Detection

NA Negative agreement

NAFN (att Negative Agreement due to false negative alternative-method results
ND Negative Deviation

NDFN (ait Negative Deviation due to false negative alternative-method results
PA Positive Agreement

PAFP (aty Positive Agreement due to false positive alternative-method results
PD Positive deviation

PDrpaty Positive Deviation due to false positive alternative-method results
ref Reference method

TNA Total Negative Agreement

TND Total Negative Deviation

Raw data

- No typical colonies but presence of background microflora

(x) Number of colonies in the plate

* Dilution of the extract in case of inhibition according to the alternative protocol (1/3)
° Dilution of the extract in case of inhibition according to the alternative protocol (1/10)
112 50% level of target analyte

d Doubtful result

[ Inhibition

m Minority level of target analyte

M Majority level of target analyte

NC Non-characteristic colony

ne New DNA extraction

neg (-) negative/no growth/no reaction/target not detected

NI No identification

ni Not isolated colony

No amp Non characteristic PCR curve

NS Non-Suspect growth

nt Not tested

ADRIA 4/196 Version 3



Standardized report -Qualitative methods

Summary Report g
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUH
NEN

10 July 2025]

p Pure culture level of target analyte
pos (+) Positive/growth/target detected
Purif Purification

S Suspect growth

st Plate without any colony

TP True Positive

w Weak reaction

Bold typing artificially inoculated samples
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The technical protocol and the result interpretation were carried out according to the I1ISO
16140-2 (2016), ISO 16140-2/A1 (2024) and the MicroVal technical rules.

Validation standard

= -|SO 16140-1 (2016): Microbiology of the food chain -
Method validation — Part 1: Vocabulary

= |SO 16140-2 (2016) & ISO 16140-2/A1 (2024):
Microbiology of the food chain - Method validation —
Part 2: Protocol for the validation of alternative
(proprietary) methods against a reference method

= MicroVal technical committee interpretation of ISO
16140-2 v.2.6

Reference method* = |SO 16654 (2001): Microbiology of food and animal
feeding stuffs - Horizontal method for the detection of
Escherichia coli O157

= SO 16654/A1 (March 2017): Microbiology of food and
animal feeding stuffs - Horizontal method for the
detection of Escherichia coli O157 - Amendment 1:
annex B: result of inter-laboratory studies

= SO 16654/A2 (March 2023): Microbiology of food and
animal feeding stuffs - Horizontal method for the
detection of Escherichia coli O157 - Amendment 2
(March 2023): Inclusion of performance testing of all
culture media and reagents

Method/Kit name GENE-UP® E. coli O157:H7

Scope of validation > Fresh and frozen raw meats

> Cured and fermented meats

> Vegetables

> Raw dairy products using a specific protocol,

> Raw meats (except poultry) using a short protocol
(25 g and 375 g sample size)

> Environmental samples

Certification organization Lloyd's Register

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope
available on www.cofrac.fr)

ADRIA 6/196 Version 3
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1 INTRODUCTION

The GENE-UP® E. coli 0157:H7 method was validated on the 6™ of April 2017
(certificate number: 2015LR59) according to the ISO 16140-2:2016.

The study, based on ISO 16140-2:2016, of alternative method(s) for the detection of
E. coli O157:H7 in 6 different (food and environment) categories was carried out by
ADRIA as the MicroVal Expert Laboratory.

The alternative method used is GENE-UP® E. coli O157:H7:

- Enrichment:

= General protocol (25 g sample size): 1/10 dilution in non preheated
Buffered Peptone Water (PBW) and incubation at 41.5 °C £ 1 °C for 18 h —
24 h

= Short protocol (25 g sample size): 1/10 dilution in preheated (41.5°C &
1°C) BPW and incubation at 41.5°C + 1°C for 8 h — 24 h

= Specific protocol © (25 g sample size): 1/10 dilution in non preheated
BPW + acriflavin (10 mg/l) at 41.5°C £+ 1 °C for20 h —24 h

= Specific protocol @ (375 g sample size): 1/4 dilution in preheated
(41.5°C £ 1°C) BPW and incubation at 41.5°C + 1 °C for 10 h—24 h

- Detection with GENE-UP® E. coli O157:H7 method (ordering number see
Table 1)

The reference method used for the initial validation study was the ISO 16654:2001
- Microbiology of food and animal feeding stuffs - Horizontal method for the
detection of Escherichia coli O157.

The scope of the method has been extended to include the VIDAS KUBE as
part of the VIDAS family of instruments used in the method protocol for
sample preparation.

The extension to the VIDAS KUBE instrument was carried out by bioMérieux and
involved a food equivalency and strain reproducibility studies. Testing was reviewed
and approved by the MicroVal Technical Committee.

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144,
scope available on www.cofrac.fr)

ADRIA 7/196 Version 3
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ADRIA

Scope of the validation study is:

- Fresh and frozen raw meats,

- Cured and fermented meats,

- Vegetables,

- Raw dairy products using a specific protocol,

- Raw meats (except poultry) using a short protocol (25 g and 375 g sample size)
- Environmental samples.

An extension study was performed in 2018 for a modification of the PCR kit
format (Unit Dose V1).

Another extension was presented in 2021 for an UDV2 PCR format.

The different steps which are impacted by the modifications are summarized in
Table 1:

Table 1 - Summary of the changes in the method

Multi-Dose Unit-Dose v1 Unit Dose Y2
Current kit
Reference of the kit 414152 423108 423108
Production site of PCR Salt-Lake City Grenoble Grenoble
reagents
Preparation of PCR Lyophilized mix PCR in
reagents 45 pl reconstitution Lyophilized mix PCR the tube (Plate
buffer + Mix PCR in the tube (strip with 96 tubes)
5uL/ PCR tube of 8 tubes) + cap with septum
+ colored skirt
Volume of lysate Sul 10 pl 10 pl
Software version 2.0 3.0 3.2and 4.0

The GENE-UP thermocycler detects fluorescence at several wave lengths to allow
for multi-target detections in the same reaction vessel. The fluorescent signal from a
sample is recorded in channel 640, while the signal for the internal amplification
control is recorded in channel 705. The software automatically interprets the results.
Both the assay for the sample and the internal control use dual Fluorescence
Resonance Energy Transfer (FRET) hybridization probes.

The resulting fluorescent signal from the FRET interaction provides a real-time
amplification curve. At the end of the PCR program, the PCR products are melted to

8/196 Version 3
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determine the presence of the DNA target and a melt peak is obtained. The software
uses the melt peak (TM value) to conclude to a positive or to a negative result.

The method was renewed in March 2025 with an updated interpretation and revised
calculations in accordance with ISO 16140-2/A1 (2024). Version 2 of the report,
published on February 14, 2025, incorporates all updates related to this
amendment, along with revisions to method information and corrections to certain
calculations.

2 METHOD PROTOCOLS

The Method Comparison Study was carried out using 25 g (general protocol, short
protocol and specific protocol @) or 375 g (specific protocol @) portions of sample
material.

As there is no shared initial (pre)-enrichment step for the reference and the
alternative method, different test portions, but coming from the inoculated (or
naturally contaminated) product (item), were used for the two methods. All resulting
data were treated as unpaired data (ISO 16140-2).

21 Reference method*
See the flow diagram in Appendix 1.
The reference method corresponds to the ISO 16654: Microbiology of food and
animal feeding stuffs - Horizontal method for the detection of Escherichia coli O157.
Sample preparation was done according to the 1ISO 6887 parts.

2.2 Alternative method
See the flow diagram of the alternative method in Appendix 2.

2.2.1 Principle

The GENE-UP detection kits are based on real time Polymerase Chain reaction
(PCR) principle.

The GENE-UP E. coli O157:H7 kits (multi doses and unit doses) are used with
compatible PCR strip tubes in the GENE-UP thermocycler. Each reaction vial

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144,
scope available on www.cofrac.fr)

ADRIA 9/196 Version 3
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contains all the necessary components for PCR, including sample-specific primers
and probes, and an internal amplification control.

The GENE-UP thermocycler detects fluorescence at several wavelengths to allow
for multi-target detections in the same reaction vessel. The fluorescent signal from a
sample is recorded in channel 640, while the signal for the internal amplification
control is recorded in channel 705. The GENE-UP® Routine software (version 3.2 or
higher) automatically interprets the results.

Both the assay for the sample and the internal control use dual Fluorescence
Resonance Energy Transfer (FRET) hybridization probes.

The resulting fluorescent signal from the FRET interaction provides a real-time
amplification curve. At the end of the PCR program, the PCR products are melted to
determine the presence of the DNA target.

The software uses both the real-time amplification curve and the melt peak to
conclude to a positive result.

2.2.2 Protocols
Four protocols were tested during the initial validation study; they are briefly
described in Table 2.
Table 2 - Protocols
Protocol | Category Enrichment |

General protocol
25 g sample size

. Fresh and frozen raw meats

. Cured and fermented meats 1/10 dilution in Buffered Peptone Water (BPW)

. Vegetables and incubation at41.5°C £ 1°C for 18 h—24 h

. Environmental samples

[ I S

Specific protocol © | 3. Raw milks and raw dairy +acriflavin
25 g sample size products (10 mg/)

1/10 dilution in Buffered Peptone Water (BPW)

20h-24hat41.5°C+1°C

Short protocol
25 g sample size 8h-24h

1/10 dilution in preheated (41.5°C + 1°C) BPW
6. Raw meats (except poultry) and incubation at 41.5°C + 1°C for

Specific protocol @
375 g sample size

1/4 dilution in preheated (41.5°C + 1°C) BPW and

7. Raw meats (except poultry) incubation at 41.5°C £+ 1°Cfor 10h—-24 h

ADRIA

- Lysis,
- Real time PCR,

- Confirmation by:

10/196 Version 3



Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M l C R O VA L UUH
NEN

10 July 2025]

* Direct streaking (10 ul) on CT ChromID Escherichia coli O157:H7 and
CT-SMAC, followed by a O157 latex test (directly done on characteristic
colonies) and H7 test (done after purification).

* VIDAS ESPT and streaking (30 pl) on ChromlD Escherichia coli
0O157:H7 and CT-SMAC, followed by a O157 latex test (directly done on
characteristic colonies) and H7 test (done after purification).

* The ISO 16654 confirmation tests (streaking 50 pl after an IMS step,
latex test).

During the validation study, the minimum and the maximum of the incubation times
were tested for the short protocol and specific protocol @. For all other protocols, the
minimum incubation times were used.

During the validation study, two DNA extracts were prepared, one was stored
directly at -20°C another one was tested immediately and after storage for 72 h at
5°C. The enrichment broths were also stored for 72 h at 5°C + 3°C and a new
extraction was carried out. As the lysates stored frozen are not the lysates tested in
the initial study, but additional lysates generated in parallel, and as some lysates are
stored for more than 2 years, a bias could be introduced to the initial results. For
these reasons, the MVTC agreed during the meeting of June 2018 that the results
obtained by the new formulation will be only compared to the results obtained with
the current formulation and not to the initial results.

3 METHOD COMPARISON STUDY

3.1 Sensitivity study (SE)
The sensitivity (SE) is the ability of the method to detect the analyte by either the reference or
alternative method.

3.1.1 Categories and sample types

ADRIA

456 samples were analysed. The distribution per tested category and type is given
in Table 3.

11/196 Version 3



Standardized report -Qualitative methods

Summary Report 5
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUH
10 July 2025] NEN

Table 3 — Distribution per tested category and type

Positive Negative Total
samples samples

Category

Type

Fresh meats 13 10 23
1 Fresh and frozen raw meats Frozen meats M 10 21
Seasoned meats 14 10 24
Total 38 30 68
Cured meats 11 10 21
Dried cured meats 10 10 20
2 Cured and fermented meats Fermented meats 1 10 oY
Total 32 30 62
Raw milks 10 11 21
3| Raw milks and raw milk cheeses Soft raw milk gheeses - " 1 22
Hard and semi-hard raw milk cheeses 10 11 21
Total 31 33 64
Sprouts and fresh aromates 11 10 21
4 Vegetables Produces 11 10 21
Bagged vegetables 10 10 20
Total 32 30 62
Dusts and Residues 9 1 20
5 Environmental samples Cleaning and Process Waters 10 10 20
(Extension study - 2016) Surface samples 14 9 23
Total 33 30 63
Fresh meats 12 11 23
Raw meat (except poultry) Frozen meats 14 10 24
25g-8h Seasoned meats 11 14 25
6 Total 37 35 72
Fresh meats 12 11 23
Raw meat (except poultry) Frozen meats 14 10 24
25g-24h Seasoned meats 12 13 25
Total 38 34 72
Fresh meats 13 11 24
Raw meat (except poultry) Frozen meats 10 10 20
375g-10h Seasoned meats 1 10 21
7 Total 34 31 65
Fresh meats 12 12 24
Raw meat (except poultry) Frozen meats 10 10 20
375g- 24h Seasoned meats 1 10 21
Total 33 32 65
All categories - Short incubation time (8h for category 6 and 10h for category 7) 237 219 456
All categories - Long incubation time (24h for category 6 and category 7) 237 219 456

3.1.2

Test sample preparation

286 samples were artificially contaminated, using seeding protocols. 237 gave a
positive result. 198 samples were inoculated at level < 3 CFU and 39 samples were
inoculated between 3.2 and 6.2 CFU.

ADRIA

12/196
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The artificial contaminations are presented in Appendix 3; the detailed
contamination levels per category are provided in Table 4.

Table 4 - Repartition of the positive samples per contamination level

Numberof ~ pocitive x<3CFUI 3<x<6.2CFUl
contaminated
samples sample sample
samples
1 | Fresh and frozen raw meats 43 38 37 1
2 | Cured and fermented meats 36 32 27 5
3 Raw milks and raw milk 43 31 30 1
cheeses
4 | Vegetables 43 32 32 0
5 | Environmental samples 36 33 18 15
6 Raw meat (except poultry) 15 38 30 8
(259)
Raw meat (except poultry)
7 (375 g) 40 34 28 6
Total 286 238 202 36
100 % of the samples were artificially contaminated.

3.1.3 Confirmation protocols

During the validation study, the following protocols were tested (See Table 5).

Table 5 - Confirmation protocols

Selective agar plate Direct streaking IMS VIDAS
CT-SMAC X X X
chromID X X
CT-chromID X

ADRIA 13/196 Version 3
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3.1.4 Sensitivity study results

Raw data per category are given in Appendix 4. The results are given in Table 6
considering all the confirmatory tests combined.

Table 6 — Summary of results obtained with the reference and alternative
methods (after confirmation) of all samples for each category

Category PA PD TND TNA  Total
1 | Fresh and frozen raw meats 21 10 7 30 68
2 | Cured and fermented meats 16 1 5 30 62
3 | Raw milk and raw milk cheeses 17 6 8 33 64
4 | Vegetables 17 1 4 30 62
Environmental samples
? (extension study 2016) 19 10 4 30 63
25g-8h 26 5 6 35 72
6 | Raw meats (except poultry) 25q-24h o7 5 5 34 72
3759g-10h 14 1" 9 31 65
7 | Raw meats (except poultry) 375q-24h 1 10 9 3 65
All categories - Short incubation time
(8h for category 6 and 10h for category 7) e bl & ik i
All categories - Long incubation time
(24h for category 6 and category 7) e & i ik e

With:  TND=ND + NDFN(a/t) +PAFP(a/t) TNA = NA + NAFN(a/t) + PDFP(a/t)

3.1.5 Sensitivity study calculations

The calculations were done taking into account all the confirmatory tests; they are
presented in Table 7.

ADRIA 14/196 Version 3
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Table 7 — Overview calculated sensitivity parameters per category and type

Cateo yp i PAFpau ‘M NAFNau ﬂﬂ NDFNau PDFpan MM SEalt% SEref% RT% FPR% FNR
a | Fresh meats 7 0 10 0 4 | 2 0 0 2 |10 84.6 69.2 [739]| 0.0 0.000
1 Fresh and frozen raw meats b | Frozen meats 8 0 10 0 310 0 0 0 | 10 | 100.0 727 | 857| 00 0.000
¢ | Seasoned meats 6 0 10 0 315 0 0 5 |10 64.3 786 |66.7| 0.0 0.000
Total | 21 0 30 0 10| 7 0 0 7 | 30 81.6 737 | 750 0.0 0.000
a | Cured meats 9 0 10 0 111 0 0 1 10 90.9 909 |905] 0.0 0.000
9 Cured and fermented meats b | Dried cured meats 2 0 10 0 513 0 0 3 110 70.0 500 |60.0]| 0.0 0.000
¢ | Fermented meats 5 0 10 0 51 1 0 0 1 10 90.9 54.5 7141 0.0 0.000
Total | 16 0 30 0 111 5 0 0 5 | 30 84.4 656 |742| 0.0 0.000
a | Raw milks 5 0 11 0 3] 2 0 0 2 | 11 80.0 700 |76.2| 00 0.000
p | Soft raw milk 6| o |1| o |[1]4] o0 0 636 | 909 |773| 00 | 0000

. . cheeses 4 11

3| Raw milk and raw milk cheeses Hard and semi-hard

c : 6 0 10 1 2| 2 0 0 80.0 80.0 | 81.0| 00 0.100

raw milk cheeses 2 11
Total | 17 0 32 1 6 | 8 0 0 8 | 33 74.2 806 | 781 | 00 0.032
a|Sproutsandiresh | 55 lyg | g | 3] 3| o 0 727 | 727 |714] 00 | 0000

aromates 3 10
4 Vegetables b | Produces 6 0 10 0 4 |1 1 0 0 1 10 90.9 636 |76.2| 00 0.000
¢ | Bagged vegetables 6 0 10 0 4 10 0 0 0 | 10 | 100.0 60.0 |80.0| 0.0 0.000
Total | 17 0 30 0 1] 4 0 0 4 | 30 87.5 656 | 758 | 0.0 0.000
a | Dusts and Residues | 8 0 11 0 110 0 0 0| N 100.0 889 |[950]| 0.0 0.000

. Cleaning and

Environmental samples b 5 0 10 0 510 0 0 100.0 50.0 | 75.0| 00 0.000

5 (Extension study - 2016) Process Waters 0 | 10
¢ | Surface samples 6 0 9 0 4 | 4 0 0 4 9 714 714 652 ] 0.0 0.000
Total | 19 0 30 0 10| 4 0 0 4 | 30 87.9 69.7 | 778 | 0.0 0.000

ADRIA 15/196 Version 3
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Cateo yp PA PAFpau‘ NA NAFNau PD ND NDFNau PDFpan TND TNA SEalt% SEref% RT % FPR % FNR

a | Fresh meats 10 0 11 0 110 1 0 1111 91.7 9.7 913 ] 00 0.083
Raw meat (except poultry) b | Frozen meats 8 0 10 0 313 0 0 3 110 78.6 786 | 750 0.0 0.000
25g-8h ¢ | Seasoned meats 8 0 13 1 112 0 0 2 |14 ] 818 909 |88.0] 00 0.091
6 Total | 26 0 34 1 515 1 0 6 | 35 | 838 865 | 847 | 00 0.054
a | Fresh meats 11 0 11 0 110 0 0 0 | 11 | 100.0 9.7 1957 ] 00 0.000
Raw meat (except poultry) b | Frozen meats 8 0 10 0 313 0 0 3 110 78.6 786 | 750 0.0 0.000
25g-24h ¢ | Seasoned meats 8 0 13 0 2 |2 0 0 2 | 13 ] 833 833 [84.0] 00 0.000
Total | 27 0 34 0 6|5 0 0 5 | 34 | 868 842 | 847 00 0.000
a | Fresh meats 4 0 11 0 4 1 4 1 0 5 | 11 61.5 692 |625| 00 0.077
Raw meat (except poultry) b | Frozen meats 3 0 10 0 4 13 0 0 3 110 70.0 60.0 |65.0] 00 0.000
375g-10h ¢ | Seasoned meats 7 0 10 0 311 0 0 1 110 [ 909 727 181.0] 00 0.000
7 Total | 14 0 31 0 1118 1 0 9 | 3 73.5 676 |692 | 00 0.029
a | Fresh meats 5 0 11 1 3|4 0 0 4 |12 | 66.7 750 | 708 00 0.083
Raw meat (except poultry) b | Frozen meats 2 0 10 0 4 13 1 0 4 110 60.0 60.0 |60.0] 00 0.100
375¢g- 24h ¢ | Seasoned meats 7 0 10 0 3|1 0 0 1 10 90.9 727 181.0] 00 0.000
Total | 14 0 31 1 10] 8 1 0 9 |32 | 727 69.7 | 708 | 0.0 0.061
All categories - Short incubation time
(8h for cat 6 and 10h for cat 7) 130 0 217 2 64 | 41 2 0 43 | 219 | 81.9 73.0 [ 765 0.0 0.017
All categories - Long incubation time
(24h for cat 6 and cat 7) 131 0 217 2 64 | 41 1 0 42 | 219 | 823 730 | 768 | 0.0 0.013

ADRIA 16/196 Version 3
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The following results are observed:
Table 8 - Formula to calculate the sensitivity parameters

All samples All samples
with lower with longer
incubation incubation

times for raw times for raw

meat (25gand meat (25 g and
375 g sample 375 g sample

size) size)

Sensitivity for the (PA+ PD)
SEq: = x 100 % 81.9 % 82.3 %
alternative method “ " (PA+TND +PD) ° °
m PA +TND)
Sensitivity for the = (
! SErer = tPa+TND + PD) 100 % 73.0% 73.0%
reference method
. (PA+TNA)
Relative trueness RT = ——x100% 76.5 % 76.8 %

False positive ratio for

_ PAgpairy + PDrp (air)

the alternative method [Ralgs TNA x 100 % 0.0% 0.0%
False negative ratio for NA . ND
the alternative method  [JA) N G Bt i, (L) 0.017 0.013

PA+TND + PD

3.1.6 Discordant results

For all the categories, 43 negative deviations were observed when the lower
incubation times were applied and 42 when the longer limits were applied for the
raw meats category (25 g or 375 g sample size).

E. coli strains were isolated from the enrichment broth in 3 cases (samples 3682,
3466 and 3203) (NDen@ty = 3). For these samples, the detection level of the
alternative method was probably not reached. In the other cases, the negative

deviations were probably due to the unpaired study design.

The E. coli strains were isolated from buffered peptone water in 3 additional
samples in negative agreement (samples 1332, 3685 and 3187) (NDengaiy = 3).

Results obtained for the NDenaityand NDenaity Samples are described in Table 9
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Table 9 - PCR results

Sample n° Product Confirmation Agreement
CP Tm

q03 | ozengroundbeet o 1313245 | 0161456137 + NDena
(375g-24h)

3466 Pork meat (375 g, 10 h) 0/35.6/0 0/61.82/0 + (IMS and VIDAS) NDen(aty

3682 Pork meat (25 g, 8 h) 0/0/0 0/0/0 + NDen(aly

1332 Raw cow cheese 0/0/0 0/0/0 + NAFN(al
Seasoned pork meat +(IMS - CT SMAC

3685 25, 8h) 0/0/0 0/0/0 and VIDAS) NAEN(al)

3187 Ground beef (375 g, 24) | 0/35.39/35.48 | 0/61.66/61.59 + NAEN(al)

64 positive deviations were observed when the shorter incubation time was applied
and 65 for the longer incubation time.

The number of observed deviations confirmed the low level of the inoculation
contamination.

The analysis of discordant results according to the ISO 16140-2 is the following
(See Table 10).
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Table 10 - Analysis of discordant results
Category Type N+ TND PD TRD" AL
Fresh meats 131 2 |4 -2
1 Fresh and frozen raw meats Frozen meats nyo s -3
Seasoned meats 141 5 |3 2
Total | 38| 7 [10]| -3 3
Cured meats Ml 1 1 0
Dried cured meats 0] 3 |5 -2
2 Cured and fermented meats Fermented meats 11 5 4
Total | 32| 5 [11] -6 3
Raw milks 0] 2 [3 -1
3 Raw milk and raw milk cheeses Soft raw milk gheeses . 4 11 3
Hard and semi-hard raw milk cheeses 0] 2 |2 0
Total | 31| 8 | 6 2 3
Sprouts and fresh aromates 111 3 |3 0
4 Vegetables Produces M1 114 -3
Bagged vegetables 101 0 | 4 -4
Total | 32| 4 [ 11 -7 3
Dusts and Residues 910 |1 -1
5 Environmental samples Cleaning and Process Waters 101 0 |5 -5
(Extension study - 2016) Surface samples 141 4 | 4 0
Total | 33| 4 [10] -6 g
Fresh meats 1211 |1 0
Raw meat (except poultry) Frozen meats 141 3 |3 0
25g-8h Seasoned meats 1M1 2 |1 1
6 Total | 37 | 6 | 5 1 g
Fresh meats 121 0 |1 -1
Raw meat (except poultry) Frozen meats 141 3 |3 0
25g-24h Seasoned meats 121 2 |2 0
Total 38| 5 | 6 -1 3
Fresh meats 131 5 |4 1
Raw meat (except poultry) Frozen meats 101 3 [ 4 -1
375g-10h Seasoned meats M1 [3 -2
7 Total |34 | 9 [11| -2 3
Fresh meats 121 4 |3 1
Raw meat (except poultry) Frozen meats 101 4 [ 4 0
375g- 24h Seasoned meats M) 1|3 -2
Total | 33| 9 [10]| -1 3
All categories - Short incubation time (8h for category 6 and 10h for category 7) 237 | 43 |64 | -21 |7
All categories - Long incubation time (24h for category 6 and category 7) 237| 42 |64 -22 |7

The observed values for (TND - PD) meet the acceptability limit for each
category and for all the categories.
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3.1.7 Enrichment broth and lysates storage at 5°C * 3°C for 72 h
243 enrichment broths and lysates from positive and discordant samples were
tested again after storage for 72 h at 5°C + 3°C. The following changes were

observed (See Table 11).

Table 11 - Evolution of the results before and after storage

Result after storage

Result before storage

Agree-
Tm
ment
S d 0120/ | 0/61.80/
467 [0 3475|6123 | PD | 3413 | 6184 | PD NAmay | 1 | c
beef trim 0 0
Fresh veal
786 trf:: Ve& | 246 |6123| PD | 40.00 | 49.37 | PDreay | 2066 | 6156 | PDeray | 1 | a
1
e cow | 34511 | 6147
884 |milkcheese | O/ | /o | PA | 0/0/0 | 0/0/0 | NDeway | 000 | 0000 | NDewey| 3 | ¢
(Raclette) 0 0
49.23
Raw cow /
1333 fmilk cheese | 3834 | 618 | PA | 000 | | NDay | 000 | 000 |NDewa| 3 | c
(Raclette)
0
Wipe 0/ 0/
7664 |(vegetables | 34.73 | 60.56 | PA | 3546|5999 | PA [3828/| o/ | NDmw| 5 | ¢
industry) 38.68 59.85
Residues 0/ 0/
7777 |(delicatesse | 0 | 5998 | PA | 3381|6034 | PA o o | NDemay| 5 | a
n industry) 39.79 60,55

The analysis of discordant results becomes (See Table 12).
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Table 12 - Analysis of discordant after storage for 72 h at 5°C + 3°C

BPW storage Lysate storage
SR S N+ [ TND | PD | TNE FaL | N+ | TND [PD| TRE" | AL
Fresh meats 12 2 3 -1 12 2 3 -1
1 Fresh and frozen Frozen meats 11 0 3 -3 11 0 3 -3
raw meats Seasoned meats 14 5 3 2 13 5 2 3
Total | 37 7 9 -2 3 | 36 7 8 -1 8
Cured meats 11 1 1 0 11 1 1 0
9 Cured and Dried cured meats 10 3 5 -2 10 3 5 -2
fermented meats Fermented meats 11 1 5 -4 11 1 5 -4
Total | 32 5 11 -6 3 | 32 5 |11 -6 8
Raw milks 10 2 3 -1 10 2 3 -1
. Soft raw milk cheeses 11 4 1 3 11 4 1 3
3 Raw milk and raw Hard and semi-hard raw
milk cheeses ; 10 4 2 2 10 4 2 2
milk cheeses
Total| 31 [ 10 | 6 [ 3 | 31 [ 10 [ o [ 3 |
Sprouts and fresh 11 3 3 0 11 3 3 0
aromates
4 Vegetables Produces 11 1 4 -3 11 1 4 -3
Bagged vegetables 10 0 4 -4 10 0 | 4 -4
Total | 32 4 11 -7 3| 32 4 |1 -7 3
Dusts and residues 9 0 1 -1 9 1 1 0
Enwronmental_ Cleaning and process 10 0 5 5 10 0 5 5
5 | samples (Extension Waters
study - 2016) Surface samples 14 | 4 4 0 14 5 |4 1
Total | 33 4 10 -6 3 | 33 6 [10| -4 3
Raw meat (except Fresh meats 12 1 1 0 12 1 1 0
ooultry) Frozen meats 14 3 3 0 14 3 3 0
250-8h Seasoned meats 11 2 1 1 11 2 1 1
6 Total | 37 6 B 1 3 | 37 6 5 1 3
Raw meat (except Fresh meats 12 0 1 -1 12 0 1 -1
ooultry) Frozen meats 14 3 3 0 14 3 3 0
25g-24h Seasoned meats 11 2 1 1 12 2 2 0
Total | 37 5 5 0 3 | 38 5 6 -1 3
Raw meat (except Fresh meats 13 4 4 0 13 4 4 0
ooultry) Frozen meats 9 2 4 -2 9 2 4 -2
375g-10h Seasoned meats 10 1 2 -1 11 1 3 -2
7 Total | 32 7 10 -3 3 | 33 7 |11 -4 3
Raw meat (except Fresh meats 12 5 3 2 13 4 4 0
poultry) Frozen meats 9 2 4 -2 9 2 4 -2
375g- 24h Seasoned meats 11 1 3 -2 11 1 3 -2
Total | 32 8 10 -2 3 | 33 7 |1 -4 3
All categories - Short incubation time
(8h for category 6 and 10h for category 7) 84| 43 |62 19 |7 234 45 |62] AT |7
All categories - Long incubation time
(24h for category 6 and category 7) 234| 43 162 19 T 1235 44 163 A9 |7
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For the raw milk and raw milk cheeses category, the changes in TND-PD values for
both storage protocol are attributed to only two samples (884 and 1333) of raw cow
milk cheese (Raclette). Repetition of the PCR yielded negative results (see
Table 11). The Cp values obtained before storage were late and likely near the
detection limit of the method.

Following this result, a root cause analysis was carried out in 2025 during the
renewal of the method. Five Raclette sample were inoculated with E. coli strains at
low level and tested before and after confirmation using the unit dose format as the
multi-dose is no longer available. The results obtained are described in Table 13.
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Table 13 — Complementary test on Raclette cheese

Artificial contaminations 1ISO 16654* method Alternative method: GENE-UP E. coli O57:H7
(spiking protocol) BPW + acriflavin 20h at 41.5°C BPW 20h at 41 5°C +72h at 2-8°C
PCR Confirmation PCR-BPW 72h PCR-Lysate 72h Confirmation
Sample
Year N Product .
N Inoculation Result . . Agreement . . Agreement | Agreement
Strain level/25g Confirmation | ==, Confirmation | “zo ‘goyy | 79h Lysate
Cp Tm | Result | final result Cp Tm | Result | Cp Tm | Result | final result
Mean
2025 | 123142 g%‘ﬁi’}::;‘ raclette cheese E.coli O157:H7 Ad581 3.8 ¥ 26.78 | 59.81 | + ¥ PA | 26.78 | 60.11 2661|5998 | + ¥ PA PA
2025 | 123143 g%‘f,;)'}‘;:;‘ raclette cheese E.coli O157:H7 Ad581 38 i 2767 | 5963 | + s PD | 2873|6088 2724 | 5934 |+ s PD PD
2025 | 123144 g%‘f,;)'}‘;:;‘ raclette cheese E.coli O157:H7 Ad581 38 s 2794 | 60.04 | + s PA | 2843 | 61.04 2824 | 5890 | + s PA PA
2025 | 123145 g%‘ﬁi’}:{')‘ raclette cheese E.coli 0157:H7 EF190 3.4 i 2425 | 5951 | + s PD | 24.43 | 5054 2402 | 5902 | + N PD PD
2025 | 123146 g%‘f,i’;‘a'g‘ raclette cheese E.coli O157:H7 EF190 34 ¥ 28.85 | 59.75 | + ¥ PA | 28.99 | 5955 2853 | 5920 | + ND ND

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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3.1.8

ADRIA

The data show better detection with the alternative method compared to the
reference method, regardless of the test conditions (before or after storage). Only
one of the samples was found negative after storage, due to the confirmation step
rather than the PCR test. This result still exceeded the performance obtained with
the reference method (3 positives out of 5).

These findings suggest that the initial TND-PD results were most likely related to the
test conditions rather than any specific issue with the storage of raw milk cheese.
Consequently, it was agreed with the technical committee to maintain the option of
storing the enrichment broth and lysates for dairy products.

The observed values for (TND - PD) meet the acceptability limit for each
category and for all the categories. Despite a result above the AL for raw milk
and raw milk cheeses, additional investigation indicates that storage of the
enrichment broth and lysate is possible for all dairy products.

Confirmation

A summary of the differences observed between the different confirmation protocols
is provided in Table 14.
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Table 14 - Differences observed between the different confirmation protocols

Confirmation .
confirmed

positive
samples

confirmed
samples

protocol

DSCT-SMAC | 126 | 0 |[220| 1 |62 | 46| 1 | 0 | 456 188 190
DSchrom-D | 122 | 0 |223| 0 |60 |51 | 0 | 0 | 456 182 182
All(lsamples IMS CT-SMAC | 127 | 0 |218| 2 |63 |44 | 2 | 0 | 456 190 194
owes

incubation IMSchrom-D | 125| 0 [221| 1 |61 |46 | 2 | 0 | 456 186 189
time forall | VIDASCT-SMAC | 129 | 0 | 220 2 |61 |42 | 2 | 0 | 456 190 194

categories
VIDAS chrom-ID | 128 | 0 [219| 2 |62 | 43| 2 | 0 | 456 190 194

All tests

combined 130 0 | 217 | 2 |64 | 41| 2 | 0 | 456 194 198
DSCT-SMAC | 124 | 0 |222| 2 |59 |48 | 1 | 0 | 456 183 186
DSchrom-ID | 118 | 0 |223| 1 |59 |54 | 1 | 0 | 456 177 179

All samples
(upper IMSCT-SMAC | 127 | 0 |218| 2 |63 | 45| 1 | 0 | 456 190 193
t!ncu:)ation IMSchrom-D | 126 | 0 [221| 2 |60 |46 | 1 | 0 | 456 186 189

ime Tor raw
meats (25 VIDASCT-SMAC | 130 | 0 220 2 |61 |42 | 1 | 0 | 456 191 194
and 375g) | VIDASchrom-D [130 | 0 |219| 2 |62 | 42| 1 | 0 | 456 192 195
Alltests | 400 | o 17| 2 |64 | 41| 1 | 0| 456 | 195 198

combined

The number of positive samples confirmed was higher when using an IMS step
(immunobeads or VIDAS) prior streaking onto selective agar plates.

3.1.9 PCR inhibition

No PCR inhibition was observed during the study.
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3.2

3.2.1
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Relative level of detection (RLOD)

The relative level of detection is the level of detection at P = 0.50 (LODsg) of the alternative
(proprietary) method divided by the level of detection at P = 0.50 (LODs) of the reference method.

The RLOD is defined as the ratio of the alternative and reference methods:

LOD
RLOD = Alt.
LODgey.

Categories, sample types and strains

One matrix should be tested as a minimum per category. At least, three inoculation
levels were used:

- A blank level, (no contamination), with 5 replicates,

- Allow contamination level providing fractional recovery data, with 20 replicates,

- A higher contamination level, with 20 replicates.

Analyses for fractional positive result recovery were realized:

- A total plate count determination on each matrix was performed to estimate the
total microbial load on the day of analysis.

- Each matrix was first screened for the presence of Escherichia coli O157:H7
using the reference method(s) on 5 replicates.

- Concentration levels were needed to be adjusted accordingly to achieve
fractional recovery. A liquid inoculum was used for all the inoculated matrices.

- The matrices were stored for 2 days at 2 - 8°C after inoculation before analysis.

Seven (matrix/strain) pairs were analyzed by the reference method and by the
alternative method (See Table 15).
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Table 15 - List of selected types and strains per category, as tested within the
relative level of detection study

Categories Matrices Strains inoculation Protocol Sar_nple
protocols size

@ Fresh and Ground | Escherichia coli Seeding 48 h General

frozen meats beef 0157:H7 Ad485 at2-8°C protocol 25¢

@ Cured and Raw Escherichia coli Seeding 48 h General

fermented meat sausage | O157:H7 Ad2308 at2-8°C protocol 259

® Raw milks & R milk Escherichia coli Seeding 48 h Specific 250

raw dairy Products 0157:H7 Ad1745 at2-8°C protocol ®
Escherichia coli ;

@ Vegetables Spinach | 5157:H7 Ad556 :te;‘i"g‘f : 8h Srirt]cii: 259

® Environmental | Process | Escherichia coli Seeding 48 h General

samples water O157:H7T Ad1248 | at2-8°C protocol 259

© Raw meats Ground | Escherichia coli Seeding 48 h Short -

veal 0157:H7 Ad 486 at2-8°C protocol

Escherichia coli i ;

@ Raw meats Beeftim | 157:H7 Ad1278 :te:‘f'gﬁ’ : 8h sr‘ﬁzlcﬁ(; ® 3759

3.2.2 RLOD study results
The raw data are given in Appendix 5.
The RLOD calculations were performed using the Excel spreadsheet available at

http://standards.iso.org/iso/16140 - RLOD version 4 (2024-01-10). The RLOD
results are given in Table 16.
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Table 16 — Presentation of RLOD before and after confirmation of the
alternative method results

(Strain / matrix) pair \ AL RLOD [95% confidence limit]

1 Ground beef / E. coli 0157:H7 Ad485 2.5 0.909 [0.512; 1.616]

2 Sausage meat/ E. coli 0157:H7 Ad552 2.5 1.090 [0.622; 1.908]

3 Raw milk / E. coli 0157:H7 Ad1745 2.5 0.673[0.382; 1.187]

4 Spinach / E. coli 0157:H7 Ad556 2.5 1.165 [0.668; 2.029]

5 Process water / E. coli O157:H7 Ad1248 | 2.5 0.04510.010; 0.199]
Veal meat/ E. coli O157:H7 Ad486 / )

6 8h and 24h incubation time 25 1119[0.648;1.932]
Beef trim / E. coli O157:H7 Ad1278 / )

! 3759 sample size - 10h incubation time 25 0.356{0.180; 0.706]

Combined short incubation time 2.5 0.667 [0.534; 0.834]
Category (Strain / matrix) pair AL RLOD

1 Ground beef / E. coli O157:H7 Ad485 2.5 0.909 [0.512; 1.616]

2 Sausage meat/ E. coli O157:H7 Ad552 2.5 1.090 [0.622; 1.908]

3 Raw milk / E. coli 0157:H7 Ad1745 25 0.67310.382; 1.187]

4 Spinach / E. coli 0157:H7 Ad556 2.5 1.165 [0.668; 2.029]

5 Process water / E. coli 0157:H7 Ad1248 | 2.5 0.045[0.010; 0.195]
Veal meat/ E. coli O157:H7 Ad486 / _

6 8h and 24h incubation time 25 1119]0.648;1.932]
Beef trim / E. coli O157:H7 Ad1278 / _

! 375g sample size - 24h incubation time 25 03820192, 0.761]

Combined long incubation time 2.5 0.675 [0.540; 0.843]

The LODsg calculations were done using the Excel spreadsheet available at
http://standards.iso.org/iso/16140 POD-LOD calculation program - version 12,
2024-03-05. The tests are given in Table 17. Calculations were based on results
after confirmation.
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Table 17 - LODs, results

Level of detection at 50 %
(CFU / sample size)
according to Wilrich & Wilrich

(Strain / matrix) pair Reference method Alternative method
1 Ground beef/ E. coli 0157:H7 Ad485 0.810.5;1.3] 0.710.5;1.0]
2 Sausage meat/ E. coli 0157:H7 Ad552 0.7[0.5;1.1] 0.8[0.5;1.2]
3 Raw milk / E. coli 0157:H7 Ad1745 0.8[0.5;1.3] 0.5[0.3; 0.8]
4 Spinach / E. coli 0157:H7 Ad556 0.7[0.5;1.1] 0.9[0.6; 1.4]
5 Process water / E. coli 0157:H7 Ad1248 35.1[8.5; 145.8] 1.0[0.7;1.7]
Veal meat/ E. coli O157:H7 Ad486 /
6 | 8h and 24h incubation time 0.7104;02] 06104;1.0]
Beef trim / E. cpli 0157.:H7 Ad1_278! 08[05:1.2]
7 375g sgmple size 10h incubation time 2413 4.1] '
Beef trim / E. cpll 0157.:H7 Ad1.278./ ’ 0.9[0.6;1.3]
375g sample size 24h incubation time ’
Combined with 10h incubation time for beef trim 1.4[1.2; 1.6] 0.8[0.7; 0.9]
Combined with 24h incubation time for beef trim 1.4[1.2; 1.6] 0.8 [0.6; 0.9]

Note: the LODso have been recalculated according to the most recent spreadsheet
available on the ISO website. No change was observed with the previous values.

3.2.3 Conclusion

The RLOD meets the AL fixed at 2.5 for unpaired study design for the seven
tested matrix/strain pairs.

The LODs varies from 0.7 to 35.1 CFU/test portion for the reference method
and from 9.1 to 1.0 CFU/test portion for the alternative method.
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3.3

3.3.1

3.3.2

ADRIA

Inclusivity and exclusivity

The inclusivity study involves pure target strains to be detected or enumerated by the alternative
method.

The exclusivity study involves pure non-target strains, which can be potentially cross-reactive, but are
not expected to be detected or enumerated by the alternative method.

Protocols

> Inclusivity
As the most challenging protocol shall be used, it was proposed to run the inclusivity
testing with the short protocol dedicated to raw meats, or the specific protocol
dedicated to raw dairy products (BPW + acriflavin). This was submitted to the

MicroVal Committee. Finally, the short protocol was applied.
The protocol for raw dairy products was applied for the inter-laboratory study.

Escherichia coli strains cultures were performed in BHI medium at 37°C. Dilutions
were done in order to inoculate 10 CFU/225 ml in preheated BPW. The enrichment
broth was incubated for 8h at 41.5°C and the protocol of the alternative method was
then run.

> Exclusivity
Negative strains cultures were performed in BHI at 37°C. Dilutions were realized in
order to inoculate 10° cells/ml BPW. The BPW broth was then incubated for 24 h at
37°C £ 1°C. The PCR assay of the alternative method was then performed.
Results
Raw data are given in Appendix 6.

> Inclusivity

All the 50 strains tested gave positive PCR results.
All the confirmatory tests were positive.

> Exclusivity

No cross reaction was observed among the 30 tested strains.
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4 INTER-LABORATORY STUDY
The inter-laboratory study is performed by multiple laboratories testing on identical samples at the
same time, the results of which are used to estimate alternative-method performance parameters.

4.1 Study organisation

ADRIA

> Collaborators number

Samples were sent to 13 laboratories; 2 collaborators were involved in the study for
Lab H.

> Matrix and strain used

Cheese sample (Comté, fat content: 34 %, salt: 0.8 %) was inoculated with
Escherichia coli O157:H7 ATCC 4388 strain.

> Samples

Samples were prepared and inoculated on Monday 21st November 2016, as
described below:

- RED LABEL: 24 blind coded samples for Escherichia coli O157:H7 analysis by
the GENE-UP® Escherichia coli O157:H7 method,

- BLUE LABEL: 24 blind coded samples for Escherichia coli O157 analysis by the
reference method (ISO 16654)

- 1 sample for aerobic mesophilic flora enumeration by ISO 4833-1 method,

- 1 water flask labelled “Temperature Control” with a temperature probe, which
must be incubated simultaneously with the samples during analysis (storage and
alternative enrichment incubation).

> Inoculation

The targeted inoculation levels were the following:

- Level: 0 CFU/25 g,
- Level 1: 5 CFU/25 g, in order to provide as much as possible fractional positive
recovery data,
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- Level 2: 10 CFU/25 g.
> Labelling and shipping

Blind coded samples were placed in isothermal boxes, which contained cooling
blocks, and express-shipped to the different laboratories.

A temperature control flask containing a sensor was added to the package in order
to register the temperature profile during the transport, the package delivery and
storage until analyses.

Samples were shipped in 24 h to 48 h to the involved laboratories. The temperature
conditions had to stay lower or equal to 8°C during transport, and between 0°C —

8°C in the labs.

> Analyses

Collaborative study laboratories and the expert laboratory carried out the analyses
on Wednesday 23 November 2016 with the alternative and reference methods.

> Expedition conditions

The collaborative study instructions were sent on 8" November 2016.
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4.2

4.2.1

ADRIA

Experimental parameters controls

Strain stability during transport

In order to detect the presence of Escherichia coli O157:H7, the reference method
was performed on five portions (25 g) before the inoculation. All the results were
negative.

Three samples inoculated at a high level (100 CFU/g) were tested for enumeration
after 24 h and 48 h storage at 2 - 8°C. Three samples inoculated at a low level were
tested for detection after 24 h and 48 h storage (See Table 18).

Table 18 — Escherichia coli O157:H7 stability in the matrix

. Escherichia coli 0157:H7 detection Mesophilic aerobic
Day of analysis . flora (CFUIg)
CFUlg Detection/25 g

560 +

Day 0 680 + 5.0 108
650 +
550 +

Day 1 370 + 44108
620 +
180

Day 2 260 - 5.4 108
140

A slight decrease was observed during storage for 48 h at 2 - 8°C for enumeration.
For detection, no positive result was observed after 2 days storage at 2 - 8°C.
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4.2.2 Contamination levels

The contamination levels were the following (See Table 19):

Table 19 - Contamination levels

Theoretical True level Low limit/  High limit /
Level Samples (CFUI25 g CFU/25 g CFU/25 g
target level
sample) sample sample

4-6-8-9-12-15-20-21
Level 0 e 28 -30-31-34-37-42-45 / / / /

2-5-11-13-116-18-22-23
Low level 57 -30-36-38-40-43-46 - 48 5 7.2 6.5 8.0

. 1-3-7-10-14-17-19-24
High level 25 -29-33-35-39 - 41 - 44 - 47 10 12.2 10.2 15.0

Given the decrease in the number of cells during storage at 2 - 8° C (see above),
the actual level at the time of the study was probably two to three times lower.

4.2.3 Logistic conditions

The temperatures measured at reception by the collaborators, the temperatures
registered by the thermo-probe, and the receipt dates are given in Table 20.
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Table 20 - Sample temperatures at receipt

Temperature | Temperature

Collaborators b;nfhaes::zﬂe ':tel?escl:ari:ttj R:‘T‘e(;pt:r::te Analysis date
(°C) (°)
A 25 4.9 22/11/2016  10h00 23/11/2016
B 2.0 4.6 22/11/2016  10h00 23/11/2016
C 2.0 55 22/11/2016  11h30 23/11/2016
D 2.0 4.4 23/11/2016  09h15 23/11/2016
E 2.0 2.7 22/11/2016  12h00 23/11/2016
F 2.0 5.7 22/11/2016  09h40 23/11/2016
G Impossible to read 38 22/11/2016  10h37 23/11/2016
Technl-ilcian 1 15 4.1 22/11/2016  09h00 23/11/2016
Technl-ilcian 9 15 3.9 22/11/2016  09h00 23/11/2016
I 2.0 1.7 22/11/2016  10h00 23/11/2016
J 2.0 3.2 22/11/2016  11h00 23/11/2016
K 1.5 4.7 22/11/2016  12h00 23/11/2016
L 3.0 2.8 23/11/2016  12h45 23/11/2016
M 1.5 4.0 23/11/2016  08h00 23/11/2016

All the samples were delivered on time and in appropriate conditions. Temperatures
during shipment and at receipt were all correct.

4.3 Results
The raw data are given in Appendix 7.
4.3.1 Results obtained by the expert Lab.
The results obtained by the expert Lab. are the following (See Table 21).

Table 21 — Results obtained by the expert Lab.

Level ‘ Reference method ‘ Alternative method
LO 0/8 0/8
L1 1/8 8/8
L2 218 8/8
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Fractional positive results were observed with the reference method for both
inoculation levels, while all the samples gave positive results using the alternative
method.

Results observed by the collaborators

Samples were sent to 13 Labs.

> Aerobic mesophilic flora enumeration

The enumeration of the mesophilic aerobic flora varies from 1.5 x 10° to
1.0 x 10° CFU/g.

> Escherichia coli 0157:H7 detection

13 labs participated to the study. The results obtained for the reference and the
alternative methods are provided in Table 22 (reference method) and Table 23
(alternative method).

Table 22 - Positive results by the reference method
(ALL the collaborators)

Contamination level

Collaborators L0 L1 L2
A 1 6 8
B 0 8 8
C 0 7 8
D 1 7 8
E 0 5 8
F 0 5 8
G 0 8 8
H1 0 7 6
H2 0 2 2

I 0 7 8

J 0 3 5
K 3 1 4

L 0 3 5
M 0 0 6

Total Po=5 P, =69 P,=92
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Table 23 - Positive results (before and after confirmation)
by the alternative method (ALL the collaborators)

Contamination level

Collaborators L L1 L2
before after before after before after
confirmation | confirmation | confirmation | confirmation | confirmation | confirmation

A 0 0 ] ] 8 8

B 0 0 8 8 8 8

C 0 0 8 8 8 8

D 0 0 8 8 8 8

E 0 0 8 8 8 8

F 0 0 ] ] 8 8

G 1 0 8 8 8 8
H1 0 0 8 8 8 8
H2 0 0 2 2 7 7

[ 0 0 8 8 8 8

J 0 0 8 8 8 8

K 0 0 7 7 8 8

L 0 0 7 7 8 8

M 0 0 6 6 8 8

Total Po=1 CPy=0 P;=102 CP1=102 P, =111 CP,=111

The collaborators obtained positive results for blank samples analysed with the
reference method:

Lab. A
Lab. D
Lab. K

sample 4
sample 4
samples 4, 6 and 20

A fingerprinting using Xbal restriction enzyme was run on the strains isolated from
unspiked samples in order to compare their profiles to the profile of the inoculated
strain (ATCC 43888). The following results were observed (See Figure 1). The
strains isolated from the 5 samples were clearly the same as the inoculated one.

PFGE-Xbal-2,2-54,2-20

=100

ADRIA

PFGE-Xbal-2,2-54,2-20

Figure 1 - Fingerprinting
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One collaborator obtained a positive PCR result but not confirmed for a blank
sample:

- Lab. G sample 20
The results from these 4 Labs were not retained for interpretation.
4.3.3 Results of the collaborators retained for interpretation

Ten sets of results were kept for interpretation; they are presented in Table 24
(reference method) and Table 25 (alternative method)

Table 24 - Positive results by the reference method
(without Collaborators A, D and K)

Contamination level

Collaborators

LO L1 L2

B 0 8 8
C 0 7 8
E 0 5 8
F 0 5 8
H1 0 7 6
H2 0 2 2
| 0 7 8

J 0 3 5
L 0 3 5
M 0 0 6

Total Po=0 Py =47 P, = 64
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Table 25 — Positive results (before and after confirmation)
by the alternative method (without Collaborators A, D and K)

ollabe Lo L1 L2
before after before after before after
confirmation | confirmation | confirmation | confirmation | confirmation | confirmation
B 0 0 8 8 8 8
C 0 0 8 8 8 8
E 0 0 8 8 8 8
F 0 0 8 8 8 8
H1 0 0 8 8 8 8
H2 0 0 2 2 7 7
I 0 0 8 8 8 8
J 0 0 8 8 8 8
L 0 0 7 7 8 8
M 0 0 6 6 8 8
Total Po=0 CPo=0 Pi=T1 CP=T71 P,=79 CP,=T79
4.4 Calculation and summary of data
4.4.1 Calculation of the specificity percentage (SP)
The percentage specificities (SP) of the reference method and of the alternative
method, using the data after confirmation, based on the results of level LO are the
following (See Table 26).
Table 26 - Percentage specificity
Specificity for the reference method 100 %
Specificity for the alternative method 100 %
N: number of all L0 tests
Py = total number of false-positive results obtained with the blank samples before confirmation
CPq = total number of false-positive results obtained with the blank samples
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4.4.2 Calculation of sensitivity (SEar), sensitivity for the reference method
(SErer), relative trueness (RT, false positive ratio for the alternative
method (FPR) and false negative ratio for the alternative method (FNR)

Fractional positive results were obtained for the low inoculation level (L1). These
results were retained for calculation.

A summary of the results of the collaborators retained for interpretation and obtained
with the reference and the alternative methods for Level 1 and Level 2 is provided in
Table 27.

Table 27 - Summary of the obtained results with the reference method
and the alternative method for Level 1 and Level 2

Reference method Reference method

Response

positive (R+) negative (R-)
CUETHETER GGG Positive agreement (A+/R+) | Positive deviation (R-/A+)
positive (A+) PA=45 PD =26
CUCETHETER GGG Negative deviation (A-/R+) | Negative agreement (A-/R-)
negative (A-) TND=2 (NDFN(an)=0) TNA=7 (NAFN(an)=0)
CUETHETER GGG Positive agreement (A+/R+) | Positive deviation (R-/A+)
positive (A+) PA =64 PD=15
PSRN GT Negative deviation (A-/R+) | Negative agreement (A-/R-)
negative (A-) TND=0 TNA =1 (NArNGi=0)

Level 1

Based on the data summarised in Table 27, the values of sensitivity of the
alternative and reference methods, as well as the relative trueness and false
positive ratio for the alternative method taking account the confirmations, are the
following (See Table 28):
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Table 28 - Sensitivity, relative trueness and false positive ratio percentages

Level Level

L1 L2
Sensitivity for the _ (PA+ PD) o . .
alternative method SEq it = (PA+TND + PD) x 100 % 97.3% | 100.0 %
Sensitivity for the _ (PA+TND) 0 o o
reference method SEyer = (PA+TND + PD) x 100 % 64.4% | 81.0%
Relative trueness T = w x100 % 65.0% | 81.3%

False positive ratio for the alternative _ PAppairy + PDpp (air) , .
method FPR = TNA x100% | 00% | 0.0%
False negative ratio for the alternative FNR = NAgpy(airy + NDpn(air) 0.000 0,000

method PA+ TND + PD

4.4.3 Interpretation of data

For Level 1 and Level 2, the negative deviations are listed in Table 29 and the
positive deviations in Table 30.

Table 29 - Negative deviations

Level Collaborator Sample No PCR Confirmation

Level 1 H2

32 - -

The presence of E. coli O157:H7 was not confirmed in the two samples which gave
a negative deviation.

Table 30 - Positive deviations

Level Collaborator Sample No

C 18

E 2,16, 23

F 13,16, 18

H1 16
Level 1 H2 46, 48

I 16

J 2,5,11,13, 22,

L 5,18, 22,23

M 2,5,11,13, 16,18

H1 19, 24

H2 25, 33, 35, 44, 47
Level 2 J 1,10, 14

L 3,17,19

M 19, 24
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For an unpaired study design, the difference between (TND — PD) is calculated for

the level(s) where fractional recovery is obtained (so Li and possibly Ly). The
observed value found for (TND — PD) shall not be higher than the AL. The AL is
defined as [(TND — PD)max] and calculated per level where fractional recovery is
obtained as described below using the following three parameters:

P
f
(Prer =2
x (ref)
where
Pxren= is number of samples with a positive result obtained with the reference
method at level x (L4 or L) for all laboratories
Nxren =  is number of samples tested at level x (L1 or L2) with the reference method
by all laboratories
CcP
(alt)
@Hare =5
x (alt)
where

CPyay = is number of samples with a confirmed positive result obtained with the
alternative method at level x (L1 or L>) for all laboratories
Nxan = is number of samples tested at level x (L1 or L) with the alternative

method by all laboratories

(TND - PD)max = \/3Nx (ref) X ((p+)ref + (p+)alt - 2((p+)ref X (p +)alt))

where
Nyren = is number of samples tested for level x (L1 or L) with the reference

method by all laboratories.

The AL is not met when the observed value is higher than the AL. When the AL is
not met, investigations should be made (e.g. root cause analysis) in order to provide
an explanation of the observed results. Based on the AL and the additional
information, it is decided whether the alternative method is regarded as not fit for
purpose. The reasons for acceptance of the alternative method when the AL is not
met shall be stated in the study report.

In this study, fractional recovery was observed at Level 1. The calculations are the
following (See Table 31), according to the ISO 16140-2:
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Table 31 - Calculations

Level 1 Level 2
Ny 80 80
(P#)ret 0.6 0.8
(p)at 0.9 1.00
AL = (ND - PD) max 10.18 7.06
TND - PD -24 -15
Conclusion TND - PD <AL TND - PD <AL

The ISO 16140-2 and ISO 16140-2/A1 requirements are fulfilled as (TND - PD)
meet the acceptability limit for both inoculation levels.

4.4.4 Evaluation of the LOD s0% and RLOD between laboratories
The RLOD is the ratio of LODs of the alternative method and of the reference
method calculated as follows: RLOD= LODy.ai/ LODp; ref .

The results are given in Table 32.

Table 32 - LOD 504 and RLOD

Method LOD 50%

Reference 54[4.3-6.8]
Alternative 221.7-28]

0.4

5 CONCLUSION

The method comparison study conclusions are:

The method comparison study scheme corresponds to an UNPAIRED STUDY
design as the alternative and reference methods do have different enrichment
procedures.

In the sensitivity study, seven categories were tested:

[

Fresh and frozen raw meats

[

Cured and fermented meats
Raw milks and raw milk cheeses
Vegetables

X &
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[

Raw meat (except poultry) 25 g (8 h and 24 h)
Raw meat (except poultry) 375 g (10 h and 24 h).
Environmental samples

X X

The alternative method shows 64 positive deviations (PD) and 43 negative
deviations (ND) when the lower limit of incubation times was applied and 65 positive
deviations (PD) and 42 negative deviations (ND) when the upper limits were tested.

The (TND - PD) values are below the acceptability limits (AL) whatever the
categories and for all the tested categories.

It is possible to store the primary enrichment broth for 72 h at 2-8°C.
It is also possible to store the lysates for 72 h at 2-8°C

The Relative Levels of Detection (RLOD) are all below the AL fixed at 2.5 for the
unpaired data study whatever the six tested matrix/strain pairs.

For the inclusivity study, the 50 tested strains gave positive results with the lower
incubation time for the short protocol dedicated to the raw meats (except poultry).

For the exclusivity study, no cross reaction was observed among the 30 tested
strains.
The alternative method fulfils all the ISO 16140-2 and MicroVal technical rules.

The inter-laboratory study conclusions are:

The data and interpretations comply with the ISO 16140-2 requirements. The
GENE-UP® E. coli O157:H7 method is considered equivalent to the ISO
standard.
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6 EXTENSION STUDY (2018) FOR A MODIFICATION OF THE
PCR KIT FORMAT

6.1 Analysis

In order to check that the modifications have no impact on the validation study
results, the lysates obtained for the different validation studies again were tested.

As agreed during the MVTC meeting of June 2018, only the lysates prepared just
after incubation time were tested again. Note that all the lysates were stored at
-20°C.

The lysates were tested by both kits, Multi doses associated with the software
version 2.0 and the Unit doses associated with the software version 3.0 (See Figure
2).
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Initial validation study

Figure 2
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6.2 Results
6.2.1 Sensitivity study

The sensitivity (SE) is the ability of the method to detect the analyte by either the reference or
alternative method.

6.2.1.1 Number of DNA extracts tested

593 lysates were tested; the raw data are provided in Appendix 8.

6.2.1.2 Interpretation

The interpretation was done by comparing the PCR results obtained with the unit
dose format to those obtained with the multi-dose format without taking into account
the results of confirmatory tests obtained for the initial validation study. A summary
of the results is provided in Table 33.

Table 33 - Summary of the results obtained
with the Multi-dose and Unit-dose format

Category \ Protocol PA NA ND PD Total
1 | Fresh and frozen meats General 31 37 0 0 68
9 Cured and fermented General 97 34 1 0 62
meats
3 sf:("h':l't':s andraw dairy | g0 sific (1) 25g 23 | 37 2 2 64
4 |Vegetables General 30 31 0 1 62
5 | Environmental samples General 30 33 0 0 63
6 Raw meats (except Short protocol 25g 8 h 31 41 0 0 72
poultry) Short protocol 25g 24 h| 33 39 0 0 72
7 Raw meats (except Specific @ 375 g 10 h 22 39 1 3 65
poultry) Specific @) 375g24h | 24 37 3 1 65
All categories 251 328 7 7 593

7 negative deviations and 7 positive deviations were observed when comparing both
kit formats. The discordant results are listed in Table 34 for negative deviations and
Table 35 for positive deviations.
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Table 34 - Negative deviations
Sample Reference Multi dose Multi dose Unit dose Adreement taking?ﬂg‘ -
Protocol N° Product method: . Aareoment Mgul‘:iedoese Category | Type confirmation initial
SO 16654 Cp Tm Result | Confirmation | Final result gRef/ Alt Cp Tm Result Cp Tm Result | junit dose validation
General 2960 | Cured ham 0 0 - NA 33.59/0/0 60.88/0/0 +/-/- 0 0 ND 2 b | True negative (NA)
Specific @) 872 | Raw Ewe milk cheese 0 0 - NA 32.49/0/0 60.95/0/0 +/-/- 0 0 ND 3 b | True negative (NA)
Specific @ 873 | Raw cow milk cheese 0 0 - NA 35.81/0/0 61.17/0/0 +/-/- 0 0 ND 3 ¢ | True negative (NA)
Specific (2) 3759 10h | 3245 | Seasoned pork meat + 27.51 61.39 + + + PA 0/29.03 0/59.74 i+ 0/0/37.09 0/0/59.13 -fil+ ND 7 ¢ | False negative (FN)
Specific (2) 3759 24h | 3247 | Seasoned ground beef + 34.87 61.67 + + + PA 0/33.54/27.72% | 0/60.36/60.09* | i+/+* | 0/0/36.28 0/0/60.59 -+ ND 7 ¢ | False negative (FN)
Specific (2) 3759 24h | 3253 |Lamb trim 33.77 61.2 + + & PD 33.04 60 + 0/0/0 0/0/0 -[-I- ND 7 a | False negative (FN)
Specific (2) 3759 24h | 3465 | Seasoned pork meat + 0 0 - ND 38.38/0/38.14 | 58.76/0/60.29 | +/-/+ 0 0 ND 7 ¢ | True negative (NA)
Table 35 - Positive deviations
Sample Reference Multi dose Multi dose Unit dose A ¢ taking(i)rr::? ::(t:ount
Protocol N® Product method: ) rreomont M%Ttaiec'ir;esr:e Category | Type | o i inifal
1SO 16654 Cp Tm Result | Confirmation | Final result gRefI Alt Cp Tm Result Cp Tm Result | junit dose validation
General 803 | Salads mix 0 0 - - - NA 0 0 36.23/0/0 60.74/0/0 +-/- PD 4 ¢ | False positive (FP)
Specific @ 880 | Raw cow milk cheese + 0 0 - - - ND 0 0 35.72/36.72/0 | 60.07/60.6/0 | +/+/- PD 3 ¢ | False positive (FP)
Specific @ 1771 | Raw cow milk + 31.97 61.76 + + + PA 0 0 33.55 61.34 + PD 3 a True positive
Specific (2) 375g 10h | 3190 | Beef trim + 0 61.39 + + + PA 0/33.88/34.32 | 0/60.83/60.54 | -/+/+ 36.31 61.23 + PD 7 a True positive
Specific (2) 375 10h | 3253 |Lamb trim 33.16 61.36 + + + PD 0/34.74/33.29 | 0/60.87/61.41 | -/+/+ 0/32.63* 0/60.96* i+ PD 7 a True positive
Specific (2) 3759 10h | 3681 |Pork meat 35.75 61.67 + + + PD 0/34.4/34.98 | 0/60.85/60.7 | -/+/+ 33.99 60.33 + PD 7 a True positive
Specific (2) 3759 24h | 3203 | Frozen ground beef + 0/32.13/32.45 | 0/61.45/61.37 | -/+/+ + - ND 0/32.85/32.82 | 0/60.34/60.19 | -/+/+ | 0/40/28.91* |0/59.76/61.38" | i/+/+* PD 7 b True positive

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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> Negative deviations

For 4 of the samples in negative deviations (2960, 872, 873 and 3465), the
confirmatory tests performed for the initial validation study were negative. This
means that when the comparison is done with the initial confirmation results, the
samples are in negative agreement for the Unit-dose assay. These results are false
positive results for the Multi-dose assay.

For 3 samples (3245, 3247 and 3253), the presence of Escherichia coli O157:H7
was confirmed in the enrichment broth; these are false negative results for the Unit-
dose assay. The PCR was repeated twice for these 3 samples and one positive
result was obtained for 2 samples (3245 and 3247). The contamination level was
probably at the detection limit of the GENE-UP method.

> Positive deviations

For 5 samples in positive deviations (1771, 3190, 3253, 3681 and 3203), the
confirmatory tests performed for the initial validation study were positive. This
confirms that the positive samples correspond to positive results for the Unit-dose
assay and to false negative results for the Multi-dose assay.

Note that the PCR tests were repeated twice using the Multi-dose assay for
4 samples (3190, 3253, 361 and 3203) and positive PCR results were then
obtained. The contamination level was probably at the detection limit of the GENE-
UP method.

> Conclusion
Finally taking into account the confirmatory tests performed for the initial validation

study, 3 negative deviations and 5 positive deviations were obtained for the Unit-
dose assay (See Table 36).
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Table 36 - Differences observed between Multi-Dose and Unit-Dose kit

Initial validation Multi-Dose
Agreement
ISO . Result|Result| Agreement | Multi- Dose/
Froduct AELLBRTTIT Result | CONfir- | Agreement |y il yyie | Multi- Dosel| Unit- Dose
mation | Ref/Alt . .
dose | Dose | Unit-Dose with
confirmation
2960 |Cured ham General - - - NA +-- - ND NA
872 Raw ewe milk cheese | Specific (1) - - - NA +/-I- - ND NA
873 Raw cow milk cheese | Specific (1) - - - NA +/-I- - ND NA
Specific 2) . .
3245 |Seasoned pork meat 375g 10h & + i PA i+ -lil+ ND ND
3247 |Seasoned ground beef Sg?gg'gg) + ¥ + PA | i+ | 4 ND ND
, Specific 2)
3253 |Lamb trim 3759 24 - + + PD + -I-- ND ND
Specific 2)
3465 |Seasoned pork meta 3759 24 + - - ND +-[+ - ND NA
803 |Salad mix General - - - NA - +-/- PD NA
880 |Raw cow milk cheese | Specific (1) + - - ND - +/+/- PD NA
1771 |Raw cow milk Specific @ | + + + PA - + PD PD
. Specific 2)
3190 |Beef trim 3759 10h + + + PA A+ |+ PD PD
. Specific @) -
3253 |Lamb trim 3759 10h - + + PD I+ | i+ PD PD
Specific 2)
3681 [Pork meat 3759 100 - + + PD A+ |+ PD PD
3203 Frozengroundbeef | SPECIC@ L, + ND | -f++ | i+t | PD PD
375g 24h

The results obtained by the Unit-dose assay are satisfying regarding the sensitivity
study whatever the protocol tested.

6.2.1.3 Inhibitions

A summary of the inhibitions observed for the extension study is provided in
Table 37. 12 inhibitions were observed for the Multi-dose assay and 15 for the Unit-
dose assay while no inhibition was observed for the initial validation study. The
number of PCR inhibitions is higher with the unit-dose kit; this is linked to the
modification of the software version (V3.0) (negative threshold on the height of the
peak increased for the internal control) and to the larger lysates volume used for
PCR assay.

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope
available on www.cofrac.fr)
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Table 37 - Inhibitions
N . ose R DO
i = S Cp Tm Result Cp Tm Result

251 | Baby leaves General 0 0 0/0* 0/0* if-*

795 | Basil 0 0 0/0* 0/0* -
1321 | Raw ewe milk 0/32.49/31.15 | 0/60.66/61.35* 33.8 60.94 ¥
1323 | Raw goat milk cheese | 0133.11/30.08* | 0/60.58/61.11 35.84 60.39 ¥
1325 _| Raw cow milk cheese | “"o® | 0010 0/0/0°

1332 | Raw cow milk cheese 0/0/0* 0/0/0* 0 0

1333 | Raw cow milk cheese 0/37.31/0* | 0/60.47/0* 37.87 60.18 ¥
3209 | Frozen veal trim 0 0 0/0* 0/0* T
3210 | Frozen lamb trim 34.19 60.89 + 0/0/33.66* 0/0/61.5* if-[+*
3211 Frozen lamb trim specifc | 2957 50.85 + | 0140r2852" | 0/59.22/60.89 [N
3245 | Seasoned pork meat ® 0/29.03 0/59.74 0/0/37.09 | 0/0/59.13 fil+
3249 | Veal trim 3759 | 0/35.32/35.06* | 0/60.87/60.94* 33.59 60.64 ¥
3253 | Lamb trim 100 "0/34.74/33.29 | 0/60.87/6141 | +1+ | 013263 0/60.96* i+
3260 | Pork meat 0 0 0/0* 0/0* i
3262 | Pork meat 0/0/0* 0/0/0* 0 0 -
3203 | Frozen ground beef 0/32.85/32.82 | 0/60.34/60.19 | -/+/+ | 0/40/28.91* |0/59.76/61.38*

3205 | Frozen ground beef 33.91 60.03 + | 0/39.85/29* |0/59.91/61.08"

3244 | Seasoned pork meat 0 0 0/0* 0/0* if-*
3246 | Seasoned pork meat | ¢ i |013261/28.99" | 0/60.99/60.96° 0/0127.49* | 0/0/60.63* | i+
3247 |Seasoned ground beef| @ | 0/33.54/27.72" | 0/60.36/60.09* 0/0/36.28 | 0/0/60.59 -1+
3251 | Lamb trim 3759 0 0 0/0* 0/0* -
3257 | Veal trim 24h 0/0/0* 0/0/0* 0 0

3770 | Seasoned pork meat 0 0 0/0* 0/0* if-*
3779 | Frozen ground beef 0/0/0* 0/0/0* 0/0%/0***/0° | 0/0%/0***/0°

3781 | Frozen ground beef 0 0 0/0* 0/0* if-*

Number of PCR results obtained when applying the dilution

Dilution applied Multi Dose Unit Dose
*=| ysate 1:3 0 n
1
12 3
12(2%) 15 (2.5 %)
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6.2.2

6.2.2.1

6.2.2.2

ADRIA

Relative level of detection

The relative level of detection is the level of detection at P = 0.50 (LODsg) of the alternative
(proprietary) method divided by the level of detection at P = 0.50 (LODso) of the reference method.

The RLOD is defined as the ratio of the alternative and reference methods:

LODy,
LODg,s.

RLOD =

Experimental design

The RLOD determination was done on 7 matrix/strain pairs; they are listed in
Table 38.

Table 38 - Matrix/strain pairs

. . . Inoculation Sample
Categories Matrices SHETN S Protocol P
protocols size
Ground Escherichia coli | Seeding 48 h General
! | Freshandfrozenmeats | O157:H7 Ad485 | at2-8°C orotocol | 229
Escherichia coli
Cured and fermented Raw schericiia col Seeding 48 h General
2 meat sausage O157:H7 at2-8°C rotocol 259
% | Adzs0s P
Escherichia coli
Raw milks & raw dairy , schericiia col Seeding 48 h Specific
3 Products Rawmilk | O157:H7 at2-8°C rotocol ® 259
Ad1745 P
. Escherichia coli | Seeding 48 h General
4 | Vegetables SPINach | 15747 Ads56 | at 2- 8°C orotocol | 209
Escherichia coli
, Process schericiia col Seeding 48 h General
5 | Environmental samples water O157:H7 at?-8°C rotocol 259
Ad1248 P
Escherichia coli ,
6 | Raw meats Ground 0157:H7 Ad Seeding 48 h Short 25¢g
veal at2-8°C protocol
486
Escherichia coli , o
7 | Raw meats Beeftrim | O157:H7 :te;dlgg é 8h Sﬁiggg ® 37549
Ad1278 P

Results - Interpretation
The raw data are provided in Appendix 9.
The RLOD calculations were performed using the Excel spreadsheet available at

http://standards.iso.org/iso/16140 - RLOD version 4 (2024-01-10) based on the
values obtained with the Unit-dose assay. See Table 39.
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Table 39 — Presentation of RLOD before and after confirmation

of the alternative method results — Unit-Dose extension

Matrix / strain AL RLOD [95% confidence limit]
Ground beef/ .
1 E. coli O157:H7 Ad485 0.909[0.512; 1.616]
Sausage meat/ _
2 E. coli O157:H7 Ad552 1.090[0622; 1.908]
Raw milk / i
3 E. coli O157:H7 Ad1745 0.673[0.382; 1.187]
Spinach / .
4 E. coli O157:H7 Ad556 1165 [0.668; 2.029]
Process water / 25 _
S E. coli O157:H7 Ad1248 0.045[0.010; 0155]
Veal meat/
6 E. coli O157:H7 Ad486 1.207 [0.697; 2.091]
8h incubation time
Beef trim /
7 E. coli O157:H7 Ad1278 0.356 [0.180; 0.706]
375g sample size 10h incubation time
Combined short incubation time 0.675 [0.540; 0.843]
Matrix / strain RLOD [95% confidence limit]
Ground beef/ _
1 E. coli O157:H7 Ad485 0.909[0.512; 1.616]
Sausage meat/ _
2 E. coli O157:H7 Ad552 1.090[0.622; 1.908]
Raw milk / .
3 E. coli O157:H7 Ad1745 0.673[0.382; 1.187]
Spinach / _
4 E. coli 0157:H7 Ad556 1165 [0.668; 2.029]
Process water / 25 _
S E. coli O157:H7 Ad1248 0.045[0.010; 0.199]
Veal meat/
6 E. coli O157:H7 Ad486 1.207 [0.697; 2.091]
24h incubation time
Beef trim /
7 E. coli O157:H7 Ad1278 0.356 [0.180; 0.706]
375g sample size 24h incubation time
Combined long incubation time 0.675 [0.540; 0.843]

Some differences were observed between both kits; they are listed in Table 40 for
negative deviations and Table 41 for positive deviations.

For the 2 samples in negative deviations, the PCR tests were repeated twice for the
Unit-dose assay and positive results were then observed.
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For the 6 samples in positive deviations, the PCR tests were repeated twice for the
Multi-dose and all the results were positive for 4 samples (1875, 1887, 1891 and
3699).

For sample 3755, only one replicate was positive and for sample 3704, the results
remained negative while it was positive for the initial validation study.

The calculated values for the RLOD using the Unit-dose assay are similar to
the calculated values using the Multi-dose assay (initial study).
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Table 40 - Negative deviations
Initial validation study Extension study
Reference Multi dose Multi dose Unit dose _Comment
Protocol Sa,iln ople Product method: ,IAVIngee(rin ent tc?cl)(:\?"lgrr;lnz:goic;oiﬁglt
ulti dose
SO Cp Tm Result | Confirmation Final result Agé::’,?ﬁm Cp Tm Result Cp Tm Result | unit dose validation
Sh°2’f,)'zrg:‘°°°' 1881 |RLOD Ground veal 3251 | 61.74 ¥ ¥ + PD 35.88 59.85 + | 0/33.81/3344 | 0/60.36/60.74 | -/+/+ ND False negative (FN)
Sh‘;’; 3"2’;‘;“' 1911 | RLOD Ground veal 3266 | 61.82 + + + PD 33.32 60.92 ¥ 0/37.58/37.5 | 0/59.26/59.82 | -/+/+ ND False negative (FN)
Table 41 - Positive deviations
Initial validation study Extension study
Samol Reference Multi dose Multi dose Unit dose taki an:ment t
Protocol a,(jn e Product method: f«wgrli?:i“e“t :orllr‘r]"l?r:agoiciiﬁ:ijgl
_— . A t ulti dose
ISO 16654* Cp Tm Result Confirmation Final result gé:;?ﬁn Cp Tm Result Cp Tm Result | junit dose validation
Sh%‘;"s’th“m 1875 | RLOD Ground veal + 3293 | 619 + + + PA 0/33.25/33.07 | 0/60.55/60.48 | -/+/+ 33.23 61.53 ¥ PD True positive
Sh°2r;';";:1°°°' 1887 |RLOD Ground veal " 3428 | 61.62 + + + PA 0/34.13/31.37 | 0/60.32/60.57 | -+/+ 34.92 60.79 " PD True positive
Sh‘;;‘ ;’;’:ﬁ“' 1891 | RLOD Ground veal + 3299 | 6176 + + + PA 0/33.76/34.64 | 0/61.01/61.13 | -/+/+ 31.62 61.03 ¥ PD True positive
Shg%‘;’:to‘;\“' 3699 | RLOD beef trim 375g 000/0 |  0/0/0 -J-1- + - NA 0/34.93/36 | 0/60.17/59.71 | -+/+ 0 60.81 ¥ PD True positive
Sh;’;;';’m“' 3715 | RLOD beef trim 3759 2856 | 61.29 + + + PD 0/31.56/0 0/59.0810 | -/+/- 28.79 60.53 " PD True positive
Shg;';";;‘;\“' 3704 | RLOD beef trim 3759 0/0/40 | 0/0/6121 | -+ + - NA 0/0/0 0/0/0 |-~ 36.4 61.09 " PD True positive

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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The LODso calculations of the Unit-Dose were done using the Excel spreadsheet
available at http://standards.iso.org/iso/16140 POD-LOD calculation program -
version 12, 2024-03-05. The results are given in Table 42.

Table 42 - LODs results

Level of detection at 50 %
(CFU / sample size)
according to Wilrich & Wilrich

Reference method Alternative method

(Strain / matrix) pair

1 Ground beef / E. coli 0157:H7 Ad485 0.810.5;1.3] 0.710.5;1.0]
2 Sausage meat/ E. coli 0157:H7 Ad552 0.7[0.5;1.1] 0.8[0.5;1.2]
3 Raw milk / E. coli 0157:H7 Ad1745 0.8[0.5;1.3] 0.5[0.3;0.8]
4 Spinach / E. coli 0157:H7 Ad556 0.7 [0.491;1.1] 0.9[0.6;1.4]
5 Process water / E. coli 0157:H7 Ad1248 35.1[8.466;145.8] 1.0[0.7,1.7]
Xﬁgl meatl/ E. poli 0O157:H7 Ad486 / 0.7 [0.5:1.0]
6 incubation t|mg 07[0.4:0.2]
VeaI. meat / .E. cpll O157:H7 Ad486 / ' 0.7 [04:1.0]
24h incubation time S
Beef trim / E. cpli O157:I.-i7 Ad12_78 /. 08[05:1.1]
7 375¢ sgmple size - 10h incubation time 24[11:41] T
Beef trim / E. cpll O157:H7 Ad1278 / ' 0.9[06:13]
3759 sample size - 24h incubation time T
Combined with 10h incubation time for beef trim 1.4 [1.1;1.6] 0.8 [0.7;0.9]
Combined with 24h incubation time for beef trim 1.4[1.1;1.6] 0.8 [0.6;0.9]

Note: the LODso have been recalculated according to the most recent spreadsheet
available on the ISO website. No change was observed with the previous values.

6.2.2.3 Inhibitions
A summary of the inhibitions observed for the extension study is provided in
Table 43. 7 inhibitions were observed for the Multi-dose assay and 6 for the Unit-

dose assay while no inhibition was observed for the initial validation study. These
inhibitions are probably due to the storage of the lysates for several years.
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Table 43 - Inhibitions

PCR Multi Dose | PCR Unit Dose

Product Protocol

N° Cp Tm Result Cp Tm
RLOD Ground beef 31.96 60.94 + | 0/33.54/32.73* | 0/60.56/61.07*
1444 | RLOD Vegetables 0/0/0 0/0/0 0 0 -
1446 | RLOD Vegetables 0/24.59/25.74* | 0/60.49/61.04* 30.5 59.67 +
1450 |RLOD Vegetables | General | 0/24.4/25.05* | 0/60.24/60.95* 26.14 59.98 +
1454 | RLOD Vegetables 0/25.64/25.5* | 0/60.39/61.19* 27.41 60.13 +
1459 | RLOD Vegetables 0/25.55/24.74* | 0/60.36/31.15* 26.88 59.96 +
1461 | RLOD Vegetables 0/25.43/24.7* | 0/60.4/61.29* 25.94 60.1 +
1872 | RLOD Veal meat Short 0/0 0/0 0 0 -
1874 | RLOD Veal meat protocol 0 0 - 0/0 0/0
1889 | RLOD Veal meat 8h 35.55 58.82 + | 0/35.97/32.96* | 0/60.21/61.59*
1904 | RLOD Veal meat Short 0 0 - 0/0 0/0
1906 | RLOD Veal meat protocol 0 0 - 0/0 0/0
1888 | RLOD Veal meat 24h 32.95 60.34 + | 0/36.25/32.15* | 0/60.22/61.54*
Dilution applied Number of PCR results obtained when applying the dilution
Multi Dose Unit Dose
*=Lysate 1:3 0 0
0 0
7 6
Total 7(2.2%) 6 (1.9 %)
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6.3 Conclusion

For the sensitivity study, 593 lysates were tested by both PCR kits (Multi-dose and
Unit-dose); 7 negative and 7 positive deviations were observed for the overall
categories and enrichment protocols tested. Taking into account the initial
confirmation results, 3 negative and 5 positive deviations were finally obtained.
These results show clearly that both kits have the same performances.

The calculated values for the RLOD using the Unit-dose assay were similar to those
obtained using the Multi-dose assay (initial and extension studies) and below the AL
fixed at 2.5 for unpaired study design.

The Unit-dose kit format gave reliable results when compared to the Multi-
dose kit format.
Quimper, 10 July 2025

Astrid CARIOU
Manager
Method performance in food microbiology

| hereby attest to the validation of the verification of the
conformity of the report (opinion and interpretation).
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Appendix 1 - Flow diagram of the reference method:
ISO 16645 (2001) Microbiology of food and animal feeding stuffs - Horizontal method
for the detection of Escherichia coli 0157 - Amendment 1
(March 2017): annex B: result of inter-laboratory studies
Amendment 2 (March 2023): Inclusion of performance testing of all culture media and
reagents

25 g or 375 g sample,
1/10 dilution in pre-warmed (41.5°C) mTSB + novobiocin
1 swab + 9 ml mTSB + novobiocin '

1 sponge + 90 ml mTSB + novobiocin ?
1 wipe + 225 ml mTSB + novobiocin 3
Homogeneisation using a paddle blender
\’

6 h and between 18 and 24 h at 41.5°C £+ 1°C
\2
Transfer 1 ml in an Eppendorf tube
\’

Immuno-magnetic separation (IMS) *

\’

Streak:

50 pl onto CT-SMAC Agar
50 pl onto ChromAGAR O157 Agar
\’

Incubate 18 - 24 h at 37°C + 1°C
\!

Streaking characteristic colonies
onto a non-selective agar plate
\!
18-24hat37°C+1°C
\!

Confirmation tests:

Indole test and latex O157 test

1 For sampling before cleaning process, the swab is humidified with 1 ml BPW.
For sampling after cleaning process, the swab is humidified with 1 ml of neutralising solution.
2 For sampling before cleaning process, the sponge is humidified with 10 ml BPW.
For sampling after cleaning process, the sponge is humidified with 10 ml of neutralising solution.
3 For sampling before cleaning process, the wipe is humidified with 10 ml BPW.
For sampling after cleaning process, the wipe is humidified with 10 ml BPW + 10 % neutralising solution.
Neutralising solution: Lecithin, Tween 80, L-Histidin, Thiosulfate, Disodium Phosphate
4 Captivate immunobeads were ued for the validation study
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Appendix 2 - Flow diagram of the alternative method: GENE-UP E. coli O157:H7

General protocol

25 g sample + 225 ml non preheated BPW

1 swab + 9 ml non preheated BPW 5
1 sponge + 90 ml non preheated BPW ©
1 wipe + 225 ml non preheated BPW 7
Homogenisation using a paddle blender

Incubation for 18 - 24 h at 41.5°C
Storage enrichment l
broth for : : . :
79 h at 5°C +- 3°C L, GENE-UP E. coli (3157.H7 extraction Storage DNA extract

for72 hat 5°C +- 3°C

/ GENE-UP E. coli O157:H7 PCK_
+ / ]

Confirmatory tests:

Direct streaking (10 pl) on CT ChromID Escherichia coli 0157:H7 and CT-SMAC
VIDAS ESPT, streaking (30 pl) on ChromID Escherichia coli 0157:H7 and CT-SMAC
IMS (immunobeads), streaking 50 pl onto ChromID Escherichia coli 0157:H7 and CT-SMAC
\2
0157 and H7 latex tests on typical colonies (a purification step is required for the H7 test)
OR

Tests described in the ISO 16654 method

5 For sampling before cleaning process, the swab is humidified with 1 ml BPW.
For sampling after cleaning process, the swab is humidified with 1 ml of neutralising solution.
6 For sampling before cleaning process, the sponge is humidified with 10 ml BPW.
For sampling after cleaning process, the sponge is humidified with 10 ml of neutralising solution.
7 For sampling before cleaning process, the wipe is humidified with 10 ml BPW.
For sampling after cleaning process, the wipe is humidified with 10 ml BPW + 10 % neutralising solution.
Neutralising solution: Lecithin, Tween 80, L-Histidin, Thiosulfate, Disodium Phosphate
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Specific protocol ©

25 g sample

1/10 dilution
+ 225 ml non preheated BPW + acriflavin (10 mg/l)
Homogeneisation using a paddle blender

Incubation for 20-24 h at 41.5°C + 1°C
Storage enrichment l
broth for 72 h } ; ) ;
ot 5°C 4 3°C |, GENE-UP E. coli (i)157.H7 extraction Storage DNA extract
for 72 h at 5°C +- 3°C

/ GENE-UP E. coli 0157:H7 PCK_
+ / -

Confirmatory tests:

Direct streaking (10 pl) on CT ChromID Escherichia coli 0157:H7 and CT-SMAC
VIDAS ESPT, streaking (30 pl) on ChromID Escherichia coli 0157:H7 and CT-SMAC
IMS (immunobeads), streaking 50 ul onto ChromID Escherichia coli 0157:H7 and CT-SMAC

2

0157 and H7 latex tests on typical colonies (a purification step is required for the H7 test)
OR

Tests described in the 1ISO 16654 method
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Short Protocol with 25g sample size and
Specific protocol @ with 375 g sample size
Raw beef and veal meat products

Short protocol Specific protocol @
25 g sample 375 g sample
1/10 dilution 1/4 dilution
(+ 225 ml preheated BPW) (+ 1125 ml preheated BPW )
Homogenisation using a paddle blender Homogenisation using a paddle blender
— Incubation at 41.5°C Incubation at41.5°C = ]

for8hand 24 h for 10 h and 24 h
Storage Storage
enrichment broth enrichment broth

for 72 h at@°C+- 3°C > GENE-UP E. coll O157:H7 extraction +—————{ " 72nal5°C+-3°C

/

i \
Storage DNA / Storage

extract for 72 h at DNA e)fract .
5C+3°C |—————> GENE-UP E. coli 0157:H7 PCRtest «——|  for72hat5°C+-3°C

T~
— /

Confirmatory tests:

Direct streaking (10 pl) on CT ChromID Escherichia coli 0157:H7 and CT-SMAC
VIDAS ESPT, streaking (30 pl) on ChromID Escherichia coli 0157:H7 and CT-SMAC
IMS (immunobeads), streaking 50 pl onto ChromID Escherichia coli 0157:H7 and CT-SMAC

2

slicolex 0157 and H7 latex tests on typical colonies (a purification step is required for the H7 test)
OR

Tests described in the 1ISO 16654 method
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Product

(french name) G

MIC RO\/A; L i

Strain

Appendix 3 - Artificial contamination of the samples

Artificial contaminations (spiking protocol)

Origin

Injury protocol

Injury
measurement

Inoculation level/25g

Global
result

Enumeration

Mean

7318 | Veau haché surgelé | Frozen ground veal | E. coli O15TH7 Ad1174 | 19280 9round beef | Seeding 2 weeks at -20°C / 136:33(30) | 3 +
7319 | Sauté de veau surgelé | Frozen veal trim E. coli O157:H7 Ad1174 ;rsgf” ground beef | oo ding 2 weeks at -20°C / 136:33(30) | 3 +
7320 | Paupiettes de veau Frozenvealtrim | E. coli O157:H7 Ad1174 | [ rozengroundbeef | qoo i 5 weeks at -20°C / 13533(30) | 3 +
surgelées meat
7321 | Carré d'agneau surgelé | Frozen lamb meat | E. coli O157:H7 Ad685 S:\?/l:g:;muse Seeding 2 weeks at -20°C / 433-2-2(2.8) | 28 ¥
7322 | Carré d'agneau surgelé | Frozen lamb meat E. coli 0157:H7 Ad552 Srlsi]g:;t;use Seeding 2 weeks at -20°C / 5-1-8-0-8 (4.4) | 44 +
7323 | Souris d'agneau Frozen lamb meat | E. coli O157:H7 Adss2 | Slaughterhouse Seeding 2 weeks at -20°C / 5-1-8-08 (44) | 44 | +
surgelée environment
7324 | Steak haché bio surgelé | Frozen ground beef | E. coli 0157:H7 Ad485 | Ground beef meat Seeding 2 weeks at -20°C / 3-3-6-1-2 (3.0) 3 +
7325 | Steak haché fagon Frozen ground beef | E. coli O157:H7 Ad485 | Ground beefmeat | Seeding 2 weeks at -20°C / 336412(30) | 3 +
bouchére surgelé
7326 :Q:nde de boeuf a pot au Frozen beef trim E. coli 0157:H7 Ad485 | Ground beef meat Seeding 2 weeks at -20°C / 3-3-6-1-2 (3.0) 3 +
7594 f;';ﬁset‘t’:”sses ALALFA | sorouts E. coli O157:H7 Ad556 | Environment Seeding 48h at 4°C / 11200(08) | 08 | -
7595 f;';f: ?:n":;fs ALALFA | sorouts E. coli 0157:H7 Ad557 | Environment Seeding 48h at 4°C / 1-0-0-0-1 (0.4) | 04 -
7596 | Fines pousses ALALFA | Sprouts E. coli 0157:H7 Ad558 | Environment Seeding 48h at 4°C / 1-3-0-1-1(1.2) | 1.2 -
7597 | Alfa blanches Sprouts E. coli 0157:H7 Ad575 | cattle feces Seeding 48h at 4°C J 1-3:0-1-1 (1.2) | 1.2 ¥
7599 | Ciboulette Chive E. coli 0157:H7 Ad576 | cattle feces Seeding 48h at4°C / 0-1-0-2-0(0.6) | 0.6 +
7600 | Ciboulette Chive E. coli 0157:H7 Ad556 | Environment Seeding 48h at4°C / 1-1-2-0-0(0.8) | 0.8 +
7601 | Mesclum vrac Baby leaves E. coli 0157:H7 Ad557 | Environment Seeding 48h at4°C / 1-0-0-0-1(04) | 04 +
7602 | Jounes pousses Baby leaves E. coli O157:H7 Ad558 | Environment Seeding 48h at 4°C / 1-3-0-1-1(12) | 1.2 +
d'épinards vrac
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Sample Product
N° (french name)

Jeunes pousses

MIC RO\/A; L i

Strain

Artificial contaminations (spiking protocol)

Origin

Injury protocol

Injury
measurement

Inoculation level/25g

Enumeration

Mean

7603 s Baby leaves E. coli O157:H7 Ad575 | cattle feces Seeding 48h at 4°C / 1-3-0-1-1(1.2) | 1.2 +
d'épinards vrac
Jeunes pousses
7604 | (épinards, mache, Baby leaves E. coli O157:H7 Ad576 | cattle feces Seeding 48h at 4°C / 0-1-0-2-0(0.6) | 0.6 +
roquette, blette)
7605 | Mesclum vrac Baby leaves E. coli 0157:H7 Ad556 | Environment Seeding 48h at4°C / 1-1-2-0-0(0.8) | 0.8 +
7606 | Pousses d'épinards vrac | Baby leaves E. coli 0157:H7 Ad557 | Environment Seeding 48h at4°C / 1-0-0-0-1(04) | 04 -
Pousses d'épinards . . : o
7607 sachet Baby leaves E. coli O157:H7 Ad575 | cattle feces Seeding 48h at 4°C / 1-3-0-1-1(1.2) | 1.2 +
7608 | Laitue iceberg Salad E. coli 0157:H7 Ad558 | Environment Seeding 48h at 4°C / 1-3-0-1-1(1.2) | 1.2 +
7609 | Carottes rapées Grated carrots E. coli 0157:H7 Ad576 | cattle feces Seeding 48h at 4°C / 0-1-0-2-0(0.6) | 0.6 -
Salade 4 saveurs (friése,
7611 | roquette, mache, Salad E. coli O157:H7 Ad557 | Environment Seeding 48h at 4°C / 1-0-0-0-1(04) | 0.4 +
chicorée rouge)
7612 | Salade frisée Salad E. coli 0157:H7 Ad576 | cattle feces Seeding 48h at 4°C / 0-1-0-2-0(06) | 0.6 +
Mélange chou blanc,
7615 | carotte, frisée, poivron | Vegetables mix E. coli O157:H7 Ad557 | Environment Seeding 48h at 4°C / 1-0-0-0-1(0.4) | 0.4 +
rouge
7616 | Chou rouge rapé Grated cubbage E. coli 0157:H7 Ad575 | cattle feces Seeding 48h at4°C / 1-3-0-1-1(1.2) | 1.2 -
7708 | Manchette boeuf Fresh beef trim E. coli 0157:H7 Ad486 | Ground beef meat Seeding 48h at 4°C / 1-2-3-0-2(1.6) | 1.6 -
7709 | Steak haché Fresh ground beef E. coli 0157:H7 Ad486 | Ground beef meat Seeding 48h at 4°C / 1-2-3-0-2(1.6) | 1.6 +
7710 | Collier d'agneau Freshlambmeat | E. coli O157H7 Ads53 | SauOemouse | seqging 4gh ataec / 2203320) | 2 | +
771 |Poitrine demouton | £k jambmeat | E. coli O157:H7 Adss4 | SUGNtENOSe | gee4ing agh at 4°C / 224-56(32) | 32 | +
congelée environment
7712 | Roti de jambon Fresh porkmeat | E. coll O157H7 Adsss | Sau0emouse | seqging 4gh ata°c / 53.0-17(32) | 32 | +
77113 | Coppa Coppa E. coli O157:H7 Adss3 | Sudterhouse 1 gge g agh at aoc / 2203320) | 2 | +
environment
774 | Merguez Merguez E. coli O157:H7 Adss4 | Slaughterhouse Seeding 48h at 4°C / 2.0156(32) | 32 | +
environment
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Slaughterhouse

7715 | Chipolatas Sausages E. coli 0157:H7 Adb55 : Seeding 48h at 4°C / 5-3-0-1-7(3.2) | 3.2 -
environment

7716 | Chipolatas Sausages E. coli O157:H7 Adss3 | Slaughterhouse Seeding 48h at 4°C / 2:2:033(20) | 2 +
environment

717 | Chipolatas Sausages E. coli O157:H7 Adss4 | Slaughterhouse Seeding 48 at 4°C / 2245632 | 32 | +
environment

718 | Saucisse Sausages E. coli O157:H7 Adsss | Siaudhterhouse Seeding 48 at 4°C / 53-017(32) | 32 | +
environment

719 | Saucisse Sausages E. coli 0157:H7 Adss3 | Slaughterhouse Seeding 48h at 4°C / 2:2:033(20) | 2 +
environment

7720 | Saucisse Sausages E. coli 0157:H7 Adss4 | Slaughterhouse Seeding 48h at 4°C / 22456(32) | 32 | +
environment

7121 | Saucisse Sausages E. coli O157:H7 Adsss | Siaudhterhouse Seeding 48h at 4°C / 53.017(32) | 32 | +
environment

78 | Jambon sec Low moisture ham | E. coli O157:H7 Adseg | S\audnterhouse Seeding 48h at 4°C / 31122(18) | 18 | +
environment

79 | Jambon sec Low moisture ham | E. coli O157:H7 Adseg | Slaughterhouse Seeding 48h at 4°C / 14414 (1.0) | 1 +
environment

80 |Bacon fumé Smoked bacon E. coli 0157:H7 Adseg | Siaudhterhouse Seeding 48h at 4°C / 31122(18) | 18 | +
environment

81 |Bacon fumé Bacon E. coli O157:H7 Adsgg | Siaudhterhouse Seeding 48h at 4°C / 14411 (10) | 1 +
environment

82 |Salami Salami E. coli 0157:H7 Adseg | Siaughterhouse Seeding 48h at 4°C / 314122(18) | 18 | +
environment

83 | Salami Salami E. coli 0157:H7 Adseg | Slaughterhouse Seeding 48h at 4°C / 191441 (1.0) | 1 +
environment

84 |Rosette Low moisture E. coli O157:H7 Adseg | Siaudhterhouse Seeding 48h at 4°C / 311-22(18) | 18 | +
sausage environment

85 | Saucisson sec Low moisture E. coli O157:H7 Adsgg | Siaughterhouse Seeding 48h at 4°C / 191441 (1.0) | 1 +
sausage environment

86 Entrecéte surgelée Frozen beef trim E. coli 0157:H7 Ad489 | Ground beef meat Seeding 2 weeks at -20°C / 1-0-1-2-4(16) | 1.6 +
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87 surgels Frozen beef trim E. coli O157:H7 Ad489 | Ground beef meat Seeding 2 weeks at -20°C / 1-0-1-2-4 (1.6) | 1.6 +
243 :;g‘if:a‘l’l‘)’(“sses de Sprouts E. coli O157:H7 Ad577 | cattle feces Seeding 48h at 4°C / 2333:0022) | 22 | -
244 Fines pousses de radis | Sprouts E. coli O157:H7 Ad577 | cattle feces Seeding 48h at4°C / 2-3-3-3-0(22) | 2.2 +
245  |Fines poussesderadis | gprouts E. coli O157:H7 Ad578 | cattle feces Seeding 48h at 4°C / 21351 (24) | 24 | +
246 E:’;if)l‘i’:“sses de Sprouts E. coli O157:H7 Ad578 | cattle feces Seeding 48h at 4°C / 21-3-5-1(24) | 24 -
247 Allalfa Sprouts E. coli O157:H7 Ad571 | cattle feces Seeding 48h at4°C / 1-1-4-3-1 (2.0) 2 -
248 f;:ise{::”sses de Sprouts E. coli O157:H7 Ad571 | cattle feces Seeding 48h at 4°C / 11431 (20) | 2 +
249 | Fines pousses de Sprouts E. coli O157:H7 Ad571 | cattle feces Seeding 48h at 4°C / 1-1-4-3-1(20) | 2 ¥
betteraves rouges

950 | Jeunes pousses Baby leaves E. coli O157:H7 Ad577 | cattle feces Seeding 48h at 4°C / 23-3-3-0(2.2) | 2.2 +
d'épinards vrac

g5 | Jeunes pousses de Baby leaves E. coli O157:H7 Ad577 | cattle feces Seeding 48h at 4°C / 23-3-3-0(2.2) | 22 -
mesclum vrac

g57 | Jeunes pousses de Baby leaves E. coli 0157:H7 Ad578 | cattle feces Seeding 48h at 4°C / 21-3-5-1(24) | 24 +

roquette vrac

253 I")":l'lf;g‘; de jeunes Baby leaves E. coli O157:H7 Ad571 | cattle feces Seeding 48h at 4°C / 114:3120) | 2 +
254 Chou rouge rapé Garted red cubbage | E. coli O157:H7 Ad577 | cattle feces Seeding 48h at4°C / 2-3-3-3-0(22) | 2.2 +
255 Carottes rapées Grated carrots E. coli 0157:H7 Ad578 | cattle feces Seeding 48h at4°C / 2-1-3-5-1(24) | 24 +

Mélange de crudités . . . . o
256 Vegetables mix E. coli 0157:H7 Ad578 | cattle feces Seeding 48h at4°C / 2-1-3-5-1(24) | 24 +
(carottes, chou blanc)
Crudités mélangées
257 (carottes, chou blanc, Vegetables mix E. coli O157:H7 Ad571 | cattle feces Seeding 48h at 4°C / 1-1-4-3-1 (2.0) 2 +
céleri)
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258 blanc, frisée, courgette, | Vegetables mix E. coli 0157:H7 Ad571 | cattle feces Seeding 48h at 4°C / 1-1-4-3-1 (2.0) 2 +
poivron)
460 Steak haché 15% MG Fresh ground beef E. coli 0157:H7 Ad487 | Ground beef meat Seeding 48h at 4°C / 2-0-2-20(1.2) | 1.2 +
461 Steak Fresh beef trim E. coli 0157:H7 Ad487 | Ground beef meat Seeding 48h at 4°C / 2-0-2-20(1.2) | 1.2 +
462 Steak Fresh beef trim E. coli 0157:H7 Ad563 | Ground beef meat Seeding 48h at4°C / 2-1-0-0-1(0.8) | 0.8 +
463 Steak haché 5% MG Fresh ground beef E. coli 0157:H7 Ad563 | Ground beef meat Seeding 48h at 4°C / 2-1-0-0-1(0.8) | 0.8 +
464 Poitrine de veau Fresh Veal trim E. coli 0157:H7 Ad590 | Ground beef meat Seeding 48h at4°C / 1-2-1-1-0 (1.0) 1 +
465 Escalope de veau Fresh Veal trim E. coli 0157:H7 Ad1071 | Ground beef meat Seeding 48h at 4°C / 2-0-1-1-1 (1.0) 1 -
466 Pavé de veau Fresh Veal trim E. coli 0157:H7 Ad487 | Ground beef meat Seeding 48h at 4°C / 2-0-2-20(1.2) | 1.2 -
467 :?g;’ﬁa‘fstt’:m““k 3 |seasoned beeftrim | E. coli O157:H7 Ad487 | Ground beefmeat | Seeding 48h at 4°C / 202:0(12) | 12 | +
468 I';;‘:"fr:e rumsteckau | goasoned beef trim | E. coli 0157:H7 Ad563 | Ground beef meat | Seeding 48h at 4°C / 2-1-0-0-1(0.8) | 0.8 ¥
469 Carpaccio au pistou Seasoned beef meat | E. coli 0157:H7 Ad590 | Ground beef meat Seeding 48h at 4°C / 1-2-1-1-0 (1.0) 1 +
4709 | Garpaccio huile Seasoned beef meat | E. coli 0157:H7 Ad590 | Ground beef meat | Seeding 48h at 4°C / 1-2-1-1-0(1.0) | 1 -
d'olive/basilic
471 Haché bolognaise gzzfsoned ground E. coli 0157:H7 Ad590 | Ground beef meat Seeding 48h at4°C / 1-2-1-1-0 (1.0) 1 -
472 Haché bolognaise E::fsoned ground E. coli 0157:H7 Ad1071 | Ground beef meat Seeding 48h at4°C / 2-0-1-1-1 (1.0) 1 +
473 | Haché bolognaise Seasoned ground | £ coli O167:H7 AdS63 | Ground beef meat | Seeding 48h at4°C / 2-1-00-1(08) | 08 | +
474 Carpaccio aux olives Seasoned beef meat | E. coli 0157:H7 Ad1071 | Ground beef meat Seeding 48h at4°C / 2-0-1-1-1 (1.0) 1 +
475 :?Z;’I:aTgt::mSte‘:k a Seasoned beef trim | E. coli 0157:H7 Ad1071 | Ground beef meat Seeding 48h at4°C / 2-0-1-1-1 (1.0) 1 +
arg | 2vedeumsteckd | easoned beeftrim | E. coli O157:H7 Ad1071 | Ground beef meat | Seeding 4gh at4°C / 204-1-1(10) | 1 |+
477 Carpaccio aux olives Seasoned beef meat | E. coli 0157:H7 Ad590 | Ground beef meat Seeding 48h at4°C / 1-2-1-1-0 (1.0) 1
746 Chipolatas aux herbes | Sausages E. coli 0157:H7 Ad570 | Environment Seeding 48h at 4°C / 2-1-1-3-3 (2.0) 2 +
747 Saucisse Sausages E. coli 0157:H7 Ad570 | Environment Seeding 48h at 4°C / 2-1-1-3-3 (2.0) 2 +
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748 Chipolatas Sausages E. coli 0157:H7 Ad570 | Environment Seeding 48h at4°C / 2-1-1-3-3(2.0) 2 +
749 Chipolatas Sausages E. coli 0157:H7 Ad570 | Environment Seeding 48h at4°C / 2-1-1-3-3(2.0) 2 +
785 Sauté de veau Veal trim E. coli 0157:H7 Ad559 | Ground beef meat Seeding 48h at 4°C / 2-2-0-1-1(1.2) | 1.2 +
786 Escalope de veau Fresh veal trim E. coli 0157:H7 Ad560 | Ground beef meat Seeding 48h at 4°C / 1-3-1-1-2(1.6) | 1.6 +
787 Pavé de veau Fresh veal trim E. coli 0157:H7 Ad561 | Ground beef meat Seeding 48h at 4°C / 3-1-0-2-4 (2.0) 2 +
788 Cotes de veau Fresh veal trim E. coli 0157:H7 Ad559 | Ground beef meat Seeding 48h at 4°C / 2-2-0-1-1(1.2) | 1.2 +
79 |pavedeumsteckd | seasoned heeftrim | E. coli O157:H7 AdS60 | Ground beef meat | Seeding 48h at 4°C / 1-3112(16) | 16 | +
790 | Haché bolognaise gg:f°“ed ground | £ coli 0157:H7 AdS61 | Ground beefmeat | Seeding 48h at 4°C / 3-1-024(20) | 2 +
791 Carpaccio basilic Seasoned beef meat | E. coli 0157:H7 Ad559 | Ground beef meat Seeding 48h at 4°C / 2-2-0-1-1(1.2) | 1.2 +
792 Carpaccio pistou Seasoned beef meat | E. coli 0157:H7 Ad560 | Ground beef meat Seeding 48h at4°C / 1-3-1-1-2(16) | 1.6 +
793 Carpaccio noisette Seasoned beef meat | E. coli 0157:H7 Ad561 | Ground beef meat Seeding 48h at 4°C / 3-1-0-2-4 (2.0) 2 +
794 Ciboulette Chive E. coli 0157:H7 Ad572 | cattle feces Seeding 48h at 4°C / 2-3-3-1-4(26) | 2.6 +
795 Basilic Basil E. coli 0157:H7 Ad573 | cattle feces Seeding 48h at 4°C / 1-1-1-1-1 (1.0) 1 +
796 Coriandre Coriander E. coli 0157:H7 Ad574 | cattle feces Seeding 48h at 4°C / 1-0-2-5-3(2.2) | 2.2 +
797 Persil Parsley E. coli 0157:H7 Ad572 | cattle feces Seeding 48h at 4°C / 2-3-3-1-4(26) | 2.6 +
798 | Jeunes pousses Baby leaves E. coli 0157:H7 Ad573 | cattle feces Seeding 48h at 4°C / 1-1-1-1-1(1.0) 1 +
799 Jeunes pousses Baby leaves E. coli 0157:H7 Ad574 | cattle feces Seeding 48h at 4°C / 1-0-2-5-3(22) | 2.2 +
800 Cresson Cress E. coli O157:H7 Ad572 | cattle feces Seeding 48h at4°C / 2-3-3-1-4(26) | 2.6 -
O o L E. coll O157:H7 Ad573 | cattle feces Seeding 48 at 4°C / 1441 (10) | 1|+
2943 | Lomo Dried cured meat E. coli 0157:H7 Ad567 | Environment Seeding 48h at4°C / 1-1-2-5-2(22) | 2.2 -
2944 | Jambon sec Cured ham E. coli 0157:H7 Ad567 | Environment Seeding 48h at 4°C / 1-1-2-52(22) | 2.2 +
2945 | Jambon serano Cured ham E. coli 0157:H7 Ad567 | Environment Seeding 48h at 4°C / 1-1-2-52(22) | 2.2 +
2946 | Magret de canard Dried cured meat E. coli 0157:H7 Ad555 | Environment Seeding 48h at 4°C / 2-1-0-1-2(1.2) | 1.2 +
2947 | Dinde séchée Dried cured meat E. coli 0157:H7 Ad555 | Environment Seeding 48h at 4°C / 2-1-0-1-2(1.2) | 1.2 +
204 | Jlande sechee Fermented meat | E. coli O157:H7 Ad686 | Environment Seeding 48h at 4°C / 20-0-1-1(08) | 08 | +
2949 | Noix de jambon Cured ham E. coli 0157:H7 Ad570 | Environment Seeding 48h at4°C / 4-2-2-3-1(24) | 24

2950 | Salami Salami E. coli 0157:H7 Ad567 | Environment Seeding 48h at4°C / 1-1-2-5-2(22) | 2.2 +
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2951 | Chorizo Chorizo E. coli 0157:H7 Ad567 | Environment Seeding 48h at4°C / 1-1-2-5-2(2.2) | 2.2

2952 | Rosette ';:l‘:‘;:;‘:sm’e E. coli 0157:H7 Ad555 | Environment Seeding 48h at 4°C / 21-0-1-2(1.2) | 1.2

2953 | Rosette ';:l‘:';amg‘:s‘t“re E. coli O157:H7 Ad686 | Environment Seeding 48h at 4°C / 2:0-0-1-1(0.8) | 0.8

2954 | Saucisson sec ';:l‘:"s:;‘:st“’e E. coli O157:H7 Ad686 | Environment Seeding 48h at 4°C / 20-0-1-1(0.8) | 0.8

2955 | Pavé au poivre vert ';:l‘;::;‘:st“’e E. coli O157:H7 Ad570 | Environment Seeding 48h at 4°C / 4-2-2-3-1(24) | 24

2956 | Salami Salami E. coli 0157:H7 Ad569 | Environment Seeding 48h at 4°C / 0-5-0-3-2 (2.0) 2

2957 | Saucisson aux noisettes I;:l\:;g:sture E. coli 0157:H7 Ad569 | Environment Seeding 48h at 4°C / 0-5-0-3-2 (2.0) 2

7569 | £au deringage Cleaning water E. coli O157:H7 Ad574 | cattle feces Seeding 48h at 4°C / 33440 | 16
(industrie végéteaux) (vegetables industry)

7570 | Eau deringage Cleaning water E. coli 157:H7 Ad578 | cattle feces Seeding 48h at 4°C / 12542 | 28
(industrie végéteaux) (vegetables industry)

7571 | Eau de process Process water E. coli O157:H7 Ad567 | Environment Seeding 48h at 4°C / 22633 | 32
(industrie porcine) (vegetables industry)

7572 | Déchets (industrie Residues (vegetables | £ . 0157.H7 Ad574 | cattle feces Seeding 48h at 4°C / 33440 | 16
végéteaux) industry)

7573 | Déchets (industrie Residues (vegetables | £ i 157,47 Ad578 | cattle feces Seeding 48h at 4°C / 12542 | 28
végéteaux) industry)

7661 | Cingette ustensiles Wipe (vegetables | & 0157:H7 Ad572 | cattle feces Spiking HT 15min 56°C 04 41404 | 20
(industrie végéteaux) industry)

7662 | Lingette plats pesés | Wipe (vegetables | £ v 0157147 Ad573 | cattle feces Spiking HT 15min 56°C 05 11452 | 26
(industrie végéteaux) industry)

7663 | -ingette cutter (industrie | Wipe (vegetables | £ v 0157147 Ads72 | cattle feces Spiking HT 15min 56°C 04 41404 | 20
végéteaux) industry)
Lingette cutter (industrie | Wipe (vegetables . , - o e

7664 végéteaux) industry) E. coli O157:H7 Ad573 | cattle feces Spiking HT 15min 56°C 0,5 1-1-4-5-2 2.6

ADRIA 70/196 Version 3




Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

MIC RO\/A; L Il

Artificial contaminations (spiking protocol)

Sample
NO

Product
(french name)

Poussiéres industrie

Dust from dairy

Strain

Origin

Injury protocol

Injury
measurement

Inoculation level/25g

Enumeration

Mean

7667 wpir : E. coli O157:H7 Ad572 | cattle feces Spiking HT 15min 56°C 04 4-1-1-0-4 2.0 +
laitiére industry
7668 | Foussieresindustrie | Dustfromdairy | oo 015747 Ads72 | cattle feces Spiking HT 15min 56°C 04 41104 | 20 | o+
laitiére industry
7669 | oussieresindustrie | Dustfromdairy e oo 015747 Ads73 | cattle feces Spiking HT 15min 56°C 05 11452 | 26 | +
laitiére industry
7679 | Poussieresindustrie | Dustfromdairy ¢ oo 0157.47 Ads73 | cattle feces Spiking HT 15min 56°C 05 11452 | 26 | -
laitiére industry
Eau de rincaae Cleaning water
7773 sag (delicatessen E. coli O157:H7 Ad554 | Environment Spiking pH4 72h 04 4-6-7-6-8 6.2 +
(Charcuterie) industry)
Eau de rincage Cleaning water
7774 sag (delicatessen E. coli O157:H7 Ad568 | Environment Spiking pH4 72h 04 7-6-7-6-2 5.6 +
(Charcuterie) industry)
Eau de rincage Cleaning water
7775 sag (delicatessen E. coli 0157:H7 Ad2301 | Environment Spiking pH4 72h 04 5-5-0-3-10 4.6 +
(Charcuterie) industry)
Eau de rincaae Cleaning water
7776 sag (delicatessen E. coli 0157:H7 Ad2301 | Environment Spiking pH4 72h 04 5-5-0-3-10 4.6 +
(Charcuterie) industry)
Residues
7777 | Déchets (Charcuterie) (delicatessen E. coli 0157:H7 Ad686 | Environment Seeding 48h 2-8°C / 1-2-0-1-1 1.0 +
industry)
Residues
7778 | Déchets (Charcuterie) (delicatessen E. coli O157:H7 Ad688 | Environment Seeding 48h 2-8°C / 3-2-3-4-1 2.6 +
industry)
Residues
7779 | Déchets (Charcuterie) (delicatessen E. coli 0157:H7 Ad688 | Environment Seeding 48h 2-8°C / 3-2-3-4-1 2.6 +
industry)
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measurement
Enumeration | Mean
Residues
7780 | Déchets (Charcuterie) (delicatessen E. coli 0157:H7 Ad685 | Environment Seeding 48h 2-8°C / 3-2-4-2-5 3.2
industry)
Residues
7781 | Déchets (Charcuterie) (delicatessen E. coli O157:H7 Ad685 | Environment Seeding 48h 2-8°C / 3-2-4-2-5 3.2
industry)
7782 | Eau deringage Cleaning water (dairy | £ i 0157:H7 Ad566 | Environmental sample | Seeding 48h 2-8°C / 13212 | 18
(industrie laitiére) industry)
7783 | Eau deringage Cleaning water (dairy | £ i 0157:H7 Ad566 | Environmental sample | Seeding 48h 2-8°C / 13212 | 18
(industrie laitiére) industry)
7784 | Eau deringage Cleaning water (dairy | £ i 0157:+7 Ad589 | Environmental sample | Seeding 48h 2-8°C / 21441 | 18
(industrie laitiére) industry)
7785 | Eau deringage Cleaning water (dairy | £ i 0157:H7 Ad589 | Environmental sample | Seeding 48h 2-8°C / 21441 | 18
(industrie laitiére) industry)
7786 | Lingette (charcuterie) m"u"‘sﬁfﬁ"catessen E. coli O157:H7 Ad554 | Environment Spiking pH4 72h 04 46768 | 62
7767 | Lingette (charcuterie) | 1 R® ('SC#IeS €N | € oo 0157:47 Ade8 | Environment Spiking pH4 72h 04 76762 | 56
Lingette aprés Wipe after cleaning
7788 | désinfection (delicatessen E. coli 0157:H7 Ad569 | Environment Spiking pH4 72h 04 2-3-4-2-1 24
(charcuterie) industry)
Lingette aprés Wipe after cleaning
7789 | désinfection (delicatessen E. coli 0157:H7 Ad2301 | Environment Spiking pH4 72h 04 5-5-0-3-10 4.6
(charcuterie) industry)
Lingette aprés Wipe after cleaning
7790 | désinfection (delicatessen E. coli O157:H7 Ad2301 | Environment Spiking pH4 72h 0,4 5-5-0-3-10 4.6
(charcuterie) industry)
7791 | Lingette (indutrie laitére) | Wipe (dairy industry) | E. coli O157:H7 Ad486 | Beef Spiking pH4 72h 04 4-3-3-2-5 34
7792 | Lingette (indutrie laitére) | Wipe (dairy industry) | E. coli O157:H7 Ad564 | Beef Spiking pH4 72h 04 3-4-9-3-4 4.6
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measurement
Enumeration | Mean
Lingette apres Wipe after cleanin
7793 | désinfection (industrie dR ind 9 |E. coli O157:H7 Ad486 | Beef Spiking pH4 72h 04 4-3-3-2-5 34
laitiére) (dairy industry)
Lingette aprés Wipe after cleanin
7794 | désinfection (industrie dp indust 9 |E. coli O157:H7 Ad486 | Beef Spiking pH4 72h 04 4-3-3-2-5 34
laitiére) (dairy industry)
Lingette apres Wipe after cleanin
7795 | désinfection (industrie dR indust 9 |E. coli O157:H7 Ad564 | Beef Spiking pH4 72h 04 3-4-9-3-4 4.6
laitiére) (dairy industry)
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Summary Report

[2015LR59 GENE-UP E. coli 0157:H7 M I C R O VA L UUH

10 July 2025]

Appendix 4 - Sensitivity study: raw data

Page 75: results taking into account all the confirmatory tests
Page 99: detailed results of the confirmatory tests
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L HUU
10 July 2025] NEN
Results Taking into account all the confirmatory tests
GENERAL PROTOCOL - FRESH AND FROZEN RAW MEATS
Reference method: ISO 16654 ¢ Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C BPW 18h at 41.5°C + 72h at 2-8°C
X u i =
Year of | Sample | Product IMS 6h IMS 24h = PCR . PCR-BPW 72h PCR-Lysate 72h Final result Agreement 72h 5| o
: . Product = .. | Final N 72h e =
analysis| N (French name) § Confirmation result Agreement Confirmation 8 =
C Tm |Result| final result 18h C Tm | Result C Tm Result | final result
CT |CHROMagar| CT | CHROMagar P 18h P P BPW |Lysate| BPW | Lysate
SMAC 0157 SMAC 0157
2015 | 7708 | Manchette boeuf Fresh beef trim st - - - 0 0 - - NA 0 0 1] a
2015 | 7709 | Steak haché Fresh ground beef st - st - - | 2611 |6161] + + + PD 2697613 | + 25.56 61.5 + + + + PD PD 1] a
2015 | 7710 | Collier d'agneau Fresh lamb meat +p +p / / + | 2367 |61.62] + + PA 244716138 + 23.97 61.03 + + PA PA 1] a
2015 | 7711 Eg:;':l‘;:'e mouton | Fresh lamb meat | +p + / / +| 2836 |61.21| + + + | PA |2797 (6134 + 2817 | 6118 | + + + |+ | PA | PA |1 ]a
2015 | 7712 | Réti de jambon Fresh pork meat st st st st - | 2372 | 612 + + PD 225416129 + 22.72 61.15 + + PD PD 1] a
2016 460 | Steak haché 15% MG Fresh ground beef +M +1/2 / / + 287 |6152| + + PA 29 6167 + 28.57 61.76 + + PA PA 1] a
2016 461 | Steak Fresh beef trim +p +p / / + 0 0 - - ND 0 0 0 0 - ND ND 11| a
2016 462 | Steak Fresh beef trim +p +p / / + | 2251 |6146] + + PA 2286|615 | + 22.23 61.88 + + + PA PA 1] a
2016 463 | Steak haché 5% MG Fresh ground beef st - st - - | 2542 |6141] + + + PD 247416154 + 24.29 61.74 + + + + PD PD 1] a
2016 464 | Poitrine de veau Fresh Veal trim +p +M / / + | 2808 [6139] + + + PA 2839|6157 + 28.82 61.82 + + + + PA PA 1] a
2016 465 | Escalope de veau Fresh Veal trim st - - - 0 0 - NA 0 0 1] a
2016 466 | Pavé de veau Fresh Veal trim st - st - - 0 0 - - NA 0 0 1] a
2016 785 | Sauté de veau Veal trim +p +M / / + | 2843 |6156] + + + PA 274916139 + 26.78 61.18 + + + + PA PA 1] a
2016 786 | Escalope de veau Fresh veal trim st - st - - 346 [6123| + + PD 40 |59.37| + 32.85 61.56 + - PDrp@) | PDrr@ay | 1 | a
2016 787 | Pavé de veau Fresh veal trim +p +p / / + 0 0 - - ND 0 0 - 0 0 - - - ND ND 1] a
2016 788 | Cotes de veau Fresh veal trim +p +p / / + | 3049 |61.62| + + + PA 30.66 6117 + 29.73 61.37 + + + + PA PA 1] a
2016 | 1698 | Cbte d'agneau Fresh lamb meat st - - - 0 0 - NA 0 0 1] a
2016 1699 | Steak de beeuf Fresh beef trim st 0 0 - NA 0 0 1] a
2016 | 1700 | Bavette d'aloyau Fresh beef trim st st - 0 0 - NA 0 0 1] a
2016 | 1701 | Gigot d'agneau Fresh lamb meat st - 0 0 - NA 0 0 1] a
2016 | 2922 | Steak haché 15% MG Ground beef st st - - 0 0 - NA 0 0 1] a
2016 | 2923 | Steak haché 15% MG Ground beef st - st - 0 0 - NA 0 0 1] a
2016 | 2924 | Steak haché 15% MG Ground beef st st st - 0 0 - NA 0 0 1] a
2015 | 7318 |Veau haché surgelé C;:fe" ground p +p / / + | 2538 |61.33] + + + PA  |2549|61.74| + 24.58 615 | + + P PA PA |1 ]b
2015 | 7319 | Sauté de veau surgelé | Frozen veal trim st st - 2517 | 615 | + + + PD 26 |6149] + 26.52 61.36 + + + + PD PD 11 b
Paupiettes de veau .
2015 | 7320 surgelées Frozen veal trim +p +p / / + | 2378 [6155] + + + PA 24566152 + 2342 61.34 + + + + PA PA 11b
2015 | 7321 | Carré d'agneau surgelé | Frozen lamb meat st st +p +p + | 2176 |61.54| + + PA 2239|6151 + 21.95 61.18 + + PA PA 115D
2015 | 7322 | Carré d'agneau surgelé | Frozen lamb meat +p +p / / + | 2143 |6153| + + + PA 2199|6152 + 21.64 61.17 + + + + PA PA 115D
2015 | 7323 :::g;e‘l agneau Frozen lamb meat | st st - 2464 |6148| + + + PD |24.84|6154| + 24.85 6131 | + + | o+ PD PD (1|0
2015 | 7324 | Steak haché bio surgelé E;‘;e" ground st st . 2417 | 614 | + + + PD (2507 (6137| + 2461 6143 | + + + [ + | PD | PD |1]0D
2015 | 7325 | Steak haché fagon Frozen ground +p +p +p +p + | 2599 |6161| + + + PA 2712|616 | + 25 6125 | + + s |+ | pa | A 1]
bouchére surgelé beef
2015 | 7326 ;ﬂﬁ“de deboeufapotau| b oon heeftrim | +p +p +p +p + | 2062 |6164| + + + PA  |2277|6155| + 206 | 6157 | + + s |+ | pa | A 1]
2016 86 | Entrecéte surgelée Frozen beef trim +p +p / / + | 2173 | 614 + + + PA 2469 | 5413 + 24.08 61.22 + + + + PA PA 11b
2016 | 87 Eﬂféuél':f de Charolals | ¢ son beeftrim |  +p # / / + | 2284 |6139] + + + | PA | 234 |6127| + 233 6130 | + + + | + | PA | PA|1]0b
2016 | 1702 | Viande d'agneau surgelée | Frozen lamb meat st st st - 0 0 - NA 0 0 11D
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Summary Report
[2015LR59 GENE-UP E. coli 0157:H7 MICRO \/A L UUU
10 July 2025] NEN
GENERAL PROTOCOL - FRESH AND FROZEN RAW MEATS
Reference method: ISO 16654 * Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C BPW 18h at 41.5°C + 72h at 2-8°C
- u i by
Year of | Sample | Product IMS 6h IMS 24h - PCR . PCR-BPW 72N PCR-Lysate 72h Final result | pgreement72n | S|
. o Product > ! . Final ! . 72h 3} >
analysis| N (French name) é Confirmation result Agreement Confirmation 5 =
C Tm |[Result| final result 18h C Tm | Result C Tm Result | final result
CT |CHROMagar| CT | CHROMagar P 18h P P BPW |Lysate| BPW | Lysate
SMAC 0157 |SMAC| 0157
2016 | 1703 | Cote d'agneau surgelée | Frozen lamb meat st st st st 0 0 - NA 0 0 11b
2016 1704 | Bavette d'aloyau surgelée | Frozen beef trim st st st - 0 0 - NA 0 0 11D
2016 | 1705 | Steak haché surgelé Frozen ground beef st st st - 0 0 - NA 0 0 11b
2016 1706 | Tournedos surgelé Frozen beef trim st st - 0 0 - NA 0 0 11D
2016 1707 | Haché de beeuf surgelé Frozen ground beef st st - 0 0 - NA 0 0 11D
2016 1708 | Haché de veau surgelé Frozen ground beef st - 0 0 - NA 0 0 11D
2016 | 1709 | Paupieties deveau Frozenvealmeat | st st st : o | o - | na 0 o [1]0b
surgelées
2016 | 1710 | Escalope de veau Frozen veal meat st st st st 0 0 - NA 0 0 11b
2016 | 2939 | Sauté de veau surgelé Frozen veal meat st st st 0 0 - NA 0 0 11b
2016 | ag7 |Favéderumstecka ) Seasoned beef st st st : 3475 |6123] + ; + | PD |3413|6184| + | 0400 |0/61,0810| -+l : PD | NAmay | 1| c
I'échalotte trim
2016 468 Paye de rumsteck au S(_easoned beef +p +p / / N 0 0 i ND 0 0 0 0 i ND ND 1 c
poivre trim
2016 | 469 |Carpaccioaupistou | Soasoned beef +p +p j / + | 2066 |6124| + + + | PA |2182|6149] + 204 | 6141 | + + s+ | opea | oPa 1]
2016 | 470 | Carpaccio huile Seasoned beef st st st . 0 | o | 0 0 |1 ]¢
d'olive/basilic meat
2016 | 471 |Haché bolognaise ‘:::?”ed ground | : 0o | o : NA 0 0 |1
2016 | 472 |Haché bolognaise ﬁg:f“"ed ground | M / / + | 2887 |6113] + + + PA  |2968|61.72| + 29.85 6129 | + + o+ PA PA | 1] c
2016 | 473 |Haché bolognaise gz:f“"ed ground | M / / + | 2751 |6143| + + + PA  |2834|6173| + 27.9 6125 | + + s+ | pa | oA 1]
2016 | 474 |Carpaccio aux olives ;:':?“ed beef 4 +p / / s | 2171 |e161] + + + PA | 239 |6153| + 2347 614 | + + s o+ | opa | oPa 1]
2016 | 475 |Favederumstecka | Seasoned beef st st p M) |+ 0 | o0 - |0 |o 0 0 . ND | ND | 1]
I'échalotte trim
2016 | 476 |Favederumstecka ) Seasoned beef +p M / / 0 | o L N |0 o0 0 0 : ND | ND | 1|
I'échalotte trim
2016 | 477 | Carpaccioaux olives | Soasoned beef +p +p / / 0o | o L N | 0| o0 0 0 : ND | ND | 1| c
2016 | 789 |Favéderumstecka | Seasoned beef st st : 2182 |6158| + ; + | PD |248|6171| + | 2094 | 6144 | + : + | «+ | P | PD |1]c
I'échalotte trim
2016 | 790 |Haché bolognaise gg:f“"ed ground | +p / / + | 3058 |6157| + + + PA  |3073|6149| + 29.86 614 | + + s+ | pa | oA 1]
2016 | 791 | Carpaccio basilic Seasoned beef st st st st 2063 |6122| + + + [ PD |2149(6147[ + 1962 | 6121 | + + + | + | PD | PD |1]c
2016 | 792 | Carpaccio pistou Seasoned beef +p +p / / 0o | o L N | 0| o0 0 0 : ND | ND | 1| c
2016 | 793 |Carpaccio noisettes ﬁ;a:f"ed beef +p +p / / + | 2208 |61.47] + + + PA  |2221(61.33] + 24.57 61 ¥ + P PA PA | 1] ¢
2016 | 1711 | Carpaccio pistou :’fezst"“ed beef st st st : 0o | o : NA 0 0 | 1]¢
2016 1712 | Carpaccio noisettes :]Zzstoned beef st st st - 0 0 - NA 0 0 1 c
2016 | 1713 | Carpacdio Seasoned beef ot ot st ot 0 | o : NA 0 0 [1]¢
2016 1714 | Rumsteak a I'échalotte Seasoned beef trim st st - 0 0 - NA 0 0 1 c
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - FRESH AND FROZEN RAW MEATS
Reference method: ISO 16654 * Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C BPW 18h at 41.5°C + 72h at 2-8°C
B i i =
Year of | Sample | Product Product IMS 6h IMS 24h = PCR Final PCRBPW 72 PCRLysate 72h Flna7lzrﬁsult Agreement 72h q?.; ‘é
analysis| N° | (French name) é Confirmation result Agreement Confirmation S =
C Tm |Result| final result 18h C Tm | Result Tm Result | final result
CT |CHROMagar| CT | CHROMagar P 18h P BPW |Lysate| BPW | Lysate
SMAC 0157 SMAC 0157
2016 | 1715 | Haché bolognaise Eee:f"”e‘j ground st : : i oo | o | - : : NA 0 0 | 1]c¢
2016 | 2936 Scjr;psgc'o au pistou ;rgsf“ seasoned st - st . - o o | - - . NA 0 0o |1]c¢c
2016 | 2937 SC:rrg;Zmo olives/basilic ;rg:ten seasoned st st st i i 0 0 i i i NA 0 0 11 ¢
2016 | 203 | Lo o PRUmAme [ omenseasoned | st st : o | o - | na 0 o [1]c
77/196 Version 3
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Standardized report -Qualitative methods

Summary Report
[2015LRE¥9 G’l):'NE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - CURED AND FERMENTATED MEATS
Reference method: ISO 16654 * Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C BPW 18h at 41.5°C + 72h at 2-8°C
Year of | Sample | Product . IMS 6h IMS 24h - PCR . PCR-BPW 72N PCR-Lysate 72h Final resut |\ roement 720 | S| 2
. o roduct > ! . Final ! . 72h 3} >
analysis| N° | (French name) & Confirmation | . | Agreement Confirmation 3| -
CT [CHROMagar| CT | CHROMagar Cp Tm |Result| final result 18h 18h Cp | Tm |Result Cp Tm Result | final result BPW | Lysate| BPW | Lysate
SMAC 0157 SMAC 0157
2015 | 7714 | Merguez Merguez +p +p / / + | 294 616 | + + + PA 29.18 | 61.3 + 30.05 61.13 + + + + PA PA 2 | a
2015 | 7715 | Chipolatas Sausages st st - - - 0 0 - - - NA 0 0 - 0 0 - - - - NA NA 2 | a
2015 | 7716 | Chipolatas Sausages +p +p / / + | 2411 161.38| + + + PA 2342|6164 + 23.35 61.52 + + + + PA PA 2 | a
2015 | 7717 | Chipolatas Sausages +p +p / / + 302 |6127| + + + PA 208916122 + 30.61 61.67 + + + + PA PA 2 | a
2015 | 7718 | Saucisse Sausages +p +M / / + | 2459 16148| + + + PA 2364 | 614 + 21.41 61.54 + + + + PA PA 2 | a
2015 | 7719 | Saucisse Sausages +M +1/2 / / + | 2851 [61.53| + + + PA 28456127 + 27.69 61.76 + + + + PA PA 2 | a
2015 | 7720 | Saucisse Sausages +p +m / / + | 3051 6144 + + + PA 2998|6128 + 31.18 61.53 + + + + PA PA 2 | a
2015 | 7721 | Saucisse Sausages +p +p / / + | 23.09 [6143| + + + PA 227116142 + 24.82 61.48 + + + + PA PA 2 | a
2016 746 | Chipolatas aux herbes | Sausages +p +p / / + 0 0 - - ND 0 0 - 0 0 - - - - ND ND 2 | a
2016 747 | Saucisse Sausages st st - - 3093 [61.24] + + + PD 29.77 16137 + 29.98 61.18 + + + + PD PD 2 | a
2016 748 | Chipolatas Sausages +p +M / / 23.74 [6165] + + + PA 245216139 + 24.67 61.56 + + + + PA PA 2 | a
2016 749 | Chipolatas Sausages +p +M / / + | 2872 |61.73| + + + PA 30.02 6151 + 29.67 61.74 + + + + PA PA 2 | a
2016 | 2925 |Merguez Merguez st st st - - 0 0 - NA 0 0 2| a
2016 | 2926 | Chipolata Sausages st st - - 0 0 - NA 0 0 2 | a
2016 | 2927 | Merguez Merguez st st st - 0 0 - NA 0 0 2 | a
2016 | 2928 | Saucisse nature Sausages st - - 0 0 - NA 0 0 2 | a
2016 | 2929 | Chair a saucisse Sausages st st - 0 0 - NA 0 0 2 | a
2016 | 2930 | Chipolata Sausages st - st - 0 0 - NA 0 0 2 | a
2016 | 2931 | Merguez Merguez st st st - 0 0 - NA 0 0 2 | a
2016 | 2932 | Jarret de porc saumuré Cured meat st st st st 0 0 - NA 0 0 2 | a
2016 | 2933 | Medaillons de porc Cured meat st st st : 0 | o - | na 0 0 [2]a
saumuré
2015 | 7713 | Coppa Coppa +p +p / / + ] 3211 | 613 | + + + PA 32.75(61.36| + 32.86 61.09 + + + + PA PA 2 | b
2016 78 | Jambon sec Low moisture ham +p +p / / + 0 0 - ND 0 0 - 0 0 - ND ND 2| b
2016 79 | Jambon sec Low moisture ham +p +p / / + 0 0 - - ND 0 0 - 0 0 - - - ND ND 2| b
2016 80 | Bacon fumé Smoked bacon +p +p / / + | 2171|6157 + + + PA 2142 615 + 2414 61.38 + + + + PA PA 2 | b
2016 81 | Bacon fumé Bacon st st st st 27.04 16145 + + + PD 26.6 |61.55| + 29.79 61.34 + + + PD PD 2| b
2016 | 2943 |Lomo Dried cured meat st st st - 0 0 - - NA 0 0 2 | b
2016 | 2944 | Jambon sec Cured ham st st st st 245 16148 + + + PD 24.87| 615 + 23.05 61.49 + + + + PD PD 21 b
2016 | 2945 |Jambon serano Cured ham st st st st 26.72 |6142| + + + PD 2764 161.32| + 25.59 61.48 + + + + PD PD 2| b
2016 | 2946 | Magret de canard Dried cured meat +p +p / / + 0 0 - - ND 0 0 - 0 0 - - - ND ND 2| b
2016 | 2947 | Dinde séchée Dried cured meat st st st st 2594 [61.38] + + + PD 2546|6113 + 23.88 60.92 + + + PD PD 2 | b
2016 | 2949 | Noix de jambon Cured ham st st st st 2649 [61.26] + + PD 25016133 + 26.1 61.58 + + + PD PD 2 | b
2016 | 2958 | Dinde séchée Dried cured meat st st st st 0 0 - NA 0 0 2 | b
2016 | 2959 |Jambon serano Cured ham st st st st 0 0 - NA 0 0 2| b
2016 | 2960 |Jambon sec italien Cured ham st st st st 0 0 - NA 0 0 2| b
2016 | 2961 | Viande séchée Low moisture meat st st st - 0 0 - NA 0 0 21 b
2016 | 3762 | Viande séchée fermente | oo ed Aed st st st . 0 | 0 SR 0 0o |2|0b
2016 | 3763 | Coppa Coppa st st st - 0 0 - NA 0 0 2| b
2016 | 3764 |Viande séchée de boeuf | Dried beef meat st st st - 0 0 - NA 0 0 2| b
2016 | 3765 | Viande séchée fermentée | orened 01ed st st st : o | o - | na 0 0 |20
2016 | 3766 |Jambon sec Cured ham st st - - 0 0 - - NA 0 0 2| b
2016 82 | Salami Salami st st st st - | 2367 |6147| + + + PD 2358 61.3 + 26.49 61.49 + + + + PD PD 2 | ¢
2016 83 | Salami Salami +(1) +(3) +p +p + | 2465 6146 + + PA 2507|6153 + 25.05 61.48 + + PA PA 2 | ¢

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli 0157:H7 MICRO \/A L UUU
10 July 2025] NEN
GENERAL PROTOCOL - CURED AND FERMENTATED MEATS
Reference method: 1ISO 16654 * Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C BPW 18h at 41.5°C + 72h at 2-8°C
L i i >
Year of | Sample | Product IMS 6h IMS 24h - PCR . PCR-BPW 72h PCR-Lysate 72h Final result Agreement 72h S| o
. o Product > ! . Final ! . 72h 3} >
analysis| N (French name) é Confirmation result Agreement Confirmation 5 =
C Tm |Result| final result 18h C Tm | Result C Tm Result | final result
CT |CHROMagar| CT | CHROMagar P 18h P P BPW |Lysate| BPW | Lysate
SMAC 0157 | SMAC 0157
2016 | 84 |Rosette ';:l‘;;g;‘:s‘”re st st +p +p + | 3066 [6111] + + + PA  |2857|6127| + 319 6158 | + + P - PA PA | 2] ¢
2016 | 85 |Saucisson sec 's':l‘:"s:;‘;'smre +p +p / / + | 2508 |6142| + + + PA  |2546| 616 | + 25.46 6168 | + + P - PA PA | 2] ¢
2016 | 2048 }er:‘:ﬁtzzchee Fermented meat ot s st o 2606 |6122| + s s PD  |2765|613 | + 27.81 6102 | + s + |+ | | P |2]c¢
2016 | 2950 | Salami Salami +p +p / / + | 2616 [6153| + PA 248 161.28| + 26.16 61.58 + PA PA 2| ¢
2016 | 2951 | Chorizo Chorizo st st st st 2441 |6124| + PD | 2482(6136] + 24.05 6148 | + PD PD | 2 | ¢
2016 | 2952 |Rosette 's':l‘:"s:;‘;'smre st st st st 2567 |6156| + * * PD |2553|61.32] + 24.74 6158 | + * s | s PD PD | 2| ¢
2016 | 2953 |Rosette Low molsture ot st s o 0 0 ] NA 0 0 |2]c¢
sausage
2016 | 2954 |Saucisson sec Low moisture +p +p / / + 0 0 - ND 0| o 0 0 - ND ND | 2] ¢
sausage
2016 | 2955 |Pavé au poivre vert 's':l‘;"sg';‘:s“"e +p +p / / +| 242 |6166| + + + PA  |2439|6145| + 23.46 6154 | + + P - PA PA | 2] ¢
2016 | 2956 | Salami Salami st st st st 2535 |6172| + ¥ B PD | 25.71|6105| + 24.65 6145 | + ¥ R PD PD | 2 | ¢
2016 2957 | Saucisson au noisettes Low moisture st st st st 0 0 - NA 0 0 2 c
sausage
2016 2962 | Salami Salami st st st st 0 0 - NA 0 0 2 c
2016 2963 | Chorizo Chorizo st st st st 0 0 - NA 0 0 2 c
2016 2964 | Saucisson sec Low moisture st st st st 0 0 - NA 0 0 2 c
Sausage
2016 | 2965 |Rosette Low moisture st st st st 0 0 ; NA 0 0 2 | ¢
Sausage
2016 | 2966 |Pavé au poivre vert Low moisture st st st st 0 0 - NA 0 0 |2]c¢
sausage
2016 | 2967 |Rosette Low moisture st st st st 0 0 ; NA 0 0 2 | ¢
sausage
2016 2968 | Saucisson au noisettes Low moisture st st st st 0 0 - NA 0 0 2 c
Sausage
2016 2969 | Salami Salami st st st st 0 0 - NA 0 0 2 c
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

MICRO\/A;!'.“ Wi

10 July 2025]
SPECIFIC PROTOCOL @ - RAW MILK AND RAW MILK CHEESES
Reference method: ISO 16654 ¢ Alternative method: GENE- UP E. coli O57:H7
2 | . BPW + acriflavin 20h at 41.5°C BPW 20h at 41.5°C + 72h at 2-8°C
= = i =
€ | o |Product IMS 6h IMS 24h - PCR _ PCR-BPW 72h PCR-Lysate 72h Final result | »creement72h | S| g
- [=% Product > ! . Final . . 72h o) >
5 £ | (french name) g Confirmation | " | Agreemen Confirmation 3| F
© N H 1
3 oT CHROMagar | CT CHROMagar Cp ™ Retsul final result £20h t20h Cp ™m Retsul Cp ™ Retsul final result BPW Ly:at BPW | Lysate
SMAC 0157 | SMAC 0157
2016 | 864 tf;Lf;” de Raw ewe milk +p +p / / 2147 | 6171 |+ + + PA 2086 | 6172 | + |2053|6183| + " | o+ PA PA | 3| a
2016 | 865 'l;f:bf;” de Raw ewe milk +p m / / + 0 0 ND 0 0 - 0 0 - - ND ND | 3] a
2016 | 866 :;f:b‘l’;” de Raw ewe milk +p +112 / / + | 2156 | 6165 | + + + PA 208 | 6174 | + |2094|6163| + " | o+ PA PA | 3| a
2016 | 867 tf:lof;” de Raw ewe milk st st st st 2156 | 6158 | + + + PD 2099 | 617 + | 2139|6175 | + " | o+ PD PD |3 |a
2016 | 868 '\;:fh‘;r” de Raw cow milk +p +p / / + | 2193 | 6165 | + + + PA 2068 | 617 + | 2182|6146 | + ¥ T PA PA | 3] a
2016 | 1320 |Laitcrude Raw ewe milk 2 L 42) indol) |- 0o | o NA 0 0 |[3]a
brebis (indol -)
2016 | 1321 tf:lof;” de Raw ewe milk m m / / + | 3063 | 6167 | + + + PA 3093 | 61.71 + 3075|6144 | + " | o+ PA PA | 3| a
2016 | 1322 |Laitcrude Raw cow milk +d(3) : 2929 | 6184 | + + + PD | 2060 | 6142 | + |2074 6125/ + + + | + | PD | PD |3]a
vache (indol -)
2016 | 1334 |Laitcrude Raw cow milk +md (atex-) | - 0 0 NA 0 0 |3|a
vache
2016 | 1335 '\;::hf” de Raw cow milk M +112 / / + 1 0 0 ND 0 0 - 0 0 - - ND ND | 3| a
Lait cru de +1/2d *+ (after
2016 | 1336 Raw cow milk . +d(2) (indol) | - 3276 | 6171 | + + + PD 3304 | 6147 | + |3452|6147 | + regrowth P PD PD | 3| a
vache (indol -) in BHI)
2016 1341 | Lait cru de vache | Raw cow milk st - - 0 0 NA 0 0 3| a
2016 1342 | Lait cru de vache | Raw cow milk - - - 0 0 NA 0 0 3| a
2016 | 1770 | Laitcrude Raw cow milk rmndol |y ftatex) | ™ | +m (latex ) 0o | o NA 0 0 o | o : : NA | NA |3 |a
vache -) (indol -)
2016 | 1771 ";:'cthf” de Raw cow milk m m +m m + | 3197 | 6176 | + + + PA 3549 | 6156 | + |3281|6153| + " | o+ PA PA | 3| a
2016 1781 | Lait cru de vache | Raw cow milk st - 0 0 NA 0 0 3| a
2016 1782 | Lait cru de vache | Raw cow milk st - 0 0 NA 0 0 3| a
2016 1783 | Lait cru de vache | Raw cow milk st st 0 0 NA 0 0 3| a
2016 1784 | Lait cru de vache | Raw cow milk st st 0 0 NA 0 0 3| a
2016 1785 | Lait cru de vache | Raw cow milk st st - 0 0 NA 0 0 3 a
2016 | 1786 |Laitcru de vache | Raw cow milk st - +md(indol -) 0 0 NA 0 0 3] a
2016 | 869 |Neufchatel Eﬁ:’eggw milk +p m / / + | 3444 | 6113 | + + + PA 3486 | 6147 | + [3619|6124| + " | o+ PA PA | 3| b
2016 | 870 | Camembert E::’e‘s‘:‘” milk +Md +md + | 40 | 559 ND 20 | 5571 | - | 40 | 5584 : : ND | ND |3 0D
2016 | 871 |Brie de Meaux Eﬁ:’e::"" milk +p 12 / / + | 3706 | 6171 | + + + PA 40 6148 | + | 40 |6136| + " T PA PA | 30D
2016 | 872 |Roquefort Raw Ewe milk st st st 0o | o NA 0 o |36
cheese
. 3481/ | 61,56/
2016 | 874 |Rocamadour | R2W goatmilk +m : +Md +12 s 0 0 ND | 34473 | 6177/ |+++| 0 | 0 : : PAray | ND | 3 | b
cheese 488 | 6176

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli 0157:H7 MICROVAL HUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MILK AND RAW MILK CHEESES
Reference method: ISO 16654 ¢ Alternative method: GENE- UP E. coli O57:H7
2| . BPW + acriflavin 20h at 41.5°C BPW 20h at 41.5°C + 72h at 2-8°C
2 o i >
€ | o |Product IMS 6h IMS 24h - PCR . PCR-BPW 72h PCR-Lysate 72h Finalresult | poooment72h | S| g
& S Product = ——r Final . 72h | =
S g | (french name) 2 Confirmation Agreemen Confirmation c |
§ A o Resul | final result 25l t 20h Resul Resul | final result Lysat ©
> CT CHROMagar | CT CHROMagar Cp Tm i t 20h Cp Tm t Cp Tm t BPW o BPW | Lysate
SMAC | 0157 | SMAC | o157
2016 | gr5 |Crottinde Raw goat milk +p +m / / + | 3375 | 615 | + + + PA | 3267 | 6155 | + |31.83|6174| + v + | + | PA | PA |30
chévre cheese
2016 | 876 |Selles-sur-cher fﬁ:’eggat milk +p M / / + | 2737 | 6161 | + + + PA 2658 | 6157 | + |25907 |6193| + " | o+ PA PA | 3| b
2016 | 1323 | Picodon Eﬁ:”eg:at milk 4 M / / + | 3185 | 6135 | + + s | PA | 341 | 6145 | + | 3151 |6125| + + + |+ | pa | PA |3]0b
2016 | 1324 | Coulomier Raw cow milk st | +d(atex-) 0o | o NA 0 0 |30
cheese
2016 | 1326 |Chabichou Eﬁ:”eg:at milk st st st 2754 | 6152 | + + + PD 2843 | 6138 | + | 2786|6096 | + " | o+ PD PD |3 |0
2016 | 1327 | Sainte Maure Eﬁ:”eg:at milk 4 M / / + | 3386 | 6178 | + + s+ | PA | 337 | 6164 | + |3381|6145| + + + |+ | pa | PA |3]0b
2016 | 1765 |Camembert | RaW cow milk 0o | o NA 0 o |36
cheese
2016 | 1766 | Coulommier | 2w cow milk st 0 0 NA 0 0 |30
cheese
2016 | 1767 | Camembert Raw cow milk 0 0 NA 0 0 |30
cheese
2016 | 1768 | Neufchatel Raw cow milk st 0 0 NA 0 0 |30
cheese
2016 | 1775 | Chabichou Raw goat milk st st 0 0 NA 0 0 |30
cheese
2016 | 1776 | Roquefort Raw Ewe milk st st st 0 0 NA 0 0 |30
cheese
2016 | 1778 |Brie de Meaux | 2w cow milk st st 0 0 NA 0 0 |30
cheese
2016 | 1779 |Selles-sur-cher | RAW Sow milk st st 0 0 NA 0 0 | 3|b
cheese
2016 | 1780 |Rocamadour | W goatmik 0 0 NA 0 0 |30
cheese
2016 | 2940 |RRoquefort Raw Ewe milk +p +p / / + ] 0 0 ND 0 0 Lo | o : : ND | ND [3]0b
cheese
2016 | 2042 |Rocamadour | Fow 902t milk p(10) | +mi M +m + | 0 0 ND 0 0 Lo | o : : ND | ND [3]0b
2016 | 873 |Reblochon Raw cow milk 0 0 NA 0 0 | 3¢
cheese
2016 | gr7 |Cantalentre | Raw cow milk st st | +1/2d (latex-) 3373 | 613 | + + + | PD | 3276 | 6154 | + |3200|6181| + + + |+ Lo | PD|3]c
deux cheese
2016 878 Tomme de Raw cow milk 0 0 NA 0 0 3 c
montagne cheese
2016 | 879 | Saint Nectaire Eﬁ:”eggw milk +(7) i +Md +M + | 3367 | 6143 | + + + PA | 3358 | 617 | + | 322|615 | + + + | + | PA | PA |3
2016 | 880 |Bethmale Raw cow milk M +m / / s 0 | o ND 0 0 o | o : : ND | ND | 3¢
cheese
2016 | 881 |Comté Raw cow milk st st st st 0 0 NA 0 0 | 3¢
cheese
2016 | 882 |Emmental Et?:e::w milk +p +p / / + | 2451 | 6137 | + + + PA 2459 | 6138 | + |2507 6151 | + " T PA PA | 3] ¢
Raw cow milk 34,51/ | 61,47/
2016 | 884 |Raclette Raw ¢0 +M +m / / e | St O + + PA | 000 | 000 | --- | 0000 | 0/0/0 | --- + : NDenay | NDmvay | 3 | ¢
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli 0157:H7 MICRO \/A L UUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MILK AND RAW MILK CHEESES
Reference method: ISO 16654 ¢ Alternative method: GENE- UP E. coli O57:H7
] . BPW + acriflavin 20h at 41.5°C BPW 20h at 41.5°C + 72h at 2-8°C
S =z Final result g
g o | Product Product IMS 6h IMS 24h = PCR . PCR-BPW 72h PCR-Lysate 72h o Agreement72h | S| g
5 € | (french name) 2 Confirmation | "2 | Agreemen Confirmation -
§ A o Resul | final result 25l t 20h Resul Resul | final result Lysat e
> CT CHROMagar | CT CHROMagar Cp Tm i t 20h Cp Tm t Cp Tm t BPW o BPW | Lysate
SMAC 0157 SMAC 0157
2016 | 1325 | Reblochon 5;:”9::‘” milk m m / / sl 0 0 ND | 0000 | 000 | -] 0 | o ] - ND | ND | 3|
2016 | 1328 |Beaumont Eﬁ:‘;::‘” milk +p +p / / + | 2579 | 6143 | + + + PA 2555 | 6151 + 2472|6141 + " | o+ PA PA | 3| ¢
2016 | 1329 | Comté Eﬁ;‘s’:w milk 4 4 / / + | 2582 | 6131 | + + s | PA | 2675 | 6176 | + | 3224|6147 | + " s+ | pa | oPA 3]
2016 | 1330 |Beaufort Eﬁ:’egg‘” milk st st st 2515 | 61.76 | + * * PD 2586 | 61.39 + | 2458 | 6144 | + + 5 |l s PD PD | 3| ¢
2016 | 1331 | Coeur de savoie | vaW cow milk st st o st 0 0 NA 0 0 |3
cheese
2016 | 1332 | Tome de savoie Eﬁ;‘s’:w milk ; 0/000 | 0/0/0 | /- + NAmay | 000 | 000 | - [ 0 0 o - NAenar | NAenay | 3 | ¢
2016 | 1333 |Raclette Eﬁ:’e‘s‘:‘” milk +p m / / + 3834 | 618 | + + : PA 0000 | 49,23/0/0 | -I-- | 0/0/0 | 0/0/0 | -/ + - NDenay | NDewy | 3 | ¢
2016 | 1337 | Morbier Raw cow milk st o 0 0 NA 0 0 3¢
cheese
2016 | 1338 | Abondance Raw cow milk ot 0 0 NA 0 0 3¢
cheese
2016 | 1339 | Parmigiano Raw cow milk st st st st 0 0 NA 0 0 3¢
Reggiano cheese
2016 | 1340 |Grana Padano | aW cow milk s s o st 0 0 NA 0 0 |3
cheese
2016 | 1769 | Caeur de savoie | 2w cow milk s s o st 0 0 NA 0 0 |3
cheese
2016 | 1777 | Reblochon Raw cow milk - 0 0 NA 0 0o |3 |c¢
cheese
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L HUU
10 July 2025] NEN
GENERAL PROTOCOL - VEGETABLES
Reference method: ISO 16654 ¢ Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C BPW 18h 4at 1.5°C + 72h at 2-8°C
- - ' >
Year of | Sample | Product IMS 6h IMS 24h - PCR . PCREBPW 72N PCR-Lysate 72h Finalresult | poreement72h | &| @
. o Product S . . Final . . 72h o =
analysis| N (French name) § Confirmation result Agreement Confirmation :‘g =
C Tm | Result| final result 18h C Tm | Result C Tm Result | final result
CT | CHROMagar| CT | CHROMagar P 18h P P BPW | Lysate | BPW | Lysate
SMAC 0157 SMAC 0157
2015 | 7504 |Fines pousses ALALFA g . 0 | o | 0 0 |4|a
roquette
2015 | 7595 | Fines pousses ALALFA g0 4 : o | o - | na 0 0 [4]a
radis, fenouil
2015 | 7596 | Fines pousses ALALFA | Sprouts - - 0 0 - NA 0 0 4 | a
2015 | 7597 | Alfa blanches Sprouts +m +(1) +m +m + 0 0 - - - ND 0 0 - 0 0 - - - ND ND 4 | a
2015 7599 | Ciboulette Chive +p +p / / + | 20.03 |[61.15] + + + PA 20.08161.39| + 21.35 61.48 + + + + PA PA 4 | a
2015 7600 | Ciboulette Chive +p +p / / + | 19.83 [6143] + + + PA 20.53 | 61.7 + 21.47 61.51 + + + + PA PA 4 | a
2016 | 243 |Fines poussesde Sprouts . 0 | 0 | 0 0 |4|a
poireaux
2016 244 | Fines pousses de radis | Sprouts - 3472 16162 + + + PD 33.7916147| + 35.93 61.46 + + + + PD PD 4 | a
2016 | 245 |Fines poussesderadis | gy gy +m +m / / + | 3402|6179 + + + | PA |3354(61.45| + 3524 | 6138 | + + + | + | PA | PA |4]a
2016 | 246 |Inespousses de Sprouts : 0 | o - | na 0 0 [4]a
brocolis
2016 247 | Allalfa Sprouts - 0 0 - NA 0 0 4 | a
2016 | 24 |Fines poussesde Sprouts +m . ] 0 | o - |0 |o 0 0 . ND | ND |4 a
roquette
2016 | 249 |Fines pousses de Sprouts 112 +m +| 3619 |6146| + + + PA | 40 |6128| + 40 6141 | + + s |+ | Pa | PA | 4]a
betteraves rouges
2016 794 | Ciboulette Chive - - - - | 2647 | 61.2 + + + PD 2712 61.9 + 28.48 61.14 + + + + PD PD 4 | a
2016 795 | Basilic Basil +p +p / / + 0 0 - - - ND 0/0/0 | 0/0/0 | ifil- 0 0 - - ND ND 4 | a
2016 796 | Coriandre Coriander st st st - - | 2594 |61.34] + + + PD 36.3 6154 + 27.37 61.43 + + + + PD PD 4 | a
2016 797 | Persil Parsley +p +p / / + | 2442 |61.37] + + + PA 2487 | 615 + 26.34 61.24 + + PA PA 4 | a
2016 806 | Pousses de haricots Sprouts st - - - 0 0 - NA 0 0 4 | a
2016 | 1716 |Alfalfa Sprouts - - 0 0 - NA 0 0 4 | a
2016 | 1717 | Persil plat Parsley st st - - 0 0 - NA 0 0 4 | a
2016 | 2934 | Persil Parsley st st st - - 0 0 - - - NA 0 0 4 | a
2015 7601 | Mesclum vrac Baby leaves +1/2 +m +M +m + | 3416 |61.57| + + + PA 3456 61.63| + 35.93 61.29 + + + + PA PA 4 1 b
2015 | 7602 | Jeunes pousses Baby leaves +m +m +M . +| 0 0 . ND 0 |49.51 0 0 . ND | ND |4 |b
d'épinards vrac
2015 | 7603 |Jeunes pousses Baby leaves - 3279 |6041| + + + PD  |30.36|61.25| + 31.97 6143 | + + P - PD PD |40
d'épinards vrac
Jeunes pousses
2015 | 7604 | (épinards, mache, Baby leaves +M +1/2 / / + | 3322 [6168| + + + PA 334 |61.69| + 34.23 61.18 + + + + PA PA 4 | b
roquette, blette)
2015 | 7605 | Mesclum vrac Baby leaves - 3319 | 613 + + i PD 32946163 + 33.56 61.51 + + i + PD PD 4 | b
2015 | 7606 |Pousses d'épinards vrac | Baby leaves st - 0 0 - NA 0 0 4 | b
2015 | 7607 :::If‘:tes d'épinards Baby leaves M +112 / / + | 2765 |6144| + + + PA  |2753|61.32| + 28.67 6131 | + + | o+ PA PA | 4 ]b
2016 | 250 |Yeunes pousses Baby leaves m m / / + | 3408 |6175] + + + PA  |3324|6142| + 34.19 612 | + + £+ PA PA | 4| b
d'épinards vrac
2016 | 251 |Jeunespoussesde g eaves . 0 | o - | NA 0 0 |40
mesclum vrac
2016 | 252 |Jeunespoussesde |\ popy jeaves +m +m / / + | 2954 |6169| + + + | PA |2951[615 | + 31.2 6146 | + + + |+ | PA | PA |40
roquette vrac
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L HUU
10 July 2025] NEN
GENERAL PROTOCOL - VEGETABLES
Reference method: ISO 16654 * Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C BPW 18h 4at 1.5°C + 72h at 2-8°C
B i i =
Year of | Sample | Product IMS 6h IMS 24h - PCR . PCR-BPW 72N PCR-Lysate 72h Final result | pgreement72n | S|
. o Product > ! . Final ! . 72h 3} >
analysis| N (French name) é Confirmation result Agreement Confirmation 5 =
C Tm |Result| final result 18h C Tm | Result C Tm Result | final result
CT |CHROMagar| CT | CHROMagar P 18h P P BPW |Lysate| BPW | Lysate
SMAC 0157 SMAC 0157
2016 798 | Jeunes pousses Baby leaves +p +p / / + | 2488 | 612 + + + PA 2519161.28| + 27.16 60.96 + + + + PA PA 4 | b
2016 799 | Jeunes pousses Baby leaves st st Jr(,\?g)) +1/2d (indol -) 2561 | 61.1 + + + PD 26.67 |61.13| + 28.06 61.19 + + + + PD PD 4 1 b
Mélange de jeunes +1/2 +md
2016 807 Baby leaves . (indol 2915 |61.09| + + + PD 30.89 (61.18| + 3343 61.88 + + + + PD PD 4 |b
pousses (indol -) )
2016 | 1720 | Jeunes pousses Baby leaves st st st 0 0 - NA 0 0 4 | b
2016 | 1721 | Mesclun Baby leaves st st st 0 0 - NA 0 0 4 | b
2016 | 1722 |Melange de jeunes Baby leaves st st 0 | o : NA 0 0 | 4]b
pousses
2016 | 1723 |Yunes pousses Baby leaves st st st 0 0 - NA 0 0 |4]|0b
d'épinards
2016 | 1724 |7ounes pousses de Baby leaves st st 0 | o : NA 0 0 | 4]0b
printemps
2016 | 1725 | Jeunes pousses corsées | Baby leaves st st st 0 0 - NA 0 0 4 | b
2016 | 1726 | Jeunes pousses Baby leaves st st st 0 0 - NA 0 0 4 | b
2016 | 2935 | Jeunes pousses Baby leaves st st st 0 0 - - - NA 0 0 4 | b
2015 | 7608 | Laitue iceberg Salad st st st st 20.74 [61.18] + + + PD 2092|6171 + 21.58 61.38 + + + + PD PD 4 | ¢
2015 | 7609 | Carottes rapées Grated carrots st st st 0 0 - NA 0 0 4 | ¢
Salade 4 saveurs (friése,
2015 | 7611 | roquette,mache,chicorée | Salad +p +p / / + | 2382 [61.39| + + + PA 237516155 + 2511 61.27 + + + + PA PA 4 | ¢
rouge)
2015 | 7612 | Salade frisée Salad st st 2368 |61.72| + + + PD 23.01]6156| + 25.59 61.74 + + + + PD PD 4 | ¢
Mélange chou blanc,
2015 7615 | carotte, frisée , poivron | Vegetables mix st st 2573 |61.56| + + + PD 25.51 | 61.7 + 25.87 61.59 + + + + PD PD 4 | ¢
rouge
2015 | 7616 | Chou rouge rapé Grated cubbage st st st st 0 0 - NA 0 0 4 | ¢
2016 | 253 2":51’;%2 de jeunes Baby leaves +M M / / + | 2541 |6168| + + + PA  |2649|6127| + 2709 | 6142 | + + s |+ | pa | A 4]
2016 | 254 | Chou rouge rapé S:;Le:'gfd st H10) | +112 + + | 2041 |61.75| + + + | PA | 211 [6173] + 2001 | 6163 | + + + |+ | PA | PA |4
2016 255 | Carottes rapées Grated carrots st st 23.66 |61.64| + + + PD 247816192 + 24.56 61.5 + + + + PD PD 4 | ¢
Mélange de crudités .
2016 256 Vegetables mix +M +1/2 / / + | 2234 [61.63| + + + PA 2281|6183 + 22.39 61.42 + + + + PA PA 4 | ¢
(carottes, chou blanc)
Crudités mélangées
2016 257 | (carottes, chou blanc, Vegetables mix +M +M / / + | 2148 [61.51| + + it PA 21.8 |61.79 + 22.98 61.54 + + it + PA PA 4 | ¢
céleri)
Assiette saveur (chou
2016 258 | blanc, frisée, courgette, | Vegetables mix +m +1/2 +m + | 26.08 [61.75| + + + PA 26.06 [61.69| + 26 61.63 + + + + PA PA 4 | ¢
poivron)
2016 | 800 |Cresson Cress s | "_)('”dO' (",\fcd) 0o | o : NA |0 | o 0 0 : NA | NA | 4|
2016 801 | Carottes rapées Grated carrots st - st 0 0 - NA 0 0 4 | ¢
2016 802 | Mélange crudités Vegetables mix st st st 0 0 - NA 0 0 4 | ¢
2016 803 | Salade mélangée Salads mix st st st 0 0 - NA 0 0 4 | ¢
2016 804 | Carottes/salade Vegetables mix st - - 0 0 - NA 0 0 4 | ¢
2016 805 | Chou rouge rapé Garted red cubbage st st st - 0 0 - NA 0 0 4 | ¢
2016 | 1718 | Ceeur de laitue Salad st st 0 0 - NA 0 0 4 | ¢
2016 | 1719 | Salade mélangée Salad st st 0 0 - NA 0 0 4 | ¢
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 MICROVAL UUU
10 July 2025] NEN
GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES
Reference method: ISO 16654 ¢ Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C BPW 18h at 41.5°C + 72h at 2-8°C
R i i =
Year of | Sample | Product IMS 6h IMS 24h - PCR . PCR-BPW 72N PCR-Lysate 72h Final result | pgreement72n | S|
. o Product > ! . Final ! . 72h 3} >
analysis| N (French name) é Confirmation result Agreement Confirmation 5 =
C Tm |Result| final result 18h C Tm | Result C Tm Result | final result
CT |CHROMagar| CT | CHROMagar P 18h P P BPW |Lysate| BPW | Lysate
SMAC 0157 SMAC 0157
\ . . Residues
2016 | 7572 |Dechets (industrie (vegetables st st i 0 | 0 : NA 0 0 |5]a
végéteaux) industry)
Déchets (industrie Residues
2016 | 7573 | .. (vegetables st st +p +m + | 2288 [6045| + + + PA 23.28 | 60.3 + 23.08 60.44 + + + + PA PA 51| a
végeéteaux) industry)
2016 | 7667 |Foussieresindustrie | Dustfromdairy | st +p |+ | 3387 |5076| + : + | PA [3313|5986| + | 3467 | 5965 | + I + | + | PA | PA |5|a
laitiére industry
2016 | 7668 |Foussiéresindustrie | Dust from dairy st st +p +m + | 2649 |5081| + + + PA  |2773|5051| + 2874 | 5978 | + + + |+ | PAa | PA |5]a
laitiére industry
2016 | 7669 | Foussieresindustrie | Dustfromdairy | st +p |+ | 274 |see4| + : + | PA [2013(5041| + | 317 | 5924 | # : + | + | PA | PA |5|a
laitiére industry
2016 | 7670 |Poussiéresindustrie | Dust from dairy st st st st 0 0 - NA 0 0 | 5] a
laitiére industry
Residues
2016 | 7777 | Déchets (Charcuterie) (delicatessen +p +m / / + 0 5998 | + + + PA 33.81(60.34 | + 0/0/39.79 | 0/0/60.55 + PA NDeniy [ 5 | a
industry)
Residues
2016 | 7778 |Déchets (Charcuterie) (delicatessen +p +p / / + | 2853 [60.27| + + + PA 28.75|60.34 | + 27.67 60.13 + + + + PA PA 51 a
industry)
Residues
2016 | 7779 |Déchets (Charcuterie) | (delicatessen +md +md + | 2742 |58.78] + + + PA 262215997 | + 26.13 60.33 + + + + PA PA 51 a
industry)
Residues
2016 | 7780 |Déchets (Charcuterie) (delicatessen - 2459 |6059| + + + PD 2561|6022 + 24.71 60.52 + + + + PD PD 51 a
industry)
Residues
2016 | 7781 | Déchets (Charcuterie) (delicatessen +m +m / / + | 2882 |6017| + + i PA 284816034 | + 28.45 60.3 + + i + PA PA 51| a
industry)
. . . Residues
2016 | 7963 | Dechets (industrie (vegetables : 0 | 0 : NA 0 0 |5]a
végéteaux) industry)
Residues
2016 | 7964 | Déchets (Charcuterie) (delicatessen - 0 0 - NA 0 0 51 a
industry)
Residues
2016 | 7965 | Déchets (Charcuterie) (delicatessen st st st st 0 0 - NA 0 0 51| a
industry)
Residues
2016 | 7966 |Déchets (Charcuterie) (delicatessen st st - 0 0 - NA 0 0 51 a
industry)
2016 | 7967 | Déchets (viande de beeuf) anzztd)“es (Beef st st st : 0 | 0 : NA 0 0 |5]a
2016 | 7968 | Déchets (viande de beeuf) anZZS“eS (Beef st st st st 0 | 0 : NA 0 0 |5]a
2016 | 7969 |Déchets (poussieres | Residues (dusts st st st st 0 | o - N 0 0 |5]|a
industrie laitiéres) from dairy industry)
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R OVA L HUU
10 July 2025] NEN
GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES
Reference method: ISO 16654 ¢ Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C BPW 18h at 41.5°C + 72h at 2-8°C
R i i =
Year of | Sample | Product Product IMS 6h IMS 24h = PCR Final PCRBPW 72 PCRLysate 72h F|na7Izr§suIt Agreement 72h q?.; ‘é
analysis| N° | (French name) é Confirmation relgjlt Agreement Confirmation 5 =
C Tm |Result| final result 18h C Tm | Result C Tm Result | final result
CT |CHROMagar| CT | CHROMagar P 18h P P BPW |Lysate| BPW | Lysate
SMAC 0157 SMAC 0157
2016 | 7970 Déchets (poussiéres Residues (dusts st st st st 0 0 i NA 0 0 5 | 3
industrie laitiéres) from dairy industry)
2016 | 7971 Déchets (poussiéres Residues (dusts st st st st 0 0 i NA 0 0 5| a
industrie laitiéres) from dairy industry)
Eau de ringage Cleaning water
2016 | 7569 | L2 (vegetables st st - 2164 (6056 + + + PD 22511605 | + 219 60.42 + + + + PD PD 51b
(industrie végéteaux) industry)
Eau de rincage Cleaning water
2016 | 7570 | ngage (vegetables +p +1/2 / / + | 2567 [6042| + + + PA 25.78160.12| + 25.71 60.2 + + + + PA PA 51 b
(industrie végéteaux) industry)
Eau de brocess Process water
2016 | 7571 | P . (vegetables st st st - 0 0 - NA 0 0 51 b
(industrie porcine) industry)
Eau de rinage Cleaning water
2016 | 7773 d (delicatessen st st st - 20.63 |60.56| + + + PD 20.54 16023 | + 20.66 60.47 + + + + PD PD 51 b
(Charcuterie) industry)
Eau de rincage Cleaning water
2016 | 7774 sag (delicatessen st st st st 20.63 |60.36| + + + PD 205116028 | + 20.56 60.2 + + + + PD PD 51b
(Charcuterie) industry)
Eau de rinage Cleaning water
2016 | 7775 ¥ag (delicatessen +p +p / / + | 2153 [6042] + + + PA 212916041 + 2144 60.33 + + + + PA PA 51 b
(Charcuterie) industry)
Eau de rincage Cleaning water
2016 | 7776 sag (delicatessen p +p / / +| 2082 |60.31] + + + PA  |2087(60.38| + 2077 6022 | + + P PA PA |5 ]b
(Charcuterie) industry)
2016 | 7782 | AU de ringage Cleaning water + + / / + | 19.82 |60.22| + + + | PA |1935(60.09| + 1975 | 6036 | + + + | + | PA | PA |5
(industrie laitiére) (dairy industry)
2016 | 7783 | Eau derincage Cleaning water +p +p / / + | 202 |6036| + + + PA  |1972|6025| + 2011 604 | + + s |+ | Pa | PA |50
(industrie laitiére) (dairy industry)
2016 | 7784 |E8U derincage Cleaning water st st st st 2008 |6026| + + + PD | 196 [6017| + 1978 | 6028 | + + + | + | P | PO |50
(industrie laitiére) (dairy industry)
2016 | 7785 |Eau derincage Cleaning water st st st st 2001 |6028| + + + PD (1964 (6014| + 1997 | 6024 | + + + | + | P | PO |50
(industrie laitiére) (dairy industry)
Eau de rincage Cleaning water
2016 | 7972 ¢ag (delicatessen st st - 0 0 - NA 0 0 |5]b
(Charcuterie) industry)
Eau de process Process water
2016 | 7973 pro (delicatessen st st st st 0 0 - NA 0 0 51| b
(Charcuterie) industry)
Eau de process Process water
2016 | 7974 pro (delicatessen st st st st 0 0 - NA 0 0 510D
(Charcuterie) industry)
Eau de ringage (industrie Cleaning water
2016 | 7975 | ., (vegetables st st - 0 0 - NA 0 0 510D
végéteaux) industry)
Eau de ringage (industrie Cleaning water
2016 | 7976 | . (vegetables st - 0 0 - NA 0 0 51 b
végéteaux) industry)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 MICROVAL HUU
10 July 2025] NEN
GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES
Reference method: ISO 16654 ¢ Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C BPW 18h at 41.5°C + 72h at 2-8°C
B i i =
Year of | Sample | Product IMS 6h IMS 24h - PCR . PCR-BPW 72h PCR-Lysate 72h Final result Agreement 72h S| o
. o Product > ! . Final ! . 72h 3} >
analysis| N (French name) é Confirmation result Agreement Confirmation 5 =
C Tm |Result| final result 18h C Tm | Result C Tm Result | final result
CT |CHROMagar| CT | CHROMagar P 18h P P BPW |Lysate| BPW | Lysate
SMAC 0157 SMAC 0157
Eau de process (industrie Process water
2016 | 7977 | ., (vegetables st - 0 0 - NA 0 0 510D
végéteaux) .
industry)
2016 | 7978 |Eauderingage (industrie | Cleaning water st st st : 0 | o : NA 0 0 |50
laitiére) (dairy industry)
2016 | 7979 Egg‘de ringage (industrie Clegnlpgwater st st st i 0 0 i NA 0 0 5 | b
laitiére) (dairy industry)
2016 | 7980 Egg‘derlngage(mdustrle CIegmpgwater ot st st i 0 0 i NA 0 0 5 | b
laitiére) (dairy industry)
2016 | 7661 |Lingette ustensiles Wipe (vegetables | +p +p s 0 | o : ND | 0 | 0 0 0 : ND | ND |5 ¢
(industrie végéteaux) industry)
2016 | 7662 |Lingette platspesés | Wipe (vegetables | +m (indol ) 2645 |6061| + + + PD | 261 |60.13| + 2663 | 6002 | + + + |+ | P | PD |5]c
(industrie végéteaux) industry)
Lingette cutter (industrie | Wipe (vegetables ) )
2016 | 7663 végéteaux) industry) +p +m / / + 0 0 ND 0 0 0 0 NDengaty | NDenary | 5 | ¢
2016 | 7664 |-ingette cutter (industrie | Wipe (vegetables | 12 / / +| 3473 |6056| + | -(+at72h) | + PA  |3546|5099| + |0/38.28/38,680/0/59,85 | -/+ + PA | NDme| 5 | ¢
végéteaux) industry)
2016 | 7665 |Lngette ustensiles Wipe (dairy st st st . 0 | o0 Y 0 0 |5|c
(industrie laitiére) industry)
2016 | 7666 | -indetie table (industrie | Wipe (dairy st st st st o | o SN 0 0 |5]c¢
laitiére) industry)
2016 | 7786 |Lingette (charcuterie) m‘:fsi‘:;"“tesse“ 4 +p / / +| 2084 |6031] + + + PA  |2059|6027| + 2066 | 6016 | + + s+ | pa | Pa |5
2016 | 7787 |Lingette (charcuterie) m‘fsif;"“tesse“ 4 +m M 2 +| 2081 |60.17] + + + PA  |2051|50.98| + 207 60.11 | + + s+ | opa | Pa |5
Lingette aprés \(I:\Ilégfﬁanfter
2016 | 7788 | désinfection ning st st st st 2437 160.36| + + + PD 2445|6022 | + 24.7 60.2 + + + + PD PD 51 c
. (delicatessen
(charcuterie) ;
industry)
Lingette aprés !Y;gi;ﬁer
2016 7789 | désinfection ning +m +m / / + | 2111 6034 + + + PA 20.61/60.48| + 20.7 60.22 + + + + PA PA 51| c
- (delicatessen
(charcuterie) h
industry)
Lingette aprés !Y;g‘:‘ﬁlﬁer
2016 | 7790 |désinfection ning +p +p / / + | 19.87 [60.14| + + + PA 198 | 604 | + 19.98 60.16 + + + + PA PA 5] ¢
. (delicatessen
(charcuterie) h
industry)
2016 | 7791 |Lingette (indutrie laitére) | 'ViPe (dairy st st +p +p s 0 | oo : ND | 0 | 0 0 0 : ND | ND |5 )¢
industry)
2016 | 7792 | Lingette (indutrie laitére) mﬁfsm"y st st +p +p + | 2046 [60.09| + ¥ + PA  |20.21|6044| + 2048 6043 | + ¥ P PA PA | 5| ¢
Lingette aprés Wipe after
2016 | 7793 | désinfection (industrie | cleaning (dairy st st st st 28.76 | 59.9 + + + PD 284960.19| + 28.58 60.19 + + + + PD PD 5| ¢c
laitiére) industry)
Lingette aprés Wipe after
2016 | 7794 |désinfection (industrie | cleaning (dairy st st st st 20.32 [60.19| + + + PD 19.69 | 60.16 | + 19.61 60.29 + + + + PD PD 5| ¢
laitiére) industry)
Lingette aprés Wipe after
2016 | 7795 | désinfection (industrie | cleaning (dairy st st +p +p + 0 0 - ND 0 0 0 0 - ND ND 51| c
laitiére) industry)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES
Reference method: ISO 16654 ¢ Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C BPW 18h at 41.5°C + 72h at 2-8°C
R i i =
Year of | Sample | Product IMS 6h IMS 24h - PCR . PCR-BPW 72N PCR-Lysate 72h Final result | pgreement72n | S|
. o Product > ! . Final ! . 72h 3} >
analysis| N (French name) é Confirmation result Agreement Confirmation S =
C Tm |Result| final result 18h C Tm | Result C Tm Result | final result
CT |CHROMagar| CT | CHROMagar P 18h P P BPW |Lysate| BPW | Lysate
SMAC 0157 SMAC 0157
2016 | 7981 Lingette poussoir Wlpe (delicatessen st st st i i 0 0 i i i NA 0 0 5 | ¢
(charcuterie) industry)
Lingette cutter aprés Wipe after cleaning
2016 | 7982 | . =-. . , (delicatessen st st st st - 0 0 - - - NA 0 0 51| c
désinfection (charcuterie) | .
industry)
Lingette mélangeur aprés Wipe after cleaning
2016 | 7983 | ... . (delicatessen st st st st - 0 0 - - - NA 0 0 5| ¢
désinfection (charcuterie) |
industry)
2016 | 7984 Lllng,ette cutter (industrie W|pe (delicatessen i 0 0 i NA 0 0 5 | ¢
végétaux) industry)
2016 | 7985 Lingette Bande (abattoir | Wipe i 0 0 i NA 0 0 5 | ¢
porc) (slaughterhouse)
2016 | 8248 Lingette poussoir Wlpe (delicatessen st st i i i 0 0 i i i NA 0 0 5 | ¢
(charcuterie) industry)
2016 | 8249 Lingette u§tenS|Ies W|pe (delicatessen ot st i i i 0 0 i i i NA 0 0 5 | ¢
(charcuterie) industry)
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Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

MICRO\/A;!;“ i

Reference method: ISO 16654 ¢ Alternative method : GENE- UP E. coli 057:H7
BPW 8h at 41.5°C BPW 8h at 41.5°C + 72h at 2-8°C
%) :
2| 2 PCR . PCRBPWT2h | PCRlysate72n | o | "ot Agreement | &
5 | § |Produd Product IMS 6h LSl s 23| Final 23 S
5 £ | (French name) 2 g8 esult | Adree- g8 s
> Cp Tm § 5 2| 8h ment 8 Cp Tm § Cp Tm § 5 2| BPW | Lysate BPW Lysate
CT | CHROMagar | CT | CHROMagar X o* 55 X o*
SMAC 0157 SMAC 0157
2016 | 547 | Osso bucco de veau Fresh veal trim st - st - - 3331 | 6188 | + + i PD 33.22 6172 | + | 36.21 | 60.85 | + + i + PD PD 6] a
2016 | 548 | Escalope de veau Fresh veal trim +p +p / / + | 2903 | 6123 | + + + PA 28.06 | 6143 | + | 31.81 | 6095 | + + + + PA PA 6] a
2016 | 549 | Cote de veau Fresh veal trim +p +p / / + | 2862 | 61.56 | + + + PA 2727 | 6158 | + | 298 | 6142 | + + i + PA PA 6| a
2016 | 550 | Poitrine d'agneau Fresh lamb meat +p +M / / + | 3161 | 61.56 | + + + PA 3121 | 6155 | + | 329 | 6124 | + + + + PA PA 6| a
2016 | 551 | Gigot d'agneau Fresh lamb meat +p +M / / + | 31.86 | 61.56 | + + + PA 3198 | 6158 | + | 3272 | 61.21 | + + + + PA PA 6| a
o =
2016 | 552 g:gz';eha“he 5% matiére | ¢ och ground beef +p M / / v | 3115 | 6152 | + | + + PA | 3063 | 6135 | + | 3163 | 6118 | + | + + + PA PA |6| a
A 0,
2016 | 553 | Steak haché 15% Fresh ground beef M M / / + | 2001 | 6125 |+ | + + PA | 3156 | 6118 | + | 33.00 | 6145 |+ | + | + + PA PA [6] a
matiére grasse
A 0,
2016 | 554 | Steak haché boucherS% | gy ground beef + + / / + | 3096 (6101 | + | + + PA | 3049 | 6145 | + | 3176 | 6116 |+ | + | + + PA PA (6] a
matiére grasse
2016 | 555 | Viande a bourguignon | Fresh beef trim +p +p / / + | 2847 | 61.66 | + + + PA 27.79 | 6163 | + | 29.66 | 61.05 | + + i + PA PA 6| a
2016 | 556 | Steak a griller Fresh beef trim +p +p / / + | 2715 [ 6099 | + + PA 2751 | 6136 | + | 2907 | 6114 | + + + + PA PA 6| a
2016 | 1162 | Jarret de beeuf Fresh beef trim st - st - 0 0 - - NA 0 0 6] a
2016 | 1163 | Steak charolais Fresh beef trim st - st 0 0 - - NA 0 0 6] a
2016 | 1164 | Bavette Fresh beef trim st - st - 0 0 - - NA 0 0 6] a
2016 | 1165 | Steak haché Fresh ground st st st st 0 0 - - NA 0 0 6] a
2016 | 1166 | Boulettes de boeuf Fresh ground st st st st 0 0 - - NA 0 0 6] a
2016 | 1167 | Onglet de veau Fresh veal trim - - - 0 0 - - NA 0 0 6| a
2016 | 1168 | Escalope de veau Fresh veal trim st - st 0 0 - - NA 0 0 6] a
2016 | 1169 | Cote de veau Fresh veal trim st - st 0 0 - - NA 0 0 6| a
2016 | 1170 | Cote d'agneau Fresh lamb meat st - st 0 0 - - NA 0 0 6] a
2016 | 1171 | Collier d'agneau Fresh lamb meat st - st 0 0 - - NA 0 0 6] a
0/ 0/
2016 | 3682 | Cote échine de porc | Pork meat +p +m / / + | 000 | 000 |--| + - | NDea | 3815/ | 6144/ | | 0/0/0 | 0/0/0 // N - NDenay | NDenay |6 | a
40 60.69
2016 | 3683 | Filet mignon de porc Pork meat - - - - - 0 0 - NA 0 0 6| a
2016 | 3684 | Rati de porc Pork meat +p +M / / + 3227 | 6142 | + + + PA 31.31 6114 | + | 3134 | 6139 | + + + + PA PA 6| a
2015 | 7327 | Sauté de veau surgelé | Frozen veal trim st - st - 27.26 | 61.52 + PD 26.6 60.69 | + | 28.17 | 61.04 | + + + PD PD 6| b
2015 | 7328 | Paupiette de veau Frozen veal trim +p + / / + ] 0 | o |- . ND 0 o | -] o | o |- . ND ND 6] b
surgelée
2015 | 7329 Ejf::l’g: de veau Frozen veal trim +p +p / / + | 2986 | 6143 | + | + + PA | 2991 | 6136 | + | 3016 | 61.07 | + | + + + PA PA |6] b
2015 | 7330 | Carré d'agneau surgelé | Frozen lamb meat +p +p / / + | 2687 | 6146 | + + + PA 26.5 6143 | + | 28.05 | 61.16 | + + + + PA PA 6| b
2015 | 7331 Szfgflé:ag"ea” Frozen lamb meat +p +p / / + | 2844 | 6148 | + | + + PA 2801 | 6161 | + | 2942 | 6128 | +| + + + PA PA |6 b
2015 | 7332 :l‘j’r”;slé:'ag"ea“ Frozen lamb meat +p +p / / v | 2001 [ 6144 | + | + s PA | 2847 | 6162 | + | 2036 | 6145 |+ | + + . PA PA [6] b
2015 | 7333 | Steak haché surgelé Frozen ground beef +p +p / / + | 2852 | 6118 | + + + PA 2766 | 6155 | + | 27.81 | 6133 | + + + + PA PA 6] b
2015 | 7334 | Haché de beeuf surgelé | Frozen ground beef +p +p / / + | 26.78 | 61.52 + PA 2752 | 6188 | + | 2697 | 6154 | + + + PA PA 6] b
2015 | 7335 | Steak haché surgelé Frozen ground beef st - st - - 0 0 - - NA 0 0 6| b
2015 | 7336 | Steak haché surgelé Frozen ground beef +p +m / / + 0 0 - - ND 0 0 - 0 0 - - ND ND 6| b
2015 | 7337 | Steak haché surgelé Frozen ground beef st st st st 0 0 - - NA 0 0 6] b
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

MICRO\/A;!:" i

Reference method: ISO 16654 ¢ Alternative method : GENE- UP E. coli O57:H7
BPW 8h at 41.5°C BPW 8h at 41.5°C + 72h at 2-8°C
B2 :
2| % PCR c PCRBPW72h | PCR-Lysate72h | Final osul Agreement | o
€ | o |Product IMS 6h IMS 24h = SE| . S5 S 8
I S Product > = @ | Final = o =
S £ | (French name) é £ @ | gt | Adree £ 8
> Co | Tm | B € 2| 8h ment 8 Cp Tm | 2| cp | Tm | 2 € 2| BPW | Lysate | BPW | Lysate
CT | CHROMagar | CT | CHROMagar Xl o™ o X o*
SMAC 0157 SMAC 0157
2015 | 7338 | }1ande % beeuf a potau | £ en beef trim @ | +10) 4 4 s | 3179 [ 6157 | + | + + PA | 3085 | 614 | + | 3266 | 6121 |+ | + + + PA PA |6/ b
2015 | 7339 E:;’;;f:ed aloyau Frozen beef trim st st st 2893 | 6138 | + | + ¥ PD 262 | 614 | + | 2779 | 6114 |+ | + + ¥ PD PD (6| b
2015 | 7340 | Rumsteak surgelé Frozen beef trim +p +p / / + 0 0 - - ND 0 0 - 0 0 - - ND ND 6| b
2015 | 7341 xfu"r:f‘g‘r’]‘gze POUT | Erozen beef trim st : 2694 | 6133 | + | + PD | 2550 | 6149 | + | 2881 | 6105 |+ | + | + + PD PD (6] b
2015 | 7342 | Faux filet de boeuf Frozen beef trim +p +p / / + 2579 | 6147 | + + + PA 24 6113 | + | 2718 | 6112 | + + + + PA PA 6| b
2016 | 1154 | Steak haché surgelé Frozen ground beef st st st st 0 0 - - NA 0 0 6| b
2016 | 1155 | Bavette d'aloyau surgelée | Frozen beef trim st st st st 0 0 - - NA 0 0 6| b
2016 | 1156 | Steak haché surgelé Frozen ground beef st st st - 0 0 - - NA 0 0 6| b
2016 | 1157 | Entrecdte surgelée Frozen beef trim meat st - st 0 0 - - NA 0 0 6| b
2016 | 1158 | Haché de veau surgelé Frozen ground veal st - st 0 0 - - NA 0 0 6| b
2016 | 1159 | Egréné de boeuf surgelé | Frozen ground beef st - - - 0 0 - - NA 0 0 6| b
2016 | 1160 | Souris d'agneau surgelée | Frozen lamb meat st st st st 0 0 - - NA 0 0 6| b
2016 | 1161 | Haché de veau surgelé Frozen ground veal st st st 0 0 - - NA 0 0 6| b
2015 | 7343 | Haché Bolognaise rrozen seasoned ground | st st st 0 0 | - : NA 0 0 |6 ¢
2015 | 7344 | Haché Bolognaise Exe“ seasoned ground |, +p / / v | 2752 | 6147 | + | o+ + PA | 2597 | 6147 | + | 2046 | 6074 | + | + + + PA PA |6 ¢
2015 | 7345 | Pavédebeeufaux3 | Frozen seasoned beef +p +p / / + | 2047 | 6146 | + | + + PA | 2783 | 6113 | + | 3145 | 6104 |+ | + + + PA PA |6 ¢
poivres surgelé trim
2015 | 7346 |Favédeboeufaux3 | Frozen seasoned beef +p +p / / + | 3152 | 6096 | + | + + PA | 3023 | 6138 | + | 3239 | 6125 | + | + + + PA PA |6 ¢
poivres surgelé trim
2015 | 7347 Ru_msteak mariné aux 3 Ffesh seasoned beef +p M / / + 0 4736 | - i ND 0 0 i 0 0 i i ND ND 6l ¢
poivres trim
2015 | 7881 | Pavé de runmsteak Fresh seasoned beef st - +p m + | 288 |6127 | + | + + PA 2741 | 6142 | + | 306 | 6095 |+ | + + + PA PA |6 ¢
mariné aux 3 poivres trim
2015 | 7882 Haché dg beeuf a la Fresh seasoned ground st i 0 0 i i NA 0 0 6l ¢
Bolognaise beef
2015 | 7883 | Carpaccio de beeuf ;’::th seasoned beef +p M / / s | o0 0o | - : ND 0 0o | -] o 0 |- : ND ND |6 c
2015 | 7884 | Tartare de boeuf E;ee?h seasoned ground | +M / / + | 320 | 6157 | + | + + PA | 3277 | 607 | + | 3296 | 6100 | +| + + + PA PA |6 ¢
2015 | 7885 | Fave de rumsteak Fresh seasoned beef st i st 2845 | 6137 | + | + + PD | 2771 | 6108 | + | 302 [6099 |+ | + + + PD PD 6] c
mariné a I'échalotte trim
2015 | 7886 | Carpaccio de beeuf ;’::th seasoned beef +p +m / / v | 3165 | 6145 | + | + + PA | 3249 | 6143 | + | 328 | 6079 |+ | + + + PA PA |6 ¢
2016 | 1172 F()Jiztrgjccm de beeuf au Fresh seasoned beef meat st st st 0 0 - - NA 0 0 6] c
2016 | 1173 qupaccm de beeuf aux Fresh seasoned beef meat st st st 0 0 - - NA 0 0 6| ¢
noisettes
2016 | 1174 Carpaccio de boauf au Fresh seasoned beef meat st st st st 0 0 - - NA 0 0 6] c
parmesan
2016 | 1175 bC:;ﬁiiCCIO de beeuf au Fresh seasoned beef meat st st 0 0 - - NA 0 0 6] c
2016 | 1176 | ave derumsteakmaring | oo ooasoned beeftrim | st i st 0 0o | - i NA 0 0 |6 c
a |'échalotte
ADRIA 90/196 Version 3




Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

M ICRO\/A;!;”‘ il

Reference method: ISO 16654 ¢ Alternative method : GENE- UP E. coli O57:H7
BPW 8h at 41.5°C BPW 8h at 41.5°C + 72h at 2-8°C
L .
2| 2 PCR c PCRBPWT2h | PCRlysate72n | o | "ot Agreement | o
€ | @ |Product IMS 6h IMS 24h - s=| _ S = S g
- =3 Product = = 2| Final =3 g 2
5 £ | (French name) 3 € & | ooyt | AOTEE g0 S -
> Co | Tm | B € 2| 8h ment 8 Cp Tm | 2| cp | Tm | 2 € 2| BPW | Lysate | BPW | Lysate
CT | CHROMagar | CT | CHROMagar Xl o™ = X o*
SMAC | 0157 SMAC | 0157
2016 | 1177 | Pave derumsteakmaring | oo oaconed beef trim : 0 0o | - : NA 0 0o 6] c
au poivre
2016 | 1178 | Tartare de boeuf E;eeih seasoned ground : st 0 0 | - : NA 0 0 |6 ¢
2016 | 1179 |'3’a vé de bosuf mariné a Fresh seasoned beef trim st - st 0 0 - - NA 0 0 6| ¢
I'échalotte
2016 | 1915 | Fave derumsteakmaring | oo oo nconed beef tim | st st st 0 0 | - : NA 0 0 |6 ¢
a |'échalotte
2016 | 3244 | COtedeporcala Seasoned pork meat st i st 0 0o | - : NA 0 0 |s| ¢
provencale
2016 | 3245 z‘;ﬁfa"inp:’c ala Seasoned pork meat 4 4 / / v | 2246 [ 6131 | + | + + PA | 2379 | 6153 | + | 2462 | 615 [+ + | + + PA PA |6] ¢
2016 | 324 | Foitrine deporcala Seasoned pork meat +p +p / / + | 2313 | 6158 | + | + + PA 27 | 6133 | + | 2278 [ 6128 |+ | + + + PA PA |6] ¢
provencale
2016 | 3685 | Poitrine de porc Tex Mex | Seasoned pork meat - 0/0/0 | 0/0/0 | -/-- + - NAFN(at) 0/0/0 0/0/0 |-/--| 0/0/0 | 0/0/0 // + - NAFN(aty NAfN@y | 6| €
2016 | 3686 | Drochettesdeporc 1o < oned pork meat st : 0 0 | - : NA 0 0 |6 ¢
provencales
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

MICRO\/A;!;“ i

Reference method: 1ISO 16654 ¢ Alternative method : GENE- UP E. coli 057:H7
BPW 24h at 41.5°C BPW 24h at 41.5°C +72h at 2-8°C
PCR = PCR-BPW 72h PCR-Lysate 72h = Final result Agreement _
Year Qf Sample Product Product IMS 6h IMS 24h = ..E . E 72h 72h % o
analysis | N° (french name) 2 S = inal | Agree- §= g =
o .| ® @ | result | ment - .| ® @ &)
Cp Tm 2| E S| 2 24h Cp | Tm 2 Cp Tm z| E =
Z| § i | € |BPW | Lysate | BPW | Lysate
CT |CHROMagar| CT |CHROMagar o o
SMAC 0157 SMAC 0157
2016 547 | Osso bucco de veau Fresh veal trim st - st - | 324 | 6168 | + + + PD 3217 | 6123 | + | 36.21 | 60.85 | + + + + PD PD 6 | a
2016 548 | Escalope de veau Fresh veal trim +p +p / / + | 2559 | 61.58 | + + + PA 2464 | 6123 | + | 3181 | 6095 | + + + + PA PA 6 | a
2016 549 | Cote de veau Fresh veal trim +p +p / / + | 2468 | 6143 | + + + PA 2366 | 61.44 | + 298 | 6142 | + + + + PA PA 6 | a
2016 550 | Poitrine d'agneau Fresh lamb meat +p +M / / + | 2748 | 6155 | + + + PA 2588 | 61.33 | + 329 | 61.24 | + + + + PA PA 6 | a
2016 551 | Gigot d'agneau Fresh lamb meat +p +M / / + | 29.04 | 6156 | + + + PA 275 | 6165 | + | 3272 | 61.21 | + + + + PA PA 6 | a
2016 | 552 g:gz';eha“he Shmatiere | poch groundbeef | +p M / / +| 2538 | 6154 | + | + + PA | 2502 | 6155 | + | 3163 | 6118 | + | + + + PA PA | 6| a
2016 | 553 gtgzzehache 15% matiére | £ och ground beef | +M M / / #3083 (6143 |+ | + | + | PA |3181|6127| + | 3300 | 6145 | + | + | + + PA | PA | 6] a
2016 | 554 S::taigrza;rges::“che’ 5% | Fresh ground beef | +p +p / / + | 2446 | 616 | + | + + PA | 2376 | 614 | + | 3176 | 6116 | + | + + + PA PA | 6| a
2016 555 | Viande a bourguignon Fresh beef trim +p +p / / + | 2175 | 61.57 | + + + PA 21.67 | 6118 | + | 2966 | 61.05 | + + + + PA PA 6 | a
2016 556 | Steak a griller Fresh beef trim +p +p / / + | 23.64 61 + + + PA 2372 | 6133 | + | 29.07 | 6114 | + + + + PA PA 6| a
2016 1162 | Jarret de boeuf Fresh beef trim st - st - 0 0 - NA 0 0 6 | a
2016 1163 | Steak charolais Fresh beef trim st - st - 0 0 - NA 0 0 6 | a
2016 1164 | Bavette Fresh beef trim st - st - 0 0 - NA 0 0 6 | a
2016 1165 | Steak haché Fresh ground st st st st - 0 0 - NA 0 0 6 | a
2016 1166 | Boulettes de boeuf Fresh ground st st st st - 0 0 - NA 0 0 6 | a
2016 1167 | Onglet de veau Fresh veal trim - - - 0 0 - NA 0 0 6 | a
2016 1168 | Escalope de veau Fresh veal trim st - st - 0 0 - NA 0 0 6| a
2016 1169 | Cote de veau Fresh veal trim st - st - 0 0 - NA 0 0 6 | a
2016 1170 | Cdte d'agneau Fresh lamb meat st - st - 0 0 - NA 0 0 6 | a
2016 1171 | Collier d'agneau Fresh lamb meat st - st - 0 0 - NA 0 0 6| a
2016 3682 | Cote échine de porc Pork meat +p +m / / + | 2872 | 6153 | + + + PA 2787 | 61.34 | + | 2845 | 61.36 | + + + + PA PA 6 | a
2016 3683 | Filet mignon de porc Pork meat - - - 0 0 - NA 0 0 6| a
2016 | 3684 |Rotide porc Pork meat +p +M / / + | 2745 | 61.34 | + + + PA 2579 | 6111 | + | 26.38 | 61.07 | + + + + PA PA 6 | a
2015 7327 | Sauté de veau surgelé Frozen veal trim st - st - | 2254 | 6158 | + + + PD 2269 | 61.77 | + | 2248 | 6146 | + + + + PD PD 6 | b
2015 7328 | Paupiette de veau surgelée | Frozen veal trim +p +p / / + 0 47.8 - ND 0 0 0 0 - - ND ND 6 | b
2015 7329 | Escalope de veau surgelée | Frozen veal trim +p +p / / + | 242 | 6139 | + + + PA 2369 | 618 | + 234 | 6151 | + + + + PA PA 6| b
2015 7330 | Carré d'agneau surgelé Frozen lamb meat +p +p / / + | 218 | 6147 | + + + PA 2252 | 6179 | + | 2161 | 6154 | + + + + PA PA 6 | b
2015 7331 | Souris d'agneau surgelée Frozen lamb meat +p +p / / + | 279 | 6144 | + + + PA 2784 | 6176 | + | 2799 | 6148 | + + + + PA PA 6 | b
2015 7332 | Souris d'agneau surgelée Frozen lamb meat +p +p / / + | 2189 | 6151 | + + + PA 227 | 6178 | + | 2199 | 6156 | + + + + PA PA 6 | b
2015 7333 | Steak haché surgelé Frozen ground beef +p +p / / + | 2565 | 6141 | + + + PA 2594 | 6161 | + | 2558 | 6155 | + + + + PA PA 6 | b
2015 7334 | Haché de beeuf surgelé Frozen ground beef +p +p / / + | 2488 | 61.57 | + + + PA 2593 | 6191 | + | 2479 | 6183 | + + + + PA PA 6 | b

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

MICRO\/A;!:" i

Reference method: 1ISO 16654 * Alternative method : GENE- UP E. coli 057:H7
BPW 24h at 41.5°C BPW 24h at 41.5°C +72h at 2-8°C
PCR = PCR-BPW 72h PCR-Lysate 72h = Final result Agreement
c c =
Year of | Sample Product Product IMS 6h IMS 24h - = . = 72h 72h Sl g
analysis| N° (french name) z S= Final | Agree- S= g =
@ | ® @ | result | ment - | B ® &
o | Tm || EZ 2| 2 | o | Tm | 3| oo | m | B ES
x| § o x| § BPW | Lysate | BPW | Lysate
CT |CHROMagar| CT |CHROMagar o (&}
SMAC 0157 SMAC 0157
2015 7336 | Steak haché surgelé Frozen ground beef +p +m / / + 0 4772 | - - - ND 0 0 - 0 0 - - ND ND 6 | b
2015 7337 | Steak haché surgelé Frozen ground beef st st st st - 0 0 - NA 0 0 6 | b
2015 7338 | Viande de beeuf a pot au feu | Frozen beef trim +(7) +(10) +p +p + | 2282 | 6144 + + PA 23.39 | 61.7 2449 | 61.28 + + + PA PA 6 | b
2015 7339 | Bavette d'aloyau surgelée Frozen beef trim st st st - | 2105 | 614 | + + + PD 2113 | 61.3 + | 2248 | 6141 | + + + + PD PD 6 b
2015 7340 | Rumsteak surgelé Frozen beef trim +p +p / / + 0 47.9 - ND 0 0 - 0 0 - - ND ND 6 | b
2015 | 7341 |Viande bovine pour Frozen beef trim st . : | 2176 [ 6133 | + | + | + | PD | 2167|6151 | + | 234 | 6120 |+ | + | + + PD PD | 6| b
bourguignon
2015 | 7342 |Faux filet de beeuf Frozen beef trim +p +p / / + | 2245 | 6164 | + + + PA 2143 | 6138 | + | 2256 | 61.35 | + + + + PA PA 6| b
2016 1154 | Steak haché surgelé Frozen ground beef st st st st - 0 0 - NA 0 0 6 | b
2016 1155 | Bavette d'aloyau surgelée Frozen beef trim st st st st - 0 0 - NA 0 0 6| b
2016 1156 | Steak haché surgelé Frozen ground beef st st st - 0 0 - NA 0 0 6| b
2016 | 1157 | Entrecote surgelée rrozen beef trim st : st | oo 0 : NA 0 0 | 6D
2016 1158 | Haché de veau surgelé Frozen ground veal st - st - 0 0 - NA 0 0 6 | b
2016 1159 | Egrené de beeuf surgelé Frozen ground beef st - - - 0 0 - NA 0 0 6 | b
2016 1160 | Souris d'agneau surgelée Frozen lamb meat st st st st - 0 0 - NA 0 0 6 | b
2016 1161 | Haché de veau surgelé Frozen ground veal st st st - 0 0 - NA 0 0 6 | b
2015 | 7343 |Haché Bolognaise Frozen seasoned st st st st oo 0 : NA 0 0 |6 c
ground beef
2015 | 7344 |Haché Bolognaise ;:gfm f)‘:?"ed +p +p / / +| 2585 | 6133 | + | + + PA | 2607 |6125| + | 2836 | 60.88 | + | + ¥ ¥ PA PA [ 6] c
2015 | 7345 |Pavédebeeufaux3poivres | Frozen seasoned +p +p / / + | 2487 | 6136 | + | + ¥ PA | 2542 | 6149 | + | 2683 | 6122 | + | + + + PA PA | 6| ¢
surgelé beef trim
2015 | 7346 |Pave debceufaux3 poivres | Frozen seasoned +p +p / / + | 2537 | 6128 | + | + + PA | 2652|6158 | + | 2762 | 6137 | + | + + + PA PA |6 ¢
surgelé beef trim
2015 7347 Rumsteak mariné aux 3 Fresh §easoned +p M / / N 0 0 i ND 0 0 i 0 0 i i ND ND 6 c
poivres beef trim
2015 | 7881 |Davederumsteakmarine | Fresh seasoned st - p m +| 2532 | 6126 | + | + ¥ PA | 2496 | 6174 | + | 2649 | 6132 | + | + + + PA PA | 6| ¢
aux 3 poivres beef trim
2015 7882 Haché dg beeuf a la Fresh seasoned st i i i 0 0 i NA 0 0 6 c
Bolognaise ground beef
2015 | 7883 | Carpaccio de beeuf Fresh seasoned +p M / / s 0 0 : ND | 0 | o | -] o 0 : : ND ND | 6| ¢
beef meat
2015 | 7884 |Tartare de boeuf Fresh seasoned +p M / / + | 3169 | 6115 | + | + + PA | 3098|6161 | + | 3114 | 6149 | + | + ¥ ¥ PA PA [ 6] ¢
ground beef
2015 | 7885 |Favederumsteakmarinea | Fresh seasoned st : st - | 2566 | 6132 | + | + + | PD |2658|6131 | + | 2702 | 6130 | + | + | + + PD PD |6 c
I'échalotte beef trim
2015 | 7886 | Carpaccio de beeuf Fresh seasoned # +m / / #3187 [ 6120 [+ | + | + | PA |3200|6154| + | 3244 | 6107 | + | + | + + PA | PA |6 c
2016 1172 | Carpaccio de beeuf au pistou ;r::th seasoned beef st st st - 0 0 - NA 0 0 6 c
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Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

MICRO\/A;!;“ il

Reference method: 1ISO 16654 * Alternative method : GENE- UP E. coli O57:H7
BPW 24h at 41.5°C BPW 24h at 41.5°C +72h at 2-8°C
PCR = PCR-BPW 72h PCR-Lysate 72h = Final result Agreement
c c P
Year of | Sample Product Product IMS 6h IMS 24h - = , = 72h 72h S 8
analysis | N° (french name) 2 S = | Final | Agree- S = HE
04 | ® @ | result | ment — | B ® &)
o | Tm || EZ 2| 2 | o | Tm | 3| oo | m | B ES
x| § o x| § BPW | Lysate | BPW | Lysate
CT |CHROMagar| CT |CHROMagar o (&}
SMAC 0157 SMAC 0157
2016 173 qupaccio de boeuf aux Fresh seasoned beef st st st i 0 0 i NA 0 0 6 | ¢
noisettes meat
2016 1174 Carpaccio de beeuf au Fresh seasoned beef st st st st i 0 0 i NA 0 0 6 | ¢
parmesan meat
2016 | 1175 | Carpaccio de beeuf au basilic ;r::th seasoned beef | st : oo 0 : NA 0 0 |6 c
2016 176 I?'avé de rumsteak mariné a Fresh seasoned beef st i st i 0 0 i NA 0 0 6 | ¢
I'échalotte trim
2016 177 Paye de rumsteak mariné au Fresh seasoned beef i i i 0 0 i NA 0 0 6 c
poivre trim
2016 | 1178 |Tartare de boeuf Fresh seasoned : st oo 0 - | NA 0 0o [6]c
ground beef
2016 1179 F"’ave de beeuf mariné a Fresh seasoned beef st i st i 0 0 i NA 0 0 6 | ¢
I'échalotte trim
2016 1915 I:-”ave de rumsteak mariné a Fresh seasoned beef st ot ot i 0 0 i NA 0 0 6 c
I'échalotte trim
2016 | 3244 |Céte de porc 2 la provengale z‘;ff“ed pork st i st | oo 0 : NA 0 0 |6/ ¢
2016 | 3245 |Cote de porc a la mexicaine ;";:f"ed pork +p +p / / + | 2245 | 6114 | + | + + PA | 2283 | 6132 | + | 2286 | 6144 | + | + + + PA PA | 6| ¢
2016 | 3246 |Foitrine deporcala Seasoned pork +p +p / / + | 2244 | 6136 | + | + + PA | 225 |6153 | + | 268 | 5076 | + | + + + PA PA |6 ¢
provencale meat
Seasoned pork Ul v
2016 3685 | Poitrine de porc Tex Mex - - - 40 6145 | + + + PD 36.93/ | 61.61/ |-[+/+| 37.16 | 6148 | + - + NArN(al) PD 6 c
meat
37.43 | 61.35
2016 3686 Brochettes de porc Seasoned pork st i i i 0 0 i NA 0 0 6 c
provencales meat
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

M|CR0\/AN!; Wi

10 July 2025]
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
Reference method: ISO 16654 ¢ Alternative method : GENE- UP E. coli O57:H7
» BPW 10h at 41.5°C BPW 10h at 41.5°C + 72h at 2-8°C
% PCR c PCR-BPW 72h PCR-Lysate 72h - Final result Agreement >
c - - o (<)
g Sap:ople (FrePnr:r?lrJ]Ztme) Product IMS 6h IMS 24h Res 5 % g Final Agree- 5 5 _% g 72h 72h {’:f) E‘
5 ult co m E g = result ment co m | 2 Co m | 2 ‘g = O
” CT |CHROMagar| CT |CHROMagar o 3 10n 10n e 2 S &| BPW Lysate) BPW | Lysate
SMAC 0157 SMAC 0157
2016 | 3187 | Beeuf haché Ground beef st - - - - 35.36 61.54 + t+ + PD 3591 | 62.04 | + | 3619 | 62 + + + + PD PD 7] a
2016 | 3188 | Piéce a brochette Beef trim +p +1/2 / / + 0 0 - - ND 0 0 - 0 0 - - - ND ND 7| a
2016 | 3189 |Basse cote Beef trim +p +1/2 / / + 31.46 61.63 + + + PA 3107 | 61.78 | + | 3044 [61.76] + + + + PA PA 7] a
2016 | 3190 | Bourguignon Beef trim +p +M / / + 0 61.39 + + + PA 3479 |1 6179 | + | 358 [6193] + + + PA PA 7] a
2016 | 3191 | Paleron Beef trim +p +M / / + 0 0 - ND 0 0 0 0 - - ND ND 7| a
2016 | 3192 | Steak Beef trim st - st - - 0 0 - NA 0 0 0 0 - - NA NA 7] a
2016 | 3193 | Steak haché Ground beef +p +M / / + 0 0 - - ND 0 0 - 0 0 - - - ND ND 7| a
2016 | 3248 |Basse cote Beef trim +M +M / / + 31.32 61.41 + t+ + PA 30.86 | 6146 | + | 31.09 |6162| + + + + PA PA 7| a
2016 | 3249 | Sauté de veau Veal trim st - st - 34.05 61.59 + + PD 3293 | 6136 | + | 33.68 | 614 | + + PD PD 7] a
2016 | 3250 |Escalope de veau Veal trim st - - - 0 0 - NA 0 0 7| a
2016 | 3251 | Collier d'agneau Lamb trim +1/2 +m / / i 0 0 - ND 0 0 0 0 - - ND ND 7| a
2016 | 3252 | Cote d'agneau Lamb trim st - - 0 0 - - - NA 0 0 7| a
2016 | 3253 | Gigot d'agneau Lamb trim st 33.16 61.36 + + + PD 3307 | 615 | + | 33.08 [61.75] + + + + PD PD 7] a
2016 | 3254 | Bourguignon Beef trim - 0 0 - - NA 0 0 7| a
2016 | 3255 | Paleron Beef trim - 0 0 - NA 0 0 7| a
2016 | 3256 | Jarret de boeuf Beef trim - st 0 0 - NA 0 0 7| a
2016 | 3257 | Rdtide veau Veal trim st st 0 0 - NA 0 0 7] a
2016 | 3259 | Filet de porc Pork meat st - 0 0 - NA 0 0 7| a
2016 | 3260 | Sauté de porc Pork meat st 0 0 - NA 0 0 7| a
2016 | 3262 | Rouelle de porc Pork meat st 27.82 56.49 - NA 0 0 7| a
0/ 0/
2016 | 3466 |Rouelle de porc Pork meat +pd +m +pd + 35.06/ 61.82/ |[-/+-| + NDrn(alt 0 60.79 | + 40 6037 | + + + i PA PA 7| a
0 0
2016 | 3467 | Sauté de porc Pork meat +p +M / / + 33.15 61.71 + + + PA 3308 | 6141 | + | 335 [61.01] + + + + PA PA 7] a
2016 | 3680 | Filet mignon de porc Pork meat st - st - 0 0 - - NA 0 0 7| a
2016 | 3681 | Filet de porc Pork meat st - st - - 35.75 61.67 + + + PD 3423 | 6136 | + | 33.88 |61.36| + + + + PD PD 7] a
2016 | 3201 | Faux filet surgelé Frozen beef trim +p +p / / + 0 0 - - ND 0 0 - 0 0 - - - ND ND 71b
2016 | 3202 | Viande d'aloyau surgelée Frozen beef trim st st - - - 32.56 61.18 + + + PD 31.94 | 6152 | + | 3243 | 612 | + + + + PD PD 71 b
2016 | 3203 | Haché pur beeuf surgelé Frozen ground beef +p +M / / + 32.57 61.32 i + i PA 3159 | 6143 | + | 3089 |61.41] + + + PA PA 71b
2016 | 3204 | Boulettes de beeuf surgelées Frozen ground beef st st +1/2 - + 33.5 56.3 - - ND 0 0 71b
2016 | 3205 | Steak haché surgelé Frozen ground beef st st st 31.74 61.39 + + + PD 31.83 | 6145 | + | 3046 |61.34| + + + + PD PD 71 b
2016 | 3206 | Steak haché surgelé Frozen ground beef st st st - - 32.48 61.28 + + + PD 3279 | 61.27 | + | 322 |61.14| + + + + PD PD 71 b
2016 | 3207 | Haché de veau surgelé Frozen ground veal +p +p / / + 0 0 - - ND 0 0 - 0 0 - - ND ND 710D
2016 | 3208 |Escalope hachée de veau surgelée | Frozen veal trim st st - - 33.78 60.83 i + i PD 3228 | 61.01 | + | 31.88 |61.04| + + PD PD 71 b
2016 | 3209 | Sauté de veau surgelé Frozen veal trim st st st - - 0 0 - NA 0 0 71 b
2016 | 3210 | Cote d'agneau a griller surgelé Frozen lamb trim +p +p / / + 34.47 61.24 + + + PA 3439 | 6152 | + | 3405 |6143] + + PA PA 71b
2016 | 3211 | Cote d'agneau surgelé Frozen lamb trim +p +M / / + 29.41 61.23 + + + PA 2949 | 6164 | + | 29.78 [61.35| + + + + PA PA 71b
2016 | 3263 | Cote de porc surgelée Frozen pork meat st - - - 0 0 - NA 0 0 71D
2016 | 3774 | Sauté d'agneau surgelé Frozen lamb trim st st 0 0 - NA 0 0 71D
2016 | 3775 | Cote d'agneau surgelée Frozen lamb trim st st 0 0 - NA 0 0 71b
2016 | 3776 | Filet mignon de porc surgelé Frozen pork meat st st - 0 0 - NA 0 0 71D
2016 | 3777 | Cote de porc surgelée Frozen veal trim st st st 0 0 - NA 0 0 71b
2016 | 3778 | Escalope de veau hachée surgelée Frozen ground veal st st - 0 0 - NA 0 0 71D
2016 | 3779 | Haché pur beeuf surgelé Frozen ground beef st st st 0 0 - NA 0 0 71b
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LRE¥9 G%NE-UP E. coli O157:H7 M I C R O VA L HUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
Reference method: ISO 16654 ¢ Alternative method : GENE- UP E. coli 057:H7
® BPW 10h at 41.5°C BPW 10h at 41.5°C + 72h at 2-8°C
% PCR - PCR-BPW 72h PCR-Lysate 72h - Final result Agreement >
= mpl Pr t c = c = Sl @
g SaNop e Fron :r?ﬁ; o) Product IMS 6h IMS 24h Res _ 2 § Final Agree- _ _ 2 § 72h 72h § 2‘
5 ult co n = g = result ment co m | 2 ¢ | Tm E g = &
” CT |CHROMagar| CT |CHROMagar i § = fon fon & i § £| BPW | Lysate| BPW Lysate
SMAC 0157 SMAC 0157
2016 | 3780 | Steak haché surgelé Frozen ground beef st st st - 0 0 - NA 0 0 71b
2016 | 3781 | Steak haché surgelé Frozen ground beef st st - 0 0 - NA 0 0 71b
0/ 0/ -
2016 | 3194 | Brochette provengale Seasoned beef trim st st - 34.86 61.85 + + + PD 40/ | 60,91/ | /+/ | 34.37 [61.91] + + + NAFN(alt PD 71| ¢
3451 | 61.76 | +
2016 | 3195 | Brochette Tex Mex Seasoned beef trim +(1) +(2) +p +M + 33.72 61.47 + + + PA 347 | 6139 | + | 3451 [62.01| + + + + PA PA 71| c
2016 | 3196 | Pavé 3 poivres Seasoned beef trim st st - - 33.45 61.09 + + + PD 3231 | 61.36 | + | 3271 |6164| + + + + PD PD 7| ¢
2016 | 3197 | Rumsteak 3 poivres Seasoned beef trim st st st - - 35.09 61.38 + + + PD 3372 | 6144 | + 341 1618 | + + + + PD PD 71 c
2016 | 3198 | Steak haché a I'oignon Seasoned ground beef +p +p / / + 31.32 61.22 + + + PA 2996 | 613 | + | 2979 |61.71| + + + + PA PA 71 c
2016 | 3199 | Haché Tex Mex Seasoned ground beef +p +p / / + 34.04 61.46 + + + PA 3365 | 61.69 | + | 3319 |61.98] + + + + PA PA 71 c
2016 | 3200 | Haché bolognaise Seasoned ground beef +p +p / / + 34.75 61.57 + + + PA 3426 | 6153 | + | 3563 |61.72] + + + + PA PA 71 c
2016 | 3244 | Cote de porc a la provencale Seasoned pork meat st - - - - 0 0 - NA 0 0 7| ¢c
2016 | 3245 | Cote de porc a la mexicaine Seasoned pork meat +p +p / / + 27.51 61.39 + + PA 26.63 | 61.51 2757 [6113] + + PA PA 71| c
2016 | 3246 | Poitrine de porc a la provencale Seasoned pork meat +p +p / / + 321 61.45 + + + PA 3164 | 614 | + | 31.88 |6155| + + + + PA PA 7] c¢c
2016 | 3247 | Beeuf haché a la bolognaise Seasoned ground beef st - +p +m + 34.88 61.59 i i PA 3421 | 6159 | + | 3414 |6167| + + PA PA 7| c
2016 | 3258 | Viande de boeuf marinée Marinated Beef trim st - - 0 0 - NA 0 0 7| c
2016 | 3261 | Poitrine de porc a la mexicaine Seasoned pork meat st st - - 0 0 - NA 0 0 7] c¢c
2016 | 3465 | Cote de porc Tex Mex Seasoned pork meat +Md - +Md +md + 0 0 - ND 0 0 0 0 - - ND ND 71c
2016 | 3767 | Brochette de porc a la provencale Seasoned pork meat st st - - 0 0 - NA 0 0 71c
2016 | 3768 | Brochette de porc Tex Mex Seasoned pork meat st - st - 0 0 - NA 0 0 71c
2016 | 3769 | Grillade de porc a la provencale Seasoned pork meat st st - 0 0 - NA 0 0 71c
2016 | 3770 | Poitrine de porc Tex Mex Seasoned pork meat - - 0 0 - NA 0 0 71c
2016 | 3771 | Grillade de porc a la mexicaine Seasoned pork meat st st - - 0 0 - NA 0 0 7] c¢c
2016 | 3772 | Brochette de bceuf a la provencale Seasoned beef trim st st - 0 0 - NA 0 0 7| c
2016 | 3773 | Viande de beeuf hachée a la bolognaise | Seasoned ground beef st st - 0 0 - NA 0 0 71 c
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Standardized report -Qualitative methods

Summary Report
[2015LRE¥9 G%NE-UP E. coli O157:H7 M I C R O VA L HUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
Reference method: 1ISO 16654 * Alternative method : GENE- UP E. coli 057:H7
BPW 24h at 41.5°C BPW 24h at 41.5°C +72h at 2-8°C
PCR s PCR-BPW 72h PCR-Lysate 72h | S F'”a7|2rﬁSU|t Agr%rr?ent .
Year of | Sample Product IMS 6h IMS 24h = e , = S &
analysis N"p (french name) Product 2 S 5| Final | Agree- s= = F
g < 5 @ result | ment = 5| B @ &)
Cp Tm g | =T 2h 24h Cp Tm & | Cp | Tm | §| =~ |BPW |Lysate| BPW | Lysate
CT [CHROMagar| CT |CHROMagar & 5 = & 5
SMAC 0157 SMAC 0157
0/ 0/ 0/ 0/
2016 | 3187 |Bceuf haché Ground beef st - - 35.39/ | 61.66/ | -/+/+ & NArN@y | 37.51/ | 61.72/ | -[+/+ | 0 |60.92 + + NAm@y | PD 71| a
3548 | 61.59 379 | 616
2016 | 3188 | Piéce a brochette Beef trim +p +1/2 / / + 0 0 - - ND 0 0 - 0 0 - - - ND ND 7| a
2016 | 3189 |Basse cote Beef trim +p +1/2 / / + | 30.55 | 6143 + + + PA 30.88 | 60.93 + 1294416191 + + + PA PA 7| a
0/
2016 | 3190 |Bourguignon Beef trim +p +M / / + 40 61.26 + + + PA 0/40/0 | 61.29/ | -/+/- |34.75|61.97 | + + i NDenary | PA 71| a
0
2016 | 3191 |Paleron Beef trim +p +M / / + 0 0 - ND 0 0 0 0 - - - ND ND 7] a
2016 | 3192 | Steak Beef trim st - st - 0 0 - NA 0 0 0 0 - - - NA NA 7| a
2016 | 3193 | Steak haché Ground heef +p +M / / + 0 0 - - ND 0 0 - 0 0 - - - ND ND 7| a
2016 | 3248 | Basse cote Beef trim +M +M / / + | 3043 | 60.8 + + + PA 30.25 | 61.08 + 2898|6124 + + + + PA PA 7| a
2016 | 3249 | Sauté de veau Veal trim st - st - 37.23 | 59.56 + + + PD 35.02 | 60.88 + [3445|61.05| + + + + PD PD 71| a
2016 | 3250 | Escalope de veau Veal trim st - - - - 0 0 - NA 0 0 7] a
2016 | 3251 | Collier d'agneau Lamb trim +1/2 +m / / + 0 0 - ND 0 0 0 0 - - - ND ND 7] a
2016 | 3252 | Céte d'agneau Lamb trim st - - - 0 0 - - NA 0 0 7] a
2016 | 3253 | Gigot d'agneau Lamb trim - st 33.77 | 612 + + + PD 33.62 | 61.32 + |3411(6126] + + + + PD PD 7] a
2016 | 3254 | Bourguignon Beef trim - - 0 0 - NA 0 0 7| a
2016 | 3255 | Paleron Beef trim - - 0 0 - NA 0 0 7] a
2016 | 3256 | Jarret de bceuf Beef trim - st 0 0 - NA 0 0 7] a
2016 | 3257 | Rétide veau Veal trim st - st 0 0 - NA 0 0 7] a
2016 | 3259 |Filet de porc Pork meat st - - 0 0 - NA 0 0 7] a
2016 | 3260 | Sauté de porc Pork meat st - - 0 0 - NA 0 0 7] a
2016 | 3262 | Rouelle de porc Pork meat st - - 29.13 | 56.31 - NA 0 0 7] a
2016 | 3466 |Rouelle de porc Pork meat +pd +m +pd - + | 3762 | 61.35 + + + PA 40 60.99 + [36.75]61.31] + + PA PA 7] a
2016 | 3467 | Sauté de porc Pork meat +p +M / / + | 3488 | 6149 + + + PA 34.8 | 61.41 + |35.01]6115] + + + + PA PA 7] a
2016 | 3680 | Filet mignon de porc Pork meat st - st - 0 0 - - NA 0 0 7] a
2016 | 3681 | Filet de porc Pork meat st - st - - | 3742 | 6141 + + + PD 40 60.45 + |3557(61.13] + + + + PD PD 7] a
2016 | 3201 | Faux filet surgelé Frozen beef trim +p +p / / + 0 0 - - ND 0 0 - 0 0 - - - ND ND 71D
2016 | 3202 | Viande d'aloyau surgelée Frozen beef trim st st - - 3235 | 61.2 + + + PD 33.2 | 61.01 + 3258|6107 + + + + PD PD 7] b
0/ 0/
2016 | 3203 | Haché pur beeuf surgelé Frozen ground beef +p +M / / + | 3213/ | 61.45/ | -[+/+ it NDengry | 33.99 | 61.2 + |36.61(6041| + + + + PA PA 710D
3245 | 61.37
2016 | 3204 |Boulettes de beeuf surgelées Frozen ground beef st st +1/2 + | 325 56.4 - - ND 0 0 71 b
2016 | 3205 | Steak haché surgelé Frozen ground beef st st st 3498 | 60.9 i + + PD 3262 | 61.2 + |33.37/6098| + + + i PD PD 71 b
2016 | 3206 | Steak haché surgelé Frozen ground beef st st st - - | 3316 | 61.29 + + + PD 33.11 | 61.31 + 3289|6121 + + + + PD PD 7] b
2016 | 3207 | Haché de veau surgelé Frozen ground veal +p +p / / + 0 0 - - ND 0 0 - 0 0 - - ND ND 7] b
2016 | 3208 | Escalope hachée de veau surgelée | Frozen veal trim st st - - 20.52 | 61.41 + + + PD 31.37 | 60.33 + 2759|6117 + + PD PD 7] b
2016 | 3209 | Sauté de veau surgelé Frozen veal trim st st st - 0 0 - NA 0 0 71 b
2016 | 3210 | Cote d'agneau a griller surgelé Frozen lamb trim +p +p / / + | 357 | 60.84 + + + PA 343 | 61.58 + 3556|6121 + + PA PA 7] b
2016 | 3211 | Cote d'agneau surgelé Frozen lamb trim +p +M / / + | 29.57 | 61.18 + + + PA 29.63 | 60.81 + 129.38/61.05| + + + + PA PA 71b
2016 | 3263 | Cote de porc surgelée Frozen pork meat st - - - 0 0 - NA 0 0 71D
2016 | 3774 | Sauté d'agneau surgelé Frozen lamb trim st st - 0 0 - NA 0 0 71D
2016 | 3775 | Cote d'agneau surgelée Frozen lamb trim st st - 0 0 - NA 0 0 71D

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Summary Report

[2015LR€¥9 Gi'NE-UP E. coli O157:H7 M I C R O VA L UUU

10 July 2025] NEN

SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
Reference method: 1ISO 16654* Alternative method : GENE- UP E. coli 057:H7
BPW 24h at 41.5°C BPW 24h at 41.5°C +72h at 2-8°C
PCR e PCRBPWT2h | PCRLysate7zn | § | |"oaesUt | Ageement
Year of | Sample Product IMS 6h IMS 24h = s : s S| &
analysis Nop (french name) Product 2 é = Final | Agree- _§_ = 22
A = g @ result | ment = = g @ (&)
Cp Tm 2| E7| 24 24h Cp Tm @ | Cp | Tm| §| &~ |BPW|Lysate| BPW | Lysate
CT |CHROMagar| CT |CHROMagar & § & & §
SMAC 0157 SMAC 0157

2016 | 3776 | Filet mignon de porc surgelé Frozen pork meat st st - - 0 0 - NA 0 0 710b
2016 | 3777 | Cote de porc surgelée Frozen veal trim st st st 0 0 - NA 0 0 710b
2016 | 3778 | Escalope de veau hachée surgelée Frozen ground veal st st - 0 0 - NA 0 0 710b
2016 | 3779 | Haché pur beeuf surgelé Frozen ground beef st st st 0/0/0 | 0/0/0 | ilil-* NA 0 0 710b
2016 | 3780 | Steak haché surgelé Frozen ground beef st st st 0 0 - NA 0 0 710b
2016 | 3781 | Steak haché surgelé Frozen ground beef st - st 0/0/0 | 0/0/0 | ilil-* - - NA 0 0 710D
2016 | 3194 |Brochette provengale Seasoned beef trim st st - - - | 3737 | 61.71 + + + PD 35.6 | 53.63 + | 3557|5457 | + + + + PD PD 7] ¢
2016 | 3195 | Brochette Tex Mex Seasoned beef trim +(1) +(2) +p +M + | 328 | 61.73 + + + PA 31.98 | 61.54 + |3224| 62 | + + + + PA PA 7] c
2016 | 3196 | Pavé 3 poivres Seasoned beef trim st st - - 32.77 | 61.11 + + + PD 32.69 | 61.7 + [3312]61.71] + + + + PD PD 7] ¢
2016 | 3197 | Rumsteak 3 poivres Seasoned beef trim st st st - 335 | 61.33 + + + PD 34.81 | 61.12 + 32.6 [62.01] + + + + PD PD 7] ¢
2016 | 3198 | Steak haché a I'oignon Seasoned ground beef +p +p / / + | 3141 | 61.32 + + + PA 31.09 | 61.66 + 130.63[62.04| + + + + PA PA 7] c
2016 | 3199 | Haché Tex Mex Seasoned ground beef +p +p / / + | 3444 | 61.51 + + + PA 33.83 | 61.96 + 13359(6214| + + + + PA PA 7] c
2016 | 3200 | Haché bolognaise Seasoned ground beef +p +p / / + | 34.74 | 6157 + + + PA 34.6 62 + 3358|621 | + + + + PA PA 7] c
2016 | 3244 | Cote de porc a la provencale Seasoned pork meat st - - - - 0 0 - - - NA 0 0 71 ¢
2016 | 3245 | Cote de porc a la mexicaine Seasoned pork meat +p +p / / + | 26.08 | 61.33 + + + PA 2645 | 61.41 + |25.65[61.33| + + + + PA PA 71 ¢
2016 | 3246 | Poitrine de porc a la provencgale Seasoned pork meat +p +p / / + | 3143 | 61.34 + + + PA 31.86 | 61.32 + [31.08]61.37| + + + + PA PA 7] c¢c
2016 | 3247 | Beeuf haché a la bolognaise Seasoned ground beef st - +p +m + | 34.87 | 61.67 + + PA 35.53 | 61.63 + | 346 [6145] + + PA PA 7] c
2016 | 3258 | Viande de beeuf marinée Marinated Beef trim st - - - 0 0 - NA 0 0 7] c
2016 | 3261 | Poitrine de porc a la mexicaine Seasoned pork meat st - st - - 0 0 - NA 0 0 7] c¢c
2016 | 3465 | Cote de porc Tex Mex Seasoned pork meat +Md - +Md +md + 0 0 - ND 0 0 0 0 - - - ND ND 71 ¢
2016 | 3767 | Brochette de porc a la provencale Seasoned pork meat st st - 0 0 - NA 0 0 71 ¢
2016 | 3768 | Brochette de porc Tex Mex Seasoned pork meat st - st 0 0 - NA 0 0 71 ¢
2016 | 3769 | Grillade de porc a la provencgale Seasoned pork meat st st - 0 0 - NA 0 0 71 ¢
2016 | 3770 | Poitrine de porc Tex Mex Seasoned pork meat - - - 0 0 - NA 0 0 71 ¢
2016 | 3771 | Grillade de porc a la mexicaine Seasoned pork meat st st - 0 0 - NA 0 0 7] ¢
2016 | 3772 | Brochette de bceuf a la provencale Seasoned beef trim st - st 0 0 - NA 0 0 7] c
2016 | 3773 | Viande de beeuf hachée a la bolognaise | Seasoned ground beef st st - 0 0 - NA 0 0 7] c
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iSZL(l)TE?Iz;g/QRCe;I):'(I)VrE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
Results - Confirmatory tests: detailed results
GENERAL PROTOCOL -FRESH AND FROZEN RAW MEATS
16654 ¢ Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C
Confirmation
2] . . . . =
g j‘; . . Direct streaking IMS Captivate VIDAS g § § g §
ol & Result | & CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 g2 & |8
L o Before After Before After Before After Before After Before After Before After < § g
8 . purif purif § . purif purif § . purif purif § . purif purif § . purif purif § . purif purif § :% ng: %
czgrlﬁ:ls Ibitg; IC_)?tSe;/ Indole é ;)Ilg:‘cizls éitg; 521]?;/ Indole é C-I;)}llg:ﬁ:ls éitg; (Isjtg;(/ Indole é ;}llg:qci:!s I(_)a1tg>7< (Iﬁtf)e;/ Indole % ;)Ilgﬁgls (L;t;; (Iﬁtf)e;/ Indole é C-Dllg:ﬁ:ls I(.)afg; é?ttie;/ Indole é %
H7 H7 H7 H7 H7 H7 o
2015 | 7708 | Fresh beef trim - - - - - - - - - - st - - -] - - NA 1] a
2015 | 7709 | Fresh ground beef - + | +M + + + |+ | +M + + + |+ 4p + + +| +M + + + | +p + + +| +M + + + o+ |+ PD 1] a
2015|7710 | Fresh lamb meat + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +M + + + | + + PA 1 a
2015|7711 | Fresh lamb meat + + +p + + + |+ | M + + + |+ +p + + + | +M + + + +p + + + | +M + + + 0+ |+ PA 1 a
2015 | 7712 | Fresh pork meat - + +p + + + + +p + + + + +p + + + +M + + + +p + + + +p + + + | + + PD 1 a
2016 | 460 | Fresh ground beef i i +m + + + [+ M + + + |+ | +1/2 + + + | +1/2 + + + | +p + + + | M + + + 0+ |+ PA 1] a
2016 | 461 | Fresh beef trim + - st - st - st - - - st - - - - - ND 11 a
2016 | 462 | Fresh beef trim + + | M + + + o+ | M2 4+ + + |+ ] M + + + ] H2 |+ + + | +M + + + ] +M + + + + |+ PA 11 a
2016 | 463 | Fresh ground beef - + +M + + + [+ M + + + |+ | M + + + | +M + + + | M + + + | M + + + + |+ PD 1] a
2016 | 464 | Fresh Veal trim + + +p + + + + | +1/2 + + + + +M + + + | +1/2 + + + +M + + + +m + + + + + PA 1 a
2016 | 465 | Fresh Veal trim - - st - - - st - - - st - - - - - NA 1] a
2016 | 466 | Fresh Veal trim - - st - st - st - - - st - - - - - NA 1] a
2016 | 785 | Veal trim + + | +1/2 + + + o+ | M2 4+ + + |+ ] M + + + ] H2 |+ + + | +M + + + ] +M + + + + |+ PA 11 a
2016 | 786 | Fresh veal trim - + | +md - - - |- - - | +md + + + |+ - - - - - -+t PD 11 a
2016 | 787 | Fresh veal trim + - - - - - - - - - - - - - - - ND 1 a
2016 | 788 | Fresh veal trim + + +M + + + |+ +p + + + |+ +M + + + | +1/2 + + + +p + + + | +M + + + ] + |+ PA 1 a
2016 | 1698 | Fresh lamb meat - - - - - - - - - - - - - - - - NA 1] a
2016 | 1699 | Fresh beef trim - - - - - - - - - - st - - - - - NA 1] a
2016 | 1700 | Fresh beef trim - - - - - - - - - - - - - - - - NA 11 a
2016 | 1701 | Fresh lamb meat - - - - - - - - - - - - - - - - NA 1] a
2016 | 2922 | Ground beef - - - - - - - - - - - - - - - - NA 11 a
2016 | 2923 | Ground beef - - - - - - st - - - st - - - - - NA 1] a
2016 | 2924 | Ground beef - - st - - - st - - - st - st - - - NA 11 a
2015|7318 | Frozen ground veal + + +M + + + [+ M + + + |+ M + + + | M + + + ] +p + + + | +p + + + |+ |+ PA 1 b
2015 | 7319 | Frozen veal trim = + +M + + + + +M + + + + +M + + + +M + + + +p + + + +p + + + + + PD 1 b
2015|7320 | Frozen veal trim + + +p + + + + +M + + + + +p + + + +M + + + +p + + + +p + + + | 4+ + PA 1 b
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL -FRESH AND FROZEN RAW MEATS
16654 Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C
Confirmation
2
> ° . . . =
s = Direct streaking IMS Captivate VIDAS 2| < =
& | 2 |Product 5 =2 = 2 2
ol & Result | & CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID O157:H7 CT SMAC Chrom ID 0157:H7 g2 & | 8"
f_’ o Before After Before After Before After Before After Before After Before After S § g
8 purif purif = purif purif = purif purif = purif purif = purif purif = purif purif = B _g %
Typical 8 | Typical & | Typical & | Typical & | Typical 8 | Typical 8| E = <
colonies | Latex Ic_)e11t5e;(/ | S | colonies | Latex Latex 'S | colonies | Latex Latex s | colonies | Latex Latex s | colonies | Latex Latex s | colonies | Latex Latex El=
0157 ndole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 5
H7 H7 H7 H7 H7 H7 o
2015|7321 | Frozen lamb meat + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +M + + + + + PA 1 b
2015|7322 | Frozen lamb meat + + +p + + + + +M + + + + +p + + + +M + + + +p + + + +M + + + + + PA 1 b
2015 | 7323 | Frozen lamb meat - + M|+ + +olH ] M|+ + ol H | M| # + + M|+ + + 4 + + + | M + + R PD 11b
2015 | 7324 | Frozen ground beef - + | M + + |+ | 4p + + A L + + + | M + + + | 4 + + + | M + + A PD 11D
2015 | 7325 | Frozen ground beef |  + + | 4p + + + |+ ] M + + A L + + + | M + + + | 4 + + + | M + + A PA 11D
2015 | 7326 | Frozen beef trim + + +p + + + + +M + + + + +p + + + +M + + + +p + + + +M + + + + + PA 1 b
2016 | 86 |Frozen beef trim + + +p + + + + +p + + + + +p + + + +p + + + +p + + + +p + + + | 4+ + PA 1 b
2016 | 87 |Frozen beef trim + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +p + + + | 4+ + PA 1 b
2016 | 1702 | Frozen lamb meat - - - - - - - - - - st - - - - - NA 11 b
2016 | 1703 | Frozen lamb meat - - st - st - st - st - st - st - - - NA 11 b
2016 | 1704 | Frozen beef trim - - st - st - st - - - st - st - - - NA 11 b
2016 | 1705 | Frozen ground beef - - - - - - - - - - st - - - - - NA 11 b
2016 | 1706 | Frozen beef trim - - st - - - st - - - st - - - - - NA 110D
2016 | 1707 | Frozen ground beef - - - - - - - - - - st - - -] - - NA 1 b
2016 | 1708 | Frozen ground beef - - - - - - - - - - st - - - - - NA 11 b
2016 | 1709 | Frozen veal meat - - st - - - st - - - st - - - - - NA 1 b
2016 | 1710 | Frozen veal meat - - st - st - st - st - st - st - - - NA 1 b
2016 | 2939 | Frozen veal meat - - st - - - st - - - st - - - - - NA 11 b
2016 | 467 | Seasoned beef trim - + +M + + + [+ M + + + |+ +p + + + | +m + + + | +p + + + | +m + + + + |+ PD 11 ¢
2016 | 468 | Seasoned beef trim + - - - - - - - - - st - - - - - ND 11 ¢
2016 | 469 :&?tmed beef P R IV + o le| o4 | o+ + PR R Y I + T TV + +| M | o+ + | +p + + + + | +| PA 11 ¢
2016 a7o | Seasoned beef S s - ot - | s - Y R
2016|471 | peasonedground | - - - | st - N T
2016 | 472 ‘::::med ground P R TV + e + P N Y I + + |+ + | M | o+ + N VI + + + |+ | PA 11 ¢
2016 | 473 g:::oned ground o+ 2| o+ + P S P IV I + ] M |+ |+ | 4p | o+ + ] M |+ + s+ |+ PA |1]c¢
2016 | 474 rsniaa?“ed beef P R TV + N + P N Y I + + |+ + | 4 | o+ + | +p + + + + |+ | PA 11 ¢
2016 | 475 | Seasoned beef trim + - st - st - st - - - st - - - - - ND 11 ¢
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL -FRESH AND FROZEN RAW MEATS
16654 ¢ Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C
Confirmation
2
> o . « . =
s = Direct streaking IMS Captivate VIDAS 2| < - z
[
§ %;z Product Resul e % z ?j § S
5|08 esu & CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0O157:H7 E| 3 S S
L o Before After Before After Before After Before After Before After Before After S § g
8 purif purif = purif purif = purif purif = purif purif = purif purif = purif purif = B _g %
Typiqal Latex § Typigal Latex § Typigal Latex § Typiqal Latex g Typigal Latex é Typigal Latex é E - =<
colonies | Latex 0157/ | Indole | colonies | Latex 0157/ | Indole | £ colonies | Latex 0157/ | Indole | & colonies | Latex 0157/ | Indole | £ colonies | Latex 0157/ | Indole | & colonies | Latex 0157/ | Indole | E| E
0157 | “\7 [ o157 | "1y [ o157 | *7 [ 0157 | “\p7 i 0157 | "\ i 0157 | “\y7 =8
2016 | 476 | Seasoned beef trim + - st - st - st - - - st - - - - - ND 11 ¢
2016 477 | Seasoned beef N - - - s st S R
2016 | 789 | Seasoned beef trim - + | M + + |+ | 4p + + A L + + + | M + + + | M + + + | M + + A PD 11 ¢
2016 | 790 zz:fsonedground + + +M + + + + +m + + + + +M + + + +M + + + +p + + + +M + + + + + PA 1 c
2016 | 791 z“gmed beef - + | M | o+ + e o | o+ + L+ owp | o+ + | o+ | o+ + +| M | o+ + | +p + + + + |+ PD 11 ¢
2016 | 792 | Seasoned beef sl -] - - S |- |- |- S N
2016 | 793 ;Za:toned beef + + +M + + + + +M + + + + +M + + + | +1/2 + + + +M + + + +M + + + | 4+ + PA 1 c
2016 | 1711 | Seasoned beef meat - - st - - - st - - - st - - - - - NA 1 c
2016 | 1712 | Seasoned beef meat - - st - st - st - - - st - - - - - NA 11 ¢
2016 | 1713 | Seasoned beef meat - - st - st - st - st - st - st - - - NA 11 ¢
2016 | 1714 | Seasoned beef trim - - - - - - - - - - st - - - - - NA 11 ¢
2016 | 1715 S::fs"”ed ground S I S S - S|t - S TN
2016 | 2036 | 107N seasoned S I st st |- S| st |- Lol N 1] e
2016 | 2937 | FTozen seasoned S - s - st - ol N e
2016 | 2938 ;ré’;f” seasoned S I S - lmd@) | -x2 | -x2 [-x2| - | - S - N TN
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iSZL(I)TE?Iz;rSyQRCe;l):'(I)VrE-UP E. coli O157:H7 M I C R O VA L HUU
10 July 2025] NEN
GENERAL PROTOCOL - FRESH AND FROZEN RAW MEATS
1 :;24, Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C + 72h at 2-8°C
" Confirmation
% = Resl = AT ESS Agreement 72h >
& 2 | broduct Direct streaking IMS Captivate VIDAS 2 72h S| &
o cc,)Ew Result E S|"
L PCR- | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 ps
BPW | Lysate Before | After Before |  After Before |  After Before |  After Before |  After Before | After '%
720 | 720 | Typical purif Lpautz; Typical purif Lpaut:i Typica purif Lpaut:i Typica purif f:tzi Typica purif f:tz; Typica purif I_pautZi § BPW |Lysate| BPW Lysate
colonies (L)e;tg; 0157/ colonies (L)e;tg; 0157/ colonies I6a1t§)7( 0157/ colonies (I:;tg; 0157/ colonies I6a1tg>7( 0157/ colonies Iéatg); 0157/ §
H7 H7 H7 H7 H7 H7
2015 | 7709 | Fresh ground beef - i i +M + + +m + + +p + + +M + + +p + + +M + + + + it PD PD 1 a
2015 | 7710 |Fresh lamb meat + + + +M + + +p + + +p + + +M + + +p + + +M + + + W + PA PA 1 a
2015 | 7711 |Fresh lamb meat + + + +p + + +1/2 + + +p + + +M + + +p + + +M + + + W + PA PA 1 a
2015 | 7712 |Fresh pork meat - + + +p + + +p + + +p + + +M + + +p + + +p + + + + + PD PD 1 a
2016 460 | Fresh ground beef i i i +M + + +M + + +M + +M + +p + +M + + + it PA PA 1 a
2016 461 | Fresh beef trim i - - st - st - st - - - - ND ND 1 a
2016 462 | Fresh beef trim + + + +p + + +M + + +p + +M + +p + +M + + + + PA PA 1 a
2016 463 | Fresh ground beef - + + +p + + +M + + +p + +M + +p + +M + + + + PD PD 1 a
2016 464 | Fresh Veal trim i W W +p + + +m + + +p + +M + +p + +m + + + it PA PA 1 a
2016 785 | Veal trim + + + +1/2 + + +m + + +M + +M + +M + +M + + + + PA PA 1 a
2016 786 | Fresh veal trim - + + +1/2d - - - +1/2d - - - - - - - - PDrp@ty | PDrpai) 1 a
2016 787 | Fresh veal trim i - - - - - - - - - - - ND ND 1 a
2016 788 | Fresh veal trim + + + +p + + +1/2 + + +M + +1/2 + +M + +M + + + + PA PA 1 a
2015 | 7318 | Frozen ground veal i W W +m + + +M + + +p +M +p +M + + it PA PA 1 b
2015 | 7319 | Frozen veal trim - + + +M + + +M + + +M +M +M +M + + + PD PD 1 b
2015 | 7320 |Frozen veal trim + + + +p + + +M + + +p +M +p +M + + + PA PA 1 b
2015 | 7321 | Frozen lamb meat + + + +p + + +M + + +p +M +p +M + + + PA PA 1 b
2015 | 7322 | Frozen lamb meat + + + +p + + +M + + +p +M +p +M + + + PA PA 1 b
2015 | 7323 | Frozen lamb meat - + + +M + + +M + + +M +1/2 +p +M + + + PD PD 1 b
2015 | 7324 | Frozen ground beef - + + +p + + +M + + +M +M +p +M + + + PD PD 1 b
2015 | 7325 |Frozen ground beef + + + +p + + +M + + +p +M +p +M + + + PA PA 1 b
2015 | 7326 |Frozen beef trim + + + +p + + +p + + +p +M +p +M + + + PA PA 1 b
2016 86 | Frozen beef trim + + + +p + + +p + + +p + +p + +p + +p + + + + PA PA 1 b
2016 87 | Frozen beef trim + + + +p + + +M + + +p + +M + +p + +M + + + + PA PA 1 b
2016 | 467 | Seasoned beef trim - P v e TR T R |+ o | o+ |+ R PD | NAme | 1 | c
2016 468 | Seasoned beef trim + - - - - - - - - - - - ND ND 1 c
2016 469 | Seasoned beef meat + + + +p + + +p + + +p + +p + +p + +p + + + + PA PA 1 c
2016 472 | Seasoned ground beef + + + +p + + +M + + +p + +M + +p + +M + + + + PA PA 1 c
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - FRESH AND FROZEN RAW MEATS
ISO . . S
16654¢ Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C + 72h at 2-8°C
Confirmation
@ Result i
s = . . . 3 F|na7I2rﬁsult Agreement 72h >
S 2 | product Direct streaking IMS Captivate VIDAS 2 > &
s £ = 2| &
5 S Result 2 O
L PCR- | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 b
BPW | Lysate Befolre Aftgr Befolre Aftgr Befqre Aftgr Befo.re Aftgr Befqre Aftgr Befqre Aftgr '%
72h 72h | Typical purif futnf Typical purif |_put”f Typical purif |_put”f Typical purif |_put”f Typical purif |_put”f Typical purif |_put”f E BPW |Lysate| BPW Lysate
colonies | Latex aleX | colonies | Latex aleX | colonies | Latex aleX 1 colonies | Latex aleX | colonies | Latex aleX | colonies | Latex atex S
0157 0157/ 0157 0157/ 0157 0157/ 0157 0157/ 0157 0157/ 0157 0157/ S
H7 H7 H7 H7 H7 H7
2016 473 | Seasoned ground beef + + + +p + + +M + + +p + +M + +p + +M + + + + PA PA 1 c
2016 474 | Seasoned beef meat W W W +p + + +p + + +M + +p + +p + +p + + + + PA PA 1 c
2016 475 | Seasoned beef trim W st st - st - - ND ND 1 c
2016 476 | Seasoned beef trim W st st st - st - - ND ND 1 c
2016 477 | Seasoned beef meat + - - - - ND ND 1 c
2016 789 | Seasoned beef trim i i +M + + +M + + +M + +M + +M + +M + + + i PD PD 1 c
2016 790 | Seasoned ground beef i i i +M + + +m + + +M + +M + +M + +M + + + i PA PA 1 c
2016 791 | Seasoned beef meat + + +M + + +M + + +M + +p + +M + +M + + + + PD PD 1 c
2016 792 | Seasoned beef meat + - - - - ND ND 1 c
2016 793 | Seasoned beef meat + + + +M + + +M + + +M + +M + +M + +M + + + + PA PA 1 c
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iSZL(I)TF?Iz;rSZRCe;I):'(I)VrE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - CURED AND FERMENTED MEATS
16654 ¢ Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C
Confirmation
2, . | | -
% g .. . Direct streaking IMS Captivate VIDAS g § § % §
ol & Result | & CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 g13] 5§ |8 "
N o Before After Before After Before After Before After Before After Before After < § g
8 . purif purif § . purif purif § . purif purif § . purif purif § . purif purif § . purif purif § :% ng: %
CT")'/"’)'I‘C'ZL bﬂtg; cL)?tse;/ Indole é CT")'IE:‘C'ZIS (L;tg’; cL)Tg/ Indole é CT"Y'SL‘C'ZL (L;tg’; éjtg/ Indole é CT"}'ISI”C;:L (L;tg;‘ éige;/ Indole % CT"y'g:‘?ZIS (L)af;; éige;/ Indole é CTO}'Ig:‘ﬁ:L ';tg; cL)Tse;/ Indole é “E
H7 = H7 = H7 = H7 = H7 = H7 “1 8
2015|7714 | Merguez + + +p + + + |+ | M + + + |+ ]| 4p + + + | +M + + + | +M + + + | +M + + O I PA 2 | a
2015 | 7715 | Sausages - - - - - - - - - - st - - - - - NA 2 | a
2015 | 7716 | Sausages + + +p + + + |+ | M + + + |+ +p + + + | +M + + + +p + + + | M + + + | + + PA 2| a
2015 | 7717 | Sausages + + +p + + + + +p + + + + +p + + + +p + + + +p + + + +p + + + + + PA 2 a
2015 | 7718 | Sausages + + +M + + + |+ | M + + + |+ +M + + + | +M + + + +p + + + | +M + + + 0+ |+ PA 2 | a
2015|7719 | Sausages + + +m + + + + +m + + + + +M + + + +M + + + +M + + + +m + + + + + PA 2 a
2015 | 7720 | Sausages + + +1/2 + + + + +m + + + + +p + + + +M + + + +p + + + +M + + + | 4+ + PA 2 a
2015|7721 | Sausages + + +M + + + + +m + + + + +M + + + +M + + + +M + + + +M + + + | 4+ + PA 2 a
2016 | 746 | Sausages i - | +1/2d - - - - - - | 1+d - - - - - - st - - - - - ND 2 | a
2016 | 747 | Sausages - + +M + + + |+ | +m/+ + + + |+ +M + + + | +M + + + +p + + + | +M + + + 0+ |+ PD 2 | a
2016 | 748 | Sausages + + +M + + + |+ | M + + + |+ +M + + + | +M + + + | +M + + + | +M + + + 0+ |+ PA 2 | a
2016 | 749 | Sausages + + +M + + + |+ | M + + + |+ +M + + + | +M + + + +p + + + | +M + + + | + + PA 2 a
2016 | 2925 | Merguez - - - - - - - - - - st - - - - - NA 2 | a
2016 | 2926 | Sausages - - st - - - st - - - st - - - - - NA 2 | a
2016 | 2927 | Merguez - - st - - - st - - - st - - - - - NA 2 | a
2016 | 2928 | Sausages - - +pd | -x5| -x5 | -x5| - - - | *pd | -x5| -x5 |-x5] - - - - - - - - - NA 2 | a
2016 | 2929 | Sausages - - - - - - - - - - st - - - - - NA 2 | a
2016 | 2930 | Sausages - - +p | -x5| -x5 |-x5] - - - st - - - st - - - - - NA 2 | a
2016 | 2931 | Merguez - - st - - - st - - - st - - - - - NA 2 | a
2016 | 2932 | Cured meat - - st - st - st - st - st - st - - - NA 2 | a
2016 | 2933 | Cured meat - - st - st - - - - - st - st - - - NA 2 | a
2015|7713 | Coppa + + +p + + + |+ | M + + + |+ +p + + + | +M + + + +p + + + | +1/2 + + + | + + PA 2 b
2016 | 78 |Low moisture ham i - st - st - st - st - st - - - - - ND 2 | b
2016 | 79 |Low moisture ham i - st - - - st - - - st - - - - - ND 2 | b
2016 | 80 | Smoked bacon + + +p + + + + +p + + + + +M + + + +p + + + +p + + + +p + + + | 4+ + PA 2 b
2016 | 81 Bacon - + +M + + + + +M + + + + +M + + + +M + + + +M + + + +M + + + + + PD 2 b
2016 | 2943 | Dried cured meat - - - - - - st - - - st - +d | -(xB) | -(x5) [-(xB) | - | - | - NA 210D
2016 | 2944 | Cured ham - + +M + + + |+ | +m + + + |+ +M + + + | +1/2 + + + +p + + + | +m + + + | + + PD 2 b
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - CURED AND FERMENTED MEATS
16654 ¢ Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C
Confirmation
2
> o . « . =
T| =Z Direct streaking IMS Captivate VIDAS 2| < z
kS %;z Product E £ = = 2 E&
g s Result & CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0O157:H7 é E S S
N o Before After Before After Before After Before After Before After Before After S § g
8 purif purif = purif purif = purif purif = purif purif = purif purif = purif purif = B _g %
Typical 8 | Typical & | Typical & | Typical & | Typical 8 | Typical 8| E = <
colonies | Latex éﬁtg;/ | S | colonies | Latex Latex 'S | colonies | Latex Latex s | colonies | Latex Latex s | colonies | Latex Latex s | colonies | Latex Latex El=
0157 ndole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 5
H7 H7 H7 H7 H7 H7 o
2016 | 2945 | Cured ham - + +p + + + + | +1/2 + + + + +p + + + +M + + + +p + + + +M + + + + + PD 2 b
2016 | 2946 | Dried cured meat + - st - - - st - - - st - st - - - ND 2 | b
2016 | 2947 | Dried cured meat - + | M + + + o[+ M|+ + + |+ ]| tM + + +] 4p + + +] tM |+ + + | +M + + o+ | PD 2 | b
2016 | 2949 | Cured ham - + +p + + + |+ +p + + + |+ +p + + + +p + + + +p + + + +p + + + | + |+ PD 2 1 b
2016 | 2958 | Dried cured meat - - st - - - st - - - st - - -] - - NA 2 | b
2016 | 2959 | Cured ham - - - - - - - - - - st - - - - - NA 2 | b
2016 | 2960 | Cured ham - - - - - - - - - - st - - - - - NA 2 | b
2016 | 2961 | Low moisture meat - - st - st - st - st - st - st - - - NA 2 | b
2016 | 3762 | Fermented dried S I | s st oo oo oo Lol oNa 2]
meat
2016 | 3763 | Coppa - - st - st - st - st - st - st - - - NA 2 | b
2016 | 3764 | Dried beef meat - - st - st - st - st - st - st - - - NA 2
2016 | 3765 | Fermented dried S I s ot s s s Lo l-] N |2
meat
2016 | 3766 | Cured ham - - - - - - - - - - - - - -] - - NA 2
2016 | 82 |Salami = + +M + + + |+ +p + + + |+ +M + + + +p + + + | +M + + + +p + + + | + |+ PD 2
2016 | 83 |Salami + + +M + + + |+ +p + + + |+ +M + + + +p + + + | +M + + + +p + + + | + |+ PA 2
2016 | 84 Low moisture + + +M + + + |+ +p + + + |+ +M + + + +p + + + +p + + + +p + + + | + |+ PA 2
sausage
2016 | 85 Low moisture + + +M + + + |+ +p + + + |+ +M + + + +p + + + | +M + + + +p + + + | + |+ PA 2
sausage
2016 | 2948 | Fermented meat - + +p + + + + +p + + + + +p + + + +p + + + +p + + + +p + + + + + PD 2
2016 | 2950 | Salami + + +p + + + |+ +p + + + |+ +p + + + +p + + + +p + + + +p + + + | + |+ PA 2
2016 | 2951 | Chorizo = + +p + + + |+ +p + + + |+ +p + + + +p + + + +p + + + +p + + + | + |+ PD 2
2016 | 2952 Low moisture = + +p + + + |+ +p + + + |+ +p + + + +p + + + +p + + + +p + + + | + |+ PD 2
sausage
2016 | 2953 | -OW moisture S R | s : s s s Lo l-] N |2
sausage
2016 | 2954 | oW moisture ool - - : - | s s Lo l-] N |2
sausage
2016 | 2955 | oW moisture P R Y + P I Y P IV I + ] M |+ |+ M |+ + ] M |+ + +| + |+ pPA |2
sausage
2016 | 2956 | Salami - + +p + + + + +p + + + + +M + + + +M + + + +p + + + +p + + + | 4+ + PD 2
Low moisture
2016 | 2957 sausage - - st - st - st - st - st - st - - - NA 2
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - CURED AND FERMENTED MEATS
16654 ¢ Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C
Confirmation
2. sC s E
= =z Direct streakin IMS Captivate VIDA 3 =
5 S | Product = ’ P 2| & S S &
ol & Result | & CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID O157:H7 CT SMAC Chrom ID 0157:H7 g2 & | 8"
L o Before After Before After Before After Before After Before After Before After S § g
8 purif purif = purif purif = purif purif = purif purif = purif purif = purif purif = B _g %
Typical 8 | Typical & | Typical & | Typical & | Typical 8 | Typical 8| E = <
colonies | Latex Ic_)e1zt5e;(/ Indole | & colonies | Latex é??;/ Indole | &£ colonigs | Latex é?tg;/ Indole | € colonies | Latex é?t;;/ Indole | & colonies | Latex é?t;;/ Indole | & colonies | Latex é?tg/ ndole | &| €
ofs7 | ot | PR i ots7 | “ ot [MOR & oty | S0 | ) i o157 | ot | E | i ots7 | =0 [ TR & ots7 | S | =S
2016 | 2962 | Salami - - st - st - st - st - st - st - - - NA 2 ¢
2016 | 2963 | Chorizo - - st - st - st - st - st - st - - - NA 2 ¢
2016 | 2064 | -OW moisture S I | ot - s oo Lol N 2]
sausage
2016 | 295 | OV Moisture B st - st st st o e N 2]
sausage
2016 | 2966 | -OW Moisture S I - ot - | s s Lol N 2]
sausage
2016 | 2967 | -OW moisture S R s S|t s s s Lol N 2]
sausage
2016 | 2968 | -OW Moisture S I | s st - oo - Lol N 2]
sausage
2016 | 2969 | Salami - - st - st - st - st - st - st - - - NA 2 | ¢
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iSZL(I)TE?Iz;ngRg’l):'(I)VrE-UP E. coli O157:H7 M I C R O VA L HUU
10 July 2025] NEN
GENERAL PROTOCOL - CURED AND FERMENTED MEATS
1 :;24, Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C + 72h at 2-8°C
Confirmation
% 5, Result = Fina7| 2rre]s:ult Agr(;(;?ent -
§ é Product Direct streaking IMS Captivate VIDAS g ;.3, %
5 S Result 2 o
L PCR- | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 ps
BPW | Lysate Before | After Before |  After Before |  After Before |  After Before |  After Before | After '%
720 | 720 | Typical purif Lpautz; Typical purif Lpaut:i Typica purif Lpaut:i Typica purif f:tzi Typica purif f:tz; Typica purif I_pautZi § BPW |Lysate| BPW Lysate
colonies (L)e;tg; 0157/ colonies (L)e;tg; 0157/ colonies I6a1t§)7( 0157/ colonies (I:;tg; 0157/ colonies I6a1tg>7( 0157/ colonies Iéatg); 0157/ §
H7 H7 H7 H7 H7 H7
2015 | 7714 | Merguez + + + +M + + +m + + +p + + +1/2 + + +p + + +1/2 + + + + + PA PA 2 a
2015 | 7715 | Sausages - - st - - NA NA 2 a
2015 | 7716 | Sausages W W W +M + + +1/2 + + +p + + +M + + +p + + +M + + + + + PA PA 2 a
2015 7717 | Sausages + + + +p + + +p + + +p + + +p + + +p + + +p + + + + + PA PA 2 a
2015 | 7718 | Sausages + + + +M + + +1/2 + + +M + + +1/2 + + +p + + +1/2 + + + + + PA PA 2 | a
2015 | 7719 | Sausages i i i +m + + +m + + +M + + +1/2 + + +M + + +m + + + + i PA PA 2 a
2015 | 7720 |Sausages i i i +m + + +m + + +M + + +1/2 + + +p + + +M + + + + i PA PA 2 a
2015 7721 | Sausages + + + +p + + +M + + +p + + +M + + +p + + +M + + + + + PA PA 2 a
2016 746 | Sausages + +1/2d 2+d - - st - - ND ND 2 a
2016 747 | Sausages + + +p + + +m + + +M + +M + +p + +M + + + + PD PD 2 a
2016 748 | Sausages i i i +M + + +M + + +M + +M + +M + +M + + + i PA PA 2 a
2016 749 | Sausages i i i +M + + +M + + +M + +1/2 + +p + +1/2 + + + i PA PA 2 a
2015 7713 | Coppa + + + +p + + +m + + +p + + +m + + +p + + +1/2 + + + + + PA PA 2 b
2016 78 | Low moisture ham + st st st - st - - ND ND 2 b
2016 79 | Low moisture ham i st st - st - - ND ND 2 b
2016 80 | Smoked bacon + + + +p + + +M + + +M + + +p + + +p + + +p + + + + + PA PA 2 b
2016 81 Bacon + + +M + + +M + + +M + + +M + + +M + + +M + + + + + PD PD 2 b
2016 | 2944 | Cured ham + + +M + + +m + +M + +M + +M + +M + + + + PD PD 2 b
2016 | 2945 | Cured ham + + +p + + +m + +M + +1/2 + +p + +M + + + + PD PD 2 b
2016 | 2946 |Dried cured meat i st st - st - - ND ND 2 b
2016 | 2947 | Dried cured meat + + +M + + +p + +M + +p + +M + +p + + + + PD PD 2 b
2016 | 2949 | Cured ham + + +M + + +m + +M + +p + +p + +p + + + + PD PD 2 b
2016 82 Salami + + +M + + +M + + +M + + +M + + +M + + +p + + + + + PD PD 2 c
2016 83 Salami + + + +M + + +p + + +M + + +p + + +M + + +p + + + + + PA PA 2 c
2016 84 | Low moisture sausage i i i +M + + +p + + +M + + +p + + +p + + +p + + + + i PA PA 2 c
2016 85 | Low moisture sausage + + + +M + + +p + + +M + + +p + + +M + + +p + + + + + PA PA 2 c
2016 | 2948 |Fermented meat + + +M + + +p + +M + +p + +M + +p + + + + PD PD 2 c
2016 | 2950 | Salami + + + +M + + +p + +M + +p + +p + +p + + + + PA PA 2 c
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - CURED AND FERMENTED MEATS
ISO . . R
16654¢ Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C + 72h at 2-8°C
Confirmation
(2]
2 o Result - Final result Agreement
g3 Direct streaking IMS Captivate VIDAS F- 72h 72h gl g
R S | Product o | &
o 1S —_— < —
5 S Result 2 (&)
L PCR- | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 b
BPW | Lysate Befolre Aftgr Befolre Aftgr Befqre Aftgr Befo.re Aftgr Befqre Aftgr Befqre Aftgr '%
72h 72h | Typical purif I_putnf Typical purif |_put”f Typical purif |_put”f Typical purif |_put”f Typical purif |_put”f Typical purif |_put”f E BPW |Lysate| BPW Lysate
colonies | Latex 0611 597)(/ colonies | Latex 0611 Se;/ colonies | Latex 0611 Se;/ colonies | Latex O? 59’;( / colonies | Latex O? 59’;( / colonies | Latex O? :;( / S
0157 0157 0157 0157 0157 0157 o
H7 H7 H7 H7 H7 H7
2016 | 2951 |Chorizo + + +M + + +p + +M + +p + +p + +p + + + + PD PD 2 c
2016 | 2952 |Low moisture sausage + + +M + + +p + +M + +p + +p + +p + + + + PD PD 2 c
2016 | 2954 |Low moisture sausage + st st - st - - ND ND 2 c
2016 | 2955 |Low moisture sausage W W W +M + + +1/2 + +M + +M + +p + +M + + + + PA PA 2 c
2016 | 2956 | Salami + + +M + + +M + +M + +M + +p + +p + + + + PD PD 2 c
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MILK AND RAW DAIRY PRODUCTS
ISO : . ; .
16654° Alternative method: GENE-UP E. coli O57:H7
BPW + acriflavin 20h at 41.5°C
2 Confirmation
s = . . . A O I I - I
g s Product = Direct streaking IMS Captivate VIDAS = g S § S
51 3 Result é “é . |3 H 3
> e CT SMAC CT Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 = F 2 g
8 Befo_re Afte_r - Befo_re Aftgr - Befolre Aﬂe_r - Befo_re Afte_r — Befo_re Aﬂe_r - Befolre Aﬂgr - E e ng: %
Typigal purif — )E)urlf ? Typigal purif — funf é Typigal purif — funf § Typigal purif — funf ? Typigal purif — funf ? Typiqal purif — funf é §
colonies | X | o157, | indole | £ | " | 2 | 0157/ | indole | Z | ©°"° | 2| 0157/ ndoe | Z | S | X | o167y ingole | & | ©OM° | X 01577 | indole | | " | LK | 0157/ | ngore | 2
H7 H7 H7 H7 H7 H7
2016 | 864 | Raw ewe milk + + +M + + + + +p + + + + +p + + + +M + + + +M + + + +M + + + + + PA 3
2016 | 865 | Raw ewe milk + - st - st - st - - - st - - - - - ND 3
2016 | 866 | Raw ewe milk + + +M + + + + +p + + + + +M + + + +M + + + +M + + + +M + + + + + PA 3
2016 | 867 | Raw ewe milk - + +M + + + |+ +p + + + |+ | M + + + +p + + + +p + + + +p + + + + + PD 3
2016 | 868 | Raw cow milk + + +M + + + |+ +p + + + |+ | M + + + +p + + + | +M + + + +p + + + + + PA 3
2016 | 1320 | Raw ewe milk - - - - - - - - - - - - - - - - NA 3
2016 | 1321 | Raw ewe milk + + +M + + + |+ +1/2 + + + |+ +M + + + +m + + + | +M + + + +m + + + + + PA 3
2016 | 1322 | Raw cow milk - + +m + + + |+ | +1/2 + + + |+ M + + + +1/2 + + + | +p + + + +M + + + + + PD 3
2016 | 1334 | Raw cow milk - - - - - - - - - - - - - - - - NA 3
2016 | 1335 | Raw cow milk i - - - - - st - st - st - - - - - ND 3
2016|1336 | Rawcowmilk | - |+ | +md | - | - | - |-| - R B B +mf(§1)/ s P R S RV . s |+l P |3
2016 | 1341 | Raw cow milk - - - - - - st - - - st - - - - - NA 3
2016 | 1342 | Raw cow milk - - - - - - - - - - - - - - - - NA 3
2016 | 1770 | Raw cow milk - - - - - - st - - - st - - - - = NA 3
2016 | 1771 | Raw cow milk + + - - - - | #1)2 + + + |+ +md + + + | +M + + + +m + + + + + PA 3
2016 | 1781 | Raw cow milk - - - - st - - - - - st - - - - = NA 3
2016 | 1782 | Raw cow milk - - st - - - st - - - st - - - - - NA 3
2016 | 1783 | Raw cow milk - - - - - - - - - - - - - - - - NA 3
2016 | 1784 | Raw cow milk - - - - - - - - - - st - - - - - NA 3
2016 | 1785 | Raw cow milk - - - - - - - - - - st - - - - - NA 3
2016 | 1786 | Raw cow milk - - - - - - - - - - - - - - - - NA 3
2016 | 869 Raw cow milk + + +p + + + |+ M + + + |+ +p + + + +m + + + +p + + + +m + + + + + PA 3
cheese
2016 | g7o |Rawcowmilk | - S S ) ] S . S I N T
cheese
i - (auto | - (auto
2016 | 871 EI:::;:ZW milk + + ) + + + | +| 4p + + + |+ | +p + + + +M aggluti- | aggluti- - +p + + + | #12 | 4+ + + + + PA 3
nante) | nante)
2016 | g7z |RawEwemilk | 1 - s - st Sl N T
cheese

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MILK AND RAW DAIRY PRODUCTS
1 ;2504, Alternative method: GENE-UP E. coli O57:H7
BPW + acriflavin 20h at 41.5°C
2 Confirmation
> o
® | = s
§ 2 Product - Direct streaking IMS Captivate VIDAS s § § % §
o & Result § = = e 3 =
S| B o = | @ )
= e CT SMAC CT Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 '% 2| 2 5
£ Before After - Before After - Before After - Before After — Before After - Before After - E 2 ng: %
Typical purif = purif 2| Typical purif — purif 2| Typical purif — purif 2| Typical purif — purif 2 | Typical purif — purif 2 | Typical purif — purif 2 5
colonies | Latex 021]56;(/ | S | colonies | Latex arx S | colonies | Latex arex S| colonies Latex aex S | colonies | Latex aex S | colonies | Latex aex s ©
0157 ndole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | & 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | =
H7 H7 H7 H7 H7 H7
2016 | 874 |RAWgoatmilk | ; ; - - ; ; - A ; ; - ND 3 b
cheese
2016 | 875 Esxg:atmllk + + +p + + + + +M + + + + +M + + + +m + + + +p + + + +m + + + + + PA 3 b
2016 | 876 5:;g:atmilk + + +M + + + + +M + + + + +M + + + +M + + + +p + + + +1/2 + + + + + PA 3 b
2016 | 1323 E:::g:atm"k + T I I I ™ VT I O i VIR VS A [t + | M + + A T M | o+ |+ N - + PA 3 b
2016 | 1324 |RaWcowmilk | 1 S - A S| - T
cheese
2016 | 1326 E::’eg:atm"k - + +p + + + + +M + + + + +p + + + +M + + + +p + + + +M + + + + + PD 3 b
2016 | 1327 | Raw goatmilk | + | wmd | o+ |+ |+ |+ ] - B UV I U + | +m + + s owp |+ | s P Y N U I - + PA 3 |b
cheese
2016 | 1765 | Raw cowmilk | 11 S - A S - T
cheese
2016 | 1766 | Raw cowmilk | ) - - S S| st S oo -l N 3]
cheese
2016 | 1767 | Rawcowmik o f S B N S| - B - o Na 3
cheese
2016 | 1768 | Raw cowmik | p - s - st - - -] Na 3D
cheese
2016 | 1775 | Rawgoatmik | |- st S S| st S T
cheese
2016 | 1776 | Raw Ewemik | b g - oo - oo Sl N ' R
cheese
2016 | 1778 | Raweowmik | f - - - st - oo -] Na |3 ]b
cheese
2016 | 1779 | RaWeowmik | f - - - st - oo -] Na |3 ]b
cheese
2016 | 1780 | Rawgoatmik | |- S N - - e TN B
cheese
2016 | 2940 | RaW Ewemilk | = g - - - | S - |- N | 3]0
cheese
2016 | 2042 | RaWgoatmilk | ) S |- N S| st - A
cheese
2016 | g73 |Rawecowmilk | 1 S - N S - T T
cheese
2016 | 877 E:;:::wm"k - + +M + + + + | +1/2 + + + + +M + + + +1/2 + + + +p + + + +m + + + + + PD 3 c
2016 | g7g |Rawcowmilk | b - - S S S N T
cheese
ADRIA 110/196 Version 3




Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MILK AND RAW DAIRY PRODUCTS
ISO . ) P
16654° Alternative method: GENE-UP E. coli O57:H7
BPW + acriflavin 20h at 41.5°C
2 Confirmation
5| = g
| 2 Product - Direct streaking IMS Captivate VIDAS s § § % §
g (;)Ev Result g E‘__ § s 3 =
= o CT SMAC CT Chrom ID O157:H7 CTSMAC Chrom ID 0157:H7 CTSMAC Chrom ID 0O157:H7 =3 2 g
£ Before After - Before After - Before After - Before After — Before After - Before After - E 2 ng: %
Typigal purif — )E)urlf ? Typigal purif — funf é Typigal purif — funf § Typigal purif — funf ? Typigal purif — funf ? Typiqal purif — funf é §
colonies | Latex 0157/ | Indole | & colonies | Latex 0157/ | Indole | & colonies | Latex 0157/ | Indole | & colonies Latex 0157/ | indole | & colonies | Latex 0157/ | Indole | & colonies | Latex 0157/ | Indole | &
0157 | “\p7 i 0157 | *\7 i 0157 | =7 i 0157 H7 i 0157 | "7 i 0157 | "7 i
2016 | 879 Raw cow milk + + +p + + + |+ | M + + + |+ +p + + + +m + + +p + + +p + + + + + PA 3 |¢c
cheese
2016 | 8go | Raw cowmilk | ; ; - - ; ; - |- ; ; - ND 3 | ¢
cheese
2016 | gg1 | Rawcowmilk | b g s st st s - N R R
cheese
2016 | 882 E:::::wm"k + + +M + + + |+ +p + + + |+ +p + + + +p + + + +p + + + +p + + + + + PA 3 |¢c
2016 | g4 |RAWeowmilk | b e e | e e ] e |+ | s + | +m + + P TV R + 0 +m | o+ |+ I - + PA 3¢
cheese l-
2016 | 1325 |Raw cowmilk |11 S - N S - R T
cheese
2016 | 1328 E::\;;::wmllk + + +p + + + |+ +p + + + |+ +p + + + +p + + + +p + + + +p + + + + + PA 3 |¢c
2016 | 1329 E::;;::wmilk + T e T I ™ Y N S A U GV [ A et + | M + + s owp |+ | s M | o+ |+ I - + PA 3¢
2016 | 1330 E::’e::wm"k - + +p + + + + +p + + + + +M + + + +M + + + +p + + + +p + + + + + PD 3 [
2016 | 1331 |Raweowmilk | 1 s s - st S N T
cheese
2016 1332 | Sow SWmMIK | |+ | |+ | o] B VI R S YR + e | o+ | S e O s o NAee | 3 | c
2016 | 1333 E:“:;::W'“"k + | ami | o+ | w | | emdie ] o+ |+ [ M+ |+ + | M + + + +m | o+ |+ + 0 +m | o+ |+ N - + PA 3¢
2016 | 1337 |Raweowmik | - s - st S N T
cheese
2016 | 1338 | Raweowmik | - - - st S N T
cheese
2016 | 1339 | Raweowmik | - st - st - N T
cheese
2016 | 1340 | Raweowmik - s - st - N T
cheese
2016 | 1769 | Raw cowmik 1) - - B S| st S|t T
cheese
2016 | 1777 |Rawcowmik S - N S - A T T
cheese
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L HUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MILK AND RAW DAIRY PRODUCTS
ISO . . A
16654¢ Alternative method: GENE-UP E. coli O57:H7
BPW 20h at 41.5°C + 72h at 2-8°C
® Confirmation
‘B Result ;
2| % Final result Agreement >
& 2 Product Direct streaking IMS Captivate VIDAS E 72h 72h > &
g § Result :g = S|~
= PCR- | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 =32
BPW | Lysate Before After Before After Before After Before After Before After Before After E 2
72h 72h Typical purif — )E)urlf Typical purif — funf Typical purif — funf Typical purif — funf Typical purif — furlf Typical purif — funf S BPW |Lysate| BPW Lysate
colonies | Latex 157/ | Indole colonies | Latex 157/ | Indole colonies | Latex 157/ | Indole colonies | Latex 157/ | Indole colonies | Latex 157/ | Indole colonies | Latex 157/ | Indole o
0157 | |17 0157 | |7 0157 | 7 0157 | |y o157 | 0157 | |17
2016 | 864 |Raw ewe milk + + + +M + + + +M + + +M + +M + +M + +M + + + + PA PA 3
2016 | 865 |Raw ewe milk + - - st st st - st - - - - ND ND 3
2016 | 866 |Raw ewe milk + + + +M + + + +M + + +M + +M + +M + +M + + + + PA PA 3
2016 | 867 |Raw ewe milk - + + +M + + + +M + + +M + +M + +M + +M + + + + PD PD 3
2016 | 868 |Raw cow milk + + + +M + + + +M + + +M + +M + +M + +M + + + + PA PA 3
2016 | 1321 | Raw ewe milk + + + +M + + +M + + +Md + +m + +M + +1/2 + + + + PA PA 3
2016 | 1322 | Raw cow milk - + + +m + + +m + + +Md + +m + +M + +M + + + + PD PD 3
2016 | 1335 | Raw cow milk + - - - - st - st - - - - ND ND 3
+ (after
2016 | 1336 | Raw cow milk - + + - - +md - - - +M - - - regrowth i + PA PA 3
in BHI)
2016 | 1770 | Raw cow milk - - - st - st - st - - - - NA NA 3
2016 | 1771 | Raw cow milk + + + - - +m + + +m + + +m + +m + + + + PA PA 3
2016 869 Raw cow milk + + + +M + + + +M + + +M + +m + +M + +1/2 + + + + PA PA 3
cheese
2016 | gro |Raweowmilk b : : : st : : : | N | ND |3
cheese
P - (auto
2016 | 871 R;‘" cowmilk |, T e I T R S IR BV IR gt | o+ +Md | agglut - m |+ " + + PA PA |3
cheese inante)
201 | g7z |RawEwemik | 0 0 |3
cheese
Raw goat milk
206 | 874 | 209 T - - - - st - - - - | PAm@y | ND | 3
2016 | g7 |Rawgoatmilk |l b e e e s | e | M| s mo| M| M2 |+ + + |+ | PA | PA |3
2016 | 76 |RaW goatmilk + + |+ YR S e Y e M2 |+ +M + M|+ M|+ + + + PA PA 3
cheese
2016 | 1323 |Rawgoatmilk |, P T A - Md |+ M|+ M|+ M|+ " + + PA PA |3
cheese
2016 | 1326 | Raw goat milk ] + | o+ +p + |+ mo| o+ |+ wpd | + +M + M|+ M|+ + + + PD PD 3
cheese
2016 | 1327 | Rawgoatmil | e | | W) | o+ |+ M| mo| wo| o+ M2 |+ + + |+ | PA | PA |3
2016 | 2040 | Raw Ewemilk e g : st : st st : : | n | N |3
cheese
2016 | 2042 |RAwgoatmilk | 1 +smd | -(x5) st : st st : : - | N ND | 3
cheese

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

M|CR0\/AN!': Wi

10 July 2025]
SPECIFIC PROTOCOL @ - RAW MILK AND RAW DAIRY PRODUCTS
ISO . . S
16654¢ Alternative method: GENE-UP E. coli O57:H7
BPW 20h at 41.5°C + 72h at 2-8°C
@ Confirmation
[ Result ;
2| % Final result Agreement >
& 2 Product Direct streaking IMS Captivate VIDAS E 72h 72h > &
o § Result :g = S|~
= PCR- | PCR- CT SMAC CT Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 =32
BPW | Lysate Before After Before After Before After Before After Before After Before After E 2
72h 72h Typical purif — )E)urlf Typical purif — funf Typical purif — funf Typical purif — )E)unf Typical purif — furlf Typical purif — funf S BPW |[Lysate| BPW Lysate
colonies | Latex 157/ | Indole colonies | Latex 157/ | Indole colonies | Latex 157/ | Indole colonies | Latex 157/ | Indole colonies | Latex 157/ | Indole colonies | Latex 157/ | Indole o
o157 | |y o157 | o157 | 7 o157 | 7 0157 | |7 o157 | 7
2016 | g7 |Raw cow milk ] + | o+ +M P R R TV U e M|+ +m + M| o+ m |+ + + + PD PD 3] ¢
cheese
2016 | 879 Raw cow milk + + + +M + + + +M + + +M + +M + +p + +M + + + + PA PA 3 [
cheese
2016 | ggo | Rawcowmilk | : : : : : : : - w | N 3]
cheese
2016 | gg2 |Raw cow milk + + | o+ +M P R R TV U e M|+ +M + M| o+ wp | o+ + + + PA PA 3] ¢
cheese
2016 | gea | oowmik | hop | : mo| o+ : Md | o+ : + . - | NDeey | NDmway | 3 | ¢
2016 | 1325 | Raweowmilk | b ] mo| - | - md | - | - : : MR | -] - : : -l n | N |3
cheese
2016 | 1328 |Raweowmilk | f b s | oo o+ | e #2d |+ M|+ M| M| + + + PA PA |3 ] ¢
cheese
2016 | 1329 | Raw cow milk + + | o+ +p + |+ M|+ |+ M|+ +M + M|+ M|+ + + + PA PA 3] ¢
cheese
2016 | 1330 Raw cow milk - + + +p + + +M + + +pd + +M + +p + +p + + + + PD PD 3 [
cheese
Raw cow milk
2016 | 1332 cheese - -I-/- - - +m + + +M + + - +3)d | + + +(2) - - + - - NAen@r) | NAenay | 3 | €
2016 | 1333 |Raweowmilk b b e |+ |+ : |+ : Hayd |+ M|+ + . - | NDrey | NDmway | 3 | ¢
cheese
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Standardized report -Qualitative methods

iSZL(l)TF?Iz;ngRCe;%(I)VrE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - VEGETABLES
16654 Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C
Confirmation
2, | | | -
% g . . Direct streaking IMS Captivate VIDAS g é § % §
g &)% Result é CT SMAC CT Chrom ID O157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 é § g § -
N o Before After Before After Before After Before After Before After Before After < § g
g - purif = . purif 1 purif purif 5| ot purif 5| | purf purif =l purif purif El % E %
c-lc-))llgﬁgls I(‘;tg; IC_)?tSe;/ Indole é ;)Ilg:‘cizls éitg; 521]?;/ Indole é C-I;)}llg:ﬁ:ls éitg; (Isjtg;(/ Indole é ;}llg:qci:!s I(_)a1tg>7< (Iﬁtf)e;/ Indole % ;)Ilgﬁgls (L;t;; (Iﬁtf)e;/ Indole é C-Dllg:ﬁ:ls I(.)afg; é?ttie;/ Indole é %
H7 H7 H7 H7 H7 H7 &)
2015 | 7594 | Sprouts - - - - - - - - - - - - - A NA 4 | a
2015 | 7595 | Sprouts - - - - - - - - - - - - - A NA 4 | a
2015 | 7596 | Sprouts - - - - - - - - - - st - - - - - NA 4 | a
2015 | 7597 | Sprouts + - - - - - - - - - - - - N ND 4 | a
2015 | 7599 | Chive + + +p + + + |+ +p + + + |+ +p + + + +p + + + +p + + + +p + + + | + + PA 4 a
2015 | 7600 | Chive + + +p + + + |+ +p + + + |+ +p + + + +p + + + +p + + + +p + + + | + + PA 4 a
2016 | 243 | Sprouts - - - - - - - - - - - - - A NA 4 | a
2016 | 244 | Sprouts - + - + - - | +m + + + |+ = - | +m + + + | +m + + + + |+ PD 4 | a
2016 | 245 | Sprouts + + - + - - - - = - | +m + + + |+ | +m + + + ]+ |+ PA 4 | a
2016 | 246 | Sprouts - - - - - - - - - - - - - A NA 4 | a
2016 | 247 | Sprouts - - - - - - - - - - - - - A NA 4 | a
2016 | 248 | Sprouts + - - - - - - - - - - - - A ND 4 | a
2016 | 249 | Sprouts + + - + - - - - = - | +m + + + |+ | +m + + + + |+ PA 4 | a
2016 | 794 | Chive - + +m + + + |+ | +m + + + |+ M + + + | +M + + + | +p + + + | +M + + + |+ |+ PD 4 | a
2016 | 795 | Basil + - st - st - st - st - st - st - - - ND 4 | a
2016 | 796 | Coriander - + +M + + + |+ | M + + + |+ +M + + + | +M + + + +p + + + | M + + + | + + PD 4 a
2016 | 797 | Parsley + + +M + + + |+ +p + + + |+ +p + + + +p + + + +p + + + +p + + + | + |+ PA 4 | a
2016 | 806 | Sprouts - - - - - - - - - - - - - A NA 4 | a
2016 | 1716 | Sprouts - - - - - - - - - - - - - A NA 4 | a
2016 | 1717 | Parsley - - - - - - - - - - st - - - - NA 4 | 3
2016 | 2934 | Parsley - - - - - - - - - - st - - - - - NA 4 | a
2015|7601 | Baby leaves + + +m + + + |+ | +m + + + |+ | +1/2 + + + | +m + + + +p + + + | +1/2 + + + | + + PA 4 b
2015|7602 | Baby leaves i - - - - - - - - - st - - - - - ND 4 | b
2015 | 7603 | Baby leaves - + | +m + + + |+ | +m + + + |+ H12 + + + +1/2 | + + + | 4p + + + | +M + + + o+ |+ PD 4 | b
2015 | 7604 | Baby leaves + + +m + + + |+ | +m + + + |+ +M + + + | +1/2 + + + +p + + + | +1/2 + + + | + + PA 4 b
2015 | 7605 | Baby leaves - + | +m + + + [+ ] +m + + + |+ | M + + + | H2 |+ + + | +M + + + | +1/2 + + + 0+ |+ PD 4 | b
2015 | 7606 | Baby leaves - - - - - - - - - - - - - N NA 4 | b
2015|7607 | Baby leaves + + +m + + + |+ | +m + + + |+ +M + + + | +M + + + +p + + + | M + + + | + + PA 4 b
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

EZLCI)T;C;%};R?;’I)E%E-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - VEGETABLES
16654 ¢ Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C
Confirmation
2, . | | -
% g .. . Direct streaking IMS Captivate VIDAS g § § % §
ol & Result | & CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 g2 & | 8"
N o Before After Before After Before After Before After Before After Before After < § g
8 . purif purif § . purif purif § . purif purif § . purif purif § . purif purif § . purif purif § :.% ng: %
CT")'/"’)'I‘C'ZL bﬂtg; cL)?tse;/ Indole % CT")'IE:‘C'ZIS (L;tg’; cL)?tg/ Indole % CT"};"’):‘C':L (L;tg’; gjtg/ Indole § "T"}'Iglnﬁgls (L;tg;‘ éﬁtg;/ Indole % CT"y'g:‘?ZIS (L)af;; éﬁtg;/ Indole é CTO}'Ig:‘ﬁ:L ';tg; (LJ?tse;/ Indole é “E
H7 = H7 = H7 = H7 = H7 = H7 “1 8
2016 | 250 | Baby leaves + + +m + + + |+ - - | /2 + + + | +m + + + | M + + + | +m + + + + |+ PA 4 | b
2016 | 251 | Baby leaves - - - - - - - - - - st - - - - - NA 4 | b
2016 | 252 | Baby leaves + + +1/2 + + + + | +1/2 + + + + +M + + + m + + + p + + + | +1/2 + + + + + PA 4 b
2016 | 798 | Baby leaves + + +M + + + + +p + + + + +p + + + +p + + + +p + + + +p + + + | 4+ + PA 4 b
2016 | 799 | Baby leaves - + +M + + + |+ +p + + + |+ +p + + + | +1/2 + + + +p + + + +p + + + | + + PD 4 b
2016 | 807 | Baby leaves - + +M + + + + +p + + + + +M + + + +M + + + +M + + + +M + + + + + PD 4 b
2016 | 1720 | Baby leaves - - st - st - st - - - st - - - - - NA 4 | b
2016 | 1721 | Baby leaves - - - - - - st - - - st - - - - - NA 4 | b
2016 | 1722 | Baby leaves - - - - - - - - - - st - - - - - NA 4 | b
2016 | 1723 | Baby leaves - - st - - - st - - - st - - - - - NA 4 | b
2016 | 1724 | Baby leaves - - - - - - st - - - st - - - - - NA 4 | b
2016 | 1725 | Baby leaves - - - - - - - - - - st - - - - - NA 4 | b
2016 | 1726 | Baby leaves - - - - - - st - - - st - - - - - NA 4 | b
2016 | 2935 | Baby leaves - - - - - - st - - - st - - - - - NA 4 | b
2015|7608 | Salad - + +M + + + |+ | M + + + |+ +M + + + | +1/2 + + + +p + + + | +M + + + 0+ |+ PD 4 | ¢
2015|7609 | Grated carrots - - - - - - - - - - st - - - - - NA 4 | ¢
2015|7611 | Salad + + +M + + + |+ | M + + + |+ +p + + + | +M + + + +p + + + | +M + + + ] + |+ PA 4 | ¢
2015 | 7612 | Salad - + +M + + + |+ | M + + + |+ +M + + + | +M + + + +p + + + | M + + + | + + PD 4 c
2015 | 7615 | Vegetables mix - + | M + + + |+ | M + + + |+ ] M + + + | M + + + | +M + + + | +M + + + o+ |+ PD 4 | ¢
2015 | 7616 | Grated cubbage - - st - st - st - st - st - st - - - NA 4 | ¢
2016 | 253 | Baby leaves + + | +1/2 + + + |+ | M + + + |+ +M + + + | +1/2 + + + +p + + + | +M + + + ] + |+ PA 4 | ¢
2016 | 254 | Garted red cubbage + + +M + + + |+ | M + + + |+ +M + + + | +M + + + | +M + + + +p + + + ] + |+ PA 4 | ¢
2016 | 255 | Grated carrots = + +1/2 + + + + +M + + + + +M + + + +M + + + p + + + +M + + + + + PD 4 c
2016 | 256 | Vegetables mix + + +M + + + [+ +M + + + |+ | M + + + | +1/2 + + +| 4 + + + | +M + + + | + |+ PA 4 | ¢
2016 | 257 | Vegetables mix + + +M + + + |+ | M + + + |+ +M + + + | +1/2 + + + +p + + + +p + + + |+ |+ PA 4 | ¢
2016 | 258 | Vegetables mix + + m + + + + m + + + + +1/2 + + + m + + + +M + + + +M + + + + + PA 4 c
2016 | 800 | Cress - - - - - - - - - - - - - - - - NA 4 | ¢
2016 | 801 | Grated carrots - - - - - - - - - - st - st - - - NA 4 | ¢
2016 | 802 | Vegetables mix - - - - - - - - - - st - - - - - NA 4 | ¢
2016 | 803 | Salads mix - - - - - - - - - - st - - - - - NA 4 | ¢
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - VEGETABLES
16654 Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C
Confirmation
£ . scC S E
s Z Direct streaking IMS Captivate VIDA 2| < - =
& | 2 |Product 5 =2 = 2 2
ol & Result | & CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID O157:H7 CT SMAC Chrom ID 0157:H7 g2 & | 8"
L o Before After Before After Before After Before After Before After Before After S § g
8 purif purif = purif purif = purif purif = purif purif = purif purif = purif purif = B _g %
Typigal Latex § Typigal Latex § Typigal Latex § Typiqal Latex E Typigal Latex § Typigal Latex § E . =
colonies | 88X | 0157/ | ndole | 2 | °"*° | XX | 0ts71 | ndole | E | € | 2 | o571 | indole | & | ©OM°° | X | 0157/ | Indole | E | €M% | 2K | 0157/ | incole | & | “0M | X | 0187/ [ ndole | 2| E
H7 H7 H7 H7 H7 H7 o
2016 | 804 | Vegetables mix - - - - - - - - - - st - - - - - NA 4 | ¢
2016 | 805 | Garted red cubbage - - st - - - st - - - st - - - - - NA 4 | ¢
2016 | 1718 | Salad - - - - - - - - - - st - - - - - NA 4 | ¢
2016 | 1719 | Salad - - - - - - - - - - st - st - - - NA 4 | ¢
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Standardized report -Qualitative methods

iSZL(l)TE?Iz;g:)RCe;’l):'(I)VrE-UP E. coli O157:H7 M I C R O VA L HUU
10 July 2025] NEN
GENERAL PROTOCOL - VEGETABLES
1 :;24, Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C + 72h at 2-8°C
" Confirmation
% = Resl = AT IESS Agreement 72h >
& 2 | broduct Direct streaking IMS Captivate VIDAS 2 72h S| &
o § Result g 8"
L PCR- | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 ps
BPW | Lysate Before | After Before |  After Before |  After Before |  After Before |  After Before | After '%
720 | 720 | Typical purif Lpautz; Typical purif Lpaut:i Typica purif Lpaut:i Typica purif f:tzi Typica purif f:tz; Typica purif I_pautZi § BPW |Lysate| BPW Lysate
colonies (L)e;tg; 0157/ colonies (L)e;tg; 0157/ colonies I6a1t§)7( 0157/ colonies (I:;tg; 0157/ colonies I6a1tg>7( 0157/ colonies Iéatg); 0157/ §
H7 H7 H7 H7 H7 H7
2015 | 7597 | Sprouts i - - st - - ND ND 4 a
2015 | 7599 | Chive W W W +p + + +p + + +p +p +p +p + + + PA PA 4 | a
2015 | 7600 | Chive W W W +p + + +p + + +p +p +p +p + + + PA PA 4 | a
2016 244 | Sprouts W W - - +m + +m + + + + + PD PD 4 a
2016 245 | Sprouts + + + - - +m + +1/2 + + + + + PA PA 4 a
2016 248 | Sprouts i - - - - ND ND 4 a
2016 249 | Sprouts + + + - - +m + +m + + + + + PA PA 4 a
2016 794 | Chive + + +m + + +M + + +M + +M + +M + +M + + + + PD PD 4 | a
2016 795 | Basil + ifil- st st st st st - - ND ND 4 a
2016 796 | Coriander + + +M + + +M + + +M + +M + +p + +p + + + + PD PD 4 | a
2016 797 | Parsley + + + +M + + +M + + +M + +M + +p + +p + + + + PA PA 4 a
2015 | 7601 |Baby leaves i i i +M + + - +p + +m + + + + i PA PA 4 b
2015 | 7602 |Baby leaves i - - st - - ND ND 4 b
2015 | 7603 |Baby leaves + + +m + + +1/2 + + +M +m +p +1/2 + + + PD PD 4 b
2015 | 7604 |Baby leaves + + + +m + + +m + + +M +1/2 +p +1/2 + + + PA PA 4 b
2015 | 7605 |Baby leaves + + +m + + +m + + +M +m +p +m + + + PD PD 4 b
2015 | 7607 |Baby leaves i i i +M + + +M + + +M +M +p +M + + i PA PA 4 b
2016 250 | Baby leaves i i i +m + + +m + +m + +m + +m + +m + + + i PA PA 4 b
2016 252 | Baby leaves + + + +M + + +M + +M + +1/2 + +M + +M + + + + PA PA 4 b
2016 798 | Baby leaves + + + +M + + +M + + +M + +M + +M + +p + + + + PA PA 4 b
2016 799 | Baby leaves + + +M + + +1/2 + + +1/2 + +M + +m + +M + + + + PD PD 4 b
2016 807 | Baby leaves + + +M + + +M + + +M + +M + +M + +M + + + + PD PD 4 b
2015 | 7608 | Salad + + +p + + +M + + +p +1/2 +p +M + + + PD PD 4 c
2015 | 7611 | Salad + + + +M + + +M + + +M +M +p +M + + + PA PA 4 c
2015 | 7612 | Salad + + +M + + +M + + +M +M +p +M + + + PD PD 4 c
2015 | 7615 |Vegetables mix + + +M + + +M + + +M +m +p +M + + + PD PD 4 c
2016 253 | Baby leaves + + + +M + + +M + +M + +M + +M + +M + + + + PA PA 4 c
2016 254 | Garted red cubbage + + + +M + + +M + +M + +M + +M + +M + + + + PA PA 4 c
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - VEGETABLES
1 :;24, Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C + 72h at 2-8°C
Confirmation
(2]
2 = Resul = (WLt Agreement 72h >
P i i i S 72h
§ é Product Direct streaking IMS Captivate VIDAS 8 ;.), %
o 3 Result E S
L PCR- | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 b
BPW | Lysate Before | After Before |  After Before |  After Before |  After Before |  After Before | After '%
72h 72h Typical purif | purif Typical purif purif Typical purif purif Typical purif purif Typical purif purif Typical purif purif E BPW | Lysate BPW Lysate
colonies | Latex Kt colonies | Latex LA colonies | Latex LA colonies | Latex et colonies | Latex et colonies | Latex it €
0157 0157/ 0157 0157/ 0157 0157/ 0157 0157/ 0157 0157/ 0157 0157/ S
H7 H7 H7 H7 H7 H7
2016 255 | Grated carrots - + + +M + + +M + +M + +M + +p + +p + + + + PD PD 4 c
2016 256 | Vegetables mix W W W +M + + +p + +M + +M + +p + +p + + + + PA PA 4 c
2016 257 | Vegetables mix W W W +M + + +p + +M + +M + +p + +p + + + + PA PA 4 c
2016 258 | Vegetables mix + + + +M + + +M + +M + +M + +M + +M + + + + PA PA 4 c
2016 800 |Cress - - - +md - - - +md - - - - +md - - - - - NA NA 4 c
ADRIA 118/196 Version 3




Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

M|CR0\/AN!': Wi

GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES

Year of analysis

Sample N°

Product

16654

Alternative method: GENE-UP E. coli 057:H7

Result

BPW 18h at 41.5°C

PCR Result

Confirmation

Direct streaking

IMS Captivate

VIDAS

CT SMAC

CT Chrom ID O157:H7

CT SMAC Chrom ID O157:H7

CT SMAC

Chrom ID 0O157:H7

Typical
colonies

Before

purif purif

After

Latex
0157/
H7

Latex
0157

Indole

Final result

Typical
colonies

Before
purif

After
purif

Latex
0157

Latex
0157/
H7

Indole

Final result

Typical
colonies

After
purif

After
purif

Before
purif

Before
purif

Typical
colonies

Final result

Latex Latex
0157/ | Indole (L;tg;‘ 0157/
H7 H7

Latex

0157 Indole

Final result

Typical
colonies

Before
purif

After
purif

Latex
0157

Latex
0157/

H7

Indole

Typical
colonies

Final result

After
purif

Before
purif

Latex
0157/
H7

Latex

0157 Indole

Final result

Confirmation final result

Final result 18h

Category

Agreement 18h

Type

2016

7572

Residues
(vegetables
industry)

NA 5

2016

7573

Residues
(vegetables
industry)

+M

*p

P

+M + +

*p

PA 5

2016

7667

Dust from dairy

industry

*p

*p

*p

+p + +

*p

PA 5

2016

7668

Dust from dairy

industry

*p

+M

P

*p

PA 5

2016

7669

Dust from dairy

industry

*p

*p

P

+p + +

*p

PA 5

2016

7670

Dust from dairy

industry

st

st

st

NA 5

2016

777

Residues
(delicatessen
industry)

+M(10)

m(2)

+p(10)

me5) | + +

*p(4)

PA 5

2016

7778

Residues
(delicatessen
industry)

+M

+1/2

+M

R | o+ | o+

*p

PA 5

2016

7779

Residues
(delicatessen
industry)

+m

+M

+M

+M + +

+M

PA 5

2016

7780

Residues
(delicatessen
industry)

+m

+M

+M

+M + +

+M

PD 5

2016

781

Residues
(delicatessen
industry)

+m

+M

+M

+M + +

*p

PA 5

2016

7963

Residues

(vegetables industry)

NA 5

2016

7964

Residues
(delicatessen
industry)

NA 5

2016

7965

Residues
(delicatessen
industry)

st

st

st

st

NA 5

2016

7966

Residues
(delicatessen
industry)

st

NA 5

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES
16654 ¢ Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C
Confirmation
2
> o . « . =
s = Direct streaking IMS Captivate VIDAS 2| < =
& | 2 |Product 5 =2 = 2 2
°l & 3 rom : rom : rom : 2|3 s K
z UE) Result ; CT SMAC CTCh ID O157:H7 CTSMAC Ch ID O157:H7 CT SMAC Ch ID 0157:H7 : 3 S| "
L o Before After Before After Before After Before After Before After Before After S § g
8 purif purif = purif purif = purif purif = purif purif = purif purif = purif purif = B _g %
Typiqal Latex § Typigal Latex § Typigal Latex § Typiqal Latex g Typigal Latex é Typigal Latex é § - =<
colonies | 88X | 0157/ | ndole | 2 | °"*° | XX | 0ts71 | ndole | E | € | 2 | o571 | indole | & | ©OM°° | X | 0157/ | Indole | E | €M% | 2K | 0157/ | incole | & | “0M | X | 0187/ [ ndole | 2| E
H7 H7 H7 H7 H7 H7 o
2016 | 7967 | Residues (Beef S I - s - s - N -
meat)
2016 | 7968 | Residues (Beef S R | s st s s st Lo l-] N s
meat)

2016 | 7969 Re@d_ues (dusts from - - st - st - st - st - st - st - - - NA 5
dairy industry)

2016 | 7970 | Residues (dustsfrom | -} st S| ost st st S|t S TN
dairy industry)

2016 | 7971 | Residues (dustsfrom | ) S| st S|t S| st S| st S|t o] N s
dairy industry)

Cleaning water
2016 | 7569 | (vegetables - + +p two| +w + |+ | 4p two| +w + | +p two| Hw + M | +tw | 4w +| 4p W +w + | +M W +w | + |+ PD 5
industry)

Cleaning water
2016 | 7570 | (vegetables + + +M + + + |+ +p + + + +p + + + | +M + + + +p + + + | M + + + | + + PA 5
industry)

Process water
2016 | 7571 | (vegetables - - st - - - - - - - st - st -] - NA 5
industry)

Cleaning water
2016 | 7773 | (delicatessen - + +p + + + |+ | +m + + + +p + + + | +M + + + ] +p + + + | +M + + + |+ |+ PD 5
industry)

Cleaning water
2016 | 7774 | (delicatessen - + +p + + + |+ | M + + + | +p + + + | +M + + +| 4 + + + | +M + + + + |+ PD 5
industry)

Cleaning water
2016 | 7775 | (delicatessen + + +p + + + |+ | M + + + +p + + + | +M + + + +p + + + | M + + + | + + PA 5
industry)

Cleaning water
2016 | 7776 | (delicatessen + + +M + + + + +M + + + +M + + + +M + + + +p + + + +p + + + | 4+ + PA 5
industry)

Cleaning water

2016 | 7782 (dairy industry)

Cleaning water

2016 | 7783 (dairy industry)

2016 | 7784 Cleaning water - + +p + + + |+ | +M + + + +p + + + | +p + + + +p + + + +p + + + ] 0+ |+ PD 5

(dairy industry)

2016 | 7785 Cleaning water - + +p + + + |+ +p + + + +p + + + | +p + + + +p + + + +p + + + ] 0+ |+ PD 5

(dairy industry)

Cleaning water
2016 | 7972 | (delicatessen - - - - - - - - - - - - - N NA 5
industry)
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Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU

10 July 2025]

GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES

16654 ¢ Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C

Confirmation

Direct streaking IMS Captivate VIDAS
Product

Result

Category

CT SMAC CT Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 CT SMAC Chrom ID O157:H7

Before After Before After Before After Before After Before After Before After
purif purif purif purif purif purif purif purif purif purif purif purif

Year of analysis
Sample N°

PCR Result

Final result 18h
Agreement 18h

Typical
colonies | Latex
0157

Typical

Latex ; Latex . Latex . Latex ; Latex . Latex
colonies | Latex colonies | Latex colonies | Latex colonies | Latex colonies | Latex
0157/ | Indole 0157 0157/ | Indole 0157 0157/ | Indole 0157 0157/ | Indole 0157 0157/ | Indole 0157 0157/ | Indole

H7 H7 H7 H7 H7 H7

Typical Typical Typical Typical

Final result
Final result
Final result
Final result
Final result

Final result
Confirmation final result

Type

Process water
2016 | 7973 | (delicatessen - - - - - - st - - - - - - A NA 5
industry)

Process water
2016 | 7974 | (delicatessen - - - - - - - - - - - - - A NA 5
industry)

2016 | 7975 Cleaningwalter ) ) ) ) ) ) ) ) ) | ] ] ] NA 5
(vegetables industry)

Cleaning water
2016 | 7976 (vegetables industry) ) ) ) i i i i T i i . . N I NA 5

Process water
2016 | 7977 (vegetables industry) ) ) ) i i i i T i i . . N I NA 5

2016 | 7978 | Cleaning water (dairy | 1| S| st S|t S| st S| st S|t o] N s
industry)

2016 | 7979 | Cleaning water (dairy | 1| S| st S|t S| st S| st S|t o] N s
industry)

2016 | 7980 | Cleaning water (dairy | [ | 1 B B 1 1 T 1.1 w |5
industry)

Wipe (vegetables

2016 | 7661 industry)

2016 | 7662 Wipe (vegetables - + +M + + + |+ | 4p + + + | +M + + + | +4p + + + | 4 + + + | +p + + + |+ |+ PD 5

industry)

Wipe (vegetables

2016 | 7663 industry)

Wipe (vegetables - (*

2016 | 7664 industry)

72h)

2016 | 7665 | Wipe (dairy industry) - - st - st - st - - - st - - - - - NA 5

2016 | 7666 | Wipe (dairy industry) - - st - - - st - - - st - - - - - NA 5

Wipe (delicatessen

2016 | 7786 industry)

+ + +p + + + [+ | 4p + + + +p + + + | +M + + +| 4 + + + | +M + + + | + |+ PA 5

Wipe (delicatessen

2016 | 7787 industry)

Wipe after cleaning
2016 | 7788 | (delicatessen - + +p + + + |+ | M + + + +p + + + | +M + + + +p + + + | M + + + | + + PD 5
industry)

Wipe after cleaning
2016 | 7789 | (delicatessen + + | +1/2 + + + |+ +p + + + +M + + + | +M + + + | M + + + +p + + + | + + PA 5
industry)

Wipe after cleaning
2016 | 7790 | (delicatessen + + +p + + + |+ | M + + + +p + + + | +M + + + +p + + + +p + + + | + + PA 5
industry)
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES
16654 Alternative method: GENE-UP E. coli O57:H7
BPW 18h at 41.5°C
Confirmation
2
ol . . . =
s = Direct streaking IMS Captivate VIDAS 2| < =
§ 2 | Product 5 2= = % g
g (cDEu Result é CT SMAC CT Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 E E S 3 -
L o Before After Before After Before After Before After Before After Before After S § g
8 purif purif = purif purif = purif purif = purif purif = purif purif = purif purif = B _g %
Typical 8 | Typical & | Typical & | Typical & | Typical 8 | Typical 8| E = <
colonies | Latex Latex S | colonies | Latex Latex 'S | colonies | Latex Latex s | colonies | Latex Latex s | colonies | Latex Latex s | colonies | Latex Latex El=
0157 0157/ | Indole | ;= 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 5
H7 H7 H7 H7 H7 H7 (&)
2016 | 7791 | WiPe (dairy + st st s st st st . - N |5
industry)
2016 | 7792 :’r\::ipuesgf;'ry + + +p + + + + +M + + + +p + + + +M + + + +p + + + +p + + + + + PA 5 c
2016 | 7793 g;’::y?:g;::ﬁ;)nmg - + +p + + + + +M + + + +p + + + +M + + + +p + + + +M + + + + + PD 5 c
2016 | 7794 g;‘:?yﬁﬁg;g:‘:;)ning - + +p + + + |+ +p + + + +p + + + +p + + + +p + + + +p + + + ]+ |+ PD 51| ¢
2016 | 7795 | VVipe after cleaning | 1) g st s st st - R
(dairy industry)
2016 | 7981 | \Vipe (delicatessen | | - - - - - S R R
industry)
Wipe after cleaning
2016 | 7982 | (delicatessen - - - - - - - - - - st - - - - - NA 51| c
industry)
Wipe after cleaning
2016 | 7983 | (delicatessen - - st - st - st - st - st - st - - - NA 51| c¢
industry)
2016 | 7984 Wlpe (dellcatessen - - - - - - - - - - - - - - - - NA 5 c
industry)
Wipe
2016 | 7985 (slaughterhouse) ] ] ] B ] i N B N B NA S| ¢
2016 | 8248 Wlpe (dellcatessen - - - - - - _ - _ - - - - _ _ - NA 5 C
industry)
2016 | 8249 Wlpe (dellcatessen - - - - - - _ - _ - - - st _ _ - NA 5 C
industry)
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R OVA L HUU
10 July 2025] NEN
GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES
ISO . . S
16654°¢ Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C + 72h at 2-8°C
Confirmation
@ Result :
s = . . , 3 F|na7|2rﬁsult Agreement 72h z
= 2 | Product Direct streaking IMS Captivate VIDAS 8 S §
o (;)E“ Result E S|
Nt PCR- | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 e
BPW | Lysate Before |  After Before |  After Before |  After Before |  After Before |  After Before | After '%
72h 72h . purif | purif . purif purif . purif purif . purif purif . purif purif . purif purif E | BPW |Lysate BPW Lysate
Typlgal Latex Typlgal Latex Typ|(?al Latex Typl(?al Latex Typlgal Latex Typlgal Latex = Y y
colonies | Latex 0157/ colonies | Latex 0157/ colonies | Latex 0157/ colonies | Latex 0157/ colonies | Latex 0157/ colonies | Latex 0157/ S
0157 0157 0157 0157 0157 0157 o
H7 H7 H7 H7 H7 H7
2016 7573 _Re3|dues (vegetables + + + +M + + +p + +p + +M + +p + +M + + + + PA PA 5 a
industry)
2016 | 7667 |Dust from dairy industry + + + +p + + +M + +p + +p + +p + +p + + + + PA PA 5 a
2016 | 7668 |Dust from dairy industry + + + +p + + +M + +p + +p + +p + +p + + + + PA PA 5 a
2016 | 7669 |Dust from dairy industry + + + +p + + +M + +p + +p + +p + +p + + + + PA PA 5 a
2016 | 7670 |Dust from dairy industry 0 0 5 a
Residues (delicatessen
2016 | 7777 industry) + + - +1/2 + + +1/2 + +M + +m + +p(2) + - + - + - PA NDen@y | 5 | a
2016 | 7778 | Residues (delicatessen |, e R M|+ MR |+ M|+ M|+ £ |+ | o+ | pa PA | 5 | a
industry)
2016 | 7779 | Residues (delicatessen + + £ | m | o+ + mo| o+ M|+ M|+ | o+ M|+ P + PA PA 5 | a
industry)
2016 | 7780 | Residues (delicatessen N M|+ M|+ o | o+ M| N PD PD | 5 |a
industry)
2016 | 7781 | Residues (delicatessen | e T T e MR | MR |+ M|+ MR | £ |+ | o+ | pa PA | 5 | a
industry)
Cleaning water
2016 7569 (vegetables industry) + + +p + + +M + +p + +M + +p + +M + + + + PD PD 5 b
2016 | 7570 SESZ:ZgI;aits;ustry) + + + +p + + +p + +p + M + +p + +M + + + + PA PA 5 | b
Cleaning water
2016 | 7773 (delicatessen industry) + + +p + + +M + +p + +1/2 + +p + +M + + + + PD PD 5 b
Cleaning water
2016 | 7774 (delicatessen industry) + + +p + + +M + +p + +M + +p + +1/2 + + + + PD PD 5 1b
2016 | 7775 | Cleaning water + + P Y + M|+ | o+ M|+ | o+ M ¥ ¥ " ¥ PA PA 5 | b
(delicatessen industry)
2016 | 7776 | Cleaning water + + P VI + |+ M|+ M|+ |+ M|+ P + PA PA 5 | b
(delicatessen industry)
2016 | 7782 | Cleaning water (dairy + + + +p + + +p + +p + +M + +p + +M + + + + PA PA 5 | p
industry)
2016 | 7783 | Cleaning water (dairy + + + +p + + +p + +p + +M + +p + +M + + + + PA PA 5 | p
industry)
Cleaning water (dairy
2016 7784 industry) + + +p + + +p + +p + +p + +p + +p + + + + PD PD 5 b
2016 | 7785 i(;lgz:::}gwater(dalry + + +p + + +p + +p + +p + +p + +p + + + + PD PD 5 | p
2016 | 7661 | Vipe (vegetables " st st st : st : S| D ND | 5 | ¢
industry)
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES
1 524 . Alternative method: GENE-UP E. coli 057:H7
BPW 18h at 41.5°C + 72h at 2-8°C
Confirmation
3 Result .
= = _ _ _ = F|na7I2rﬁsuIt Agreement 72h =
kS %;1 Product Direct streaking IMS Captivate VIDAS 8 2 S‘
o —
e S Result s S
> PCR- | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 e
BPW | Lysate Before |  After Before |  After Before |  After Before |  After Before |  After Before | After '%
72h 72h | Typical purif I_putrif Typical purif I_putrif Typical purif I_putrif Typical purif I_putrif Typical purif I_putrif Typical purif I_putrif E BPW |Lysate| BPW Lysate
colonies | Latex d1X | colonies | Latex aleX | colonies | Latex aleX 1 colonies | Latex aleX 1 colonies | Latex aleX | colonies | Latex alex S
o157 | 0157/ o157 | 0197/ o157 | ©O157/ o157 | 0157/ o157 | 157/ o157 | ©O157/ S
H7 H7 H7 H7 H7 H7
2016 7662 :Ir\‘lg)uesg\rl;)gﬂab|es + + +M + + +p + +p + +M + +p + +p + + + + PD PD 5 C
2016 | 7663 :’r“’;‘:fs:‘r’;)getab'es + st +d(2) | -x2 @i |+ |+ | +d@) | x4 +d(1)- ~ | NDrwey | NDevay | 5 | ¢
2016 | 7664 }’:g:fsi‘r’;)getab'es + B R e T e A imo| o+ i |+ m) |+ () |+ |- PA | NDmay | 5 | c
2016 7786 :I:\I(ijuesgg,e)llcatessen + + + +p + + +M + +p + +m + +M + +M + + + + PA PA 5 c
2016 | 7787 :’::;Lesi‘:;"catesse“ + + + +M + + +p + +M + +M + +p + +p + + + + PA PA 5 | ¢
2016 | 7788 m‘:ﬁ::tf:‘;’sﬁ?:g;gw) P T T T I R VI wo| MR | s wo| o+ MR |+ f |+ |+ | PD PO | 5 |c
2016 | 7789 | Wipe after cleaning + T R S T A I VIO M|+ M| M|+ M|+ p e |+ | P PA | 5 |c
(delicatessen industry)
2016 | 7790 | WiPe after cleaning * ¥ L Y O Y I M| M|+ p | o+ M|+ . PA PA | 5| ¢
(delicatessen industry)
2016 | 7791 | Wipe (dairy industry) + st st - st - - ND ND 5 1c¢
2016 | 7792 | Wipe (dairy industry) + + + +p + + +p + +p + +M + +M + +p + + + + PA PA 5 c
2016 7793 glaﬁfyaifr:gzgr:;)mng + + +p + + +p + +p + +1/2 + +p + +1/2 + + + + PD PD 5 c
2016 7794 g;ﬁ:ﬁﬁg:g:ﬁ;ﬂmg + + +p + + +p + +p + +p + +p + +p + + + + PD PD 5 C
2016 | 7795 | Wipe after cleaning + st st . st . Y ND | 5 | c
(dairy industry)
ADRIA 124/196 Version 3




Standardized report -Qualitative methods

[Szl(l)Tét;g:aRg’l)sc;vrfs-UP E. coli O157:H7 MICROVAL® I}
10 July 2025] NEN
. SHORTPROTOCOL-RAWMEATS (EXCEPTPOULTRY)-25gsamplesie |
1 6!2504 . Alternative method: GENE-UP E. coli 057:H7
BPW 8h at 41.5°C
Confirmation
é, > Direct streaking IMS Captivate VIDAS = =
S | 2 |Product = g | & % g2
"g ((D% Result % CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 g % £ S =
> o Before After Before After Before After Before After Before After Before After = k5 e
> § purif purif . purif purif B purif purif . purif purif = purif purif B purif purif B é é ﬂg’)
, 2| 1o 2| o 2| 1o 2| o 2| 1o 2 i <
ol oy 018! | Indoke é e oy CrBT | indoe é ol oy 01811 | ndoke é e oy 01811 | ndoe g e oy . é cines o 01871 | indole é “E
H7 - H7 - H7 . H7 - H7 . H7 =l 8
2016 | 547 |Fresh veal trim - + +M + + + |+ +p + + + + +p + + + | +M + + + +p + + + | +M + + + + + PD 6 a
2016 | 548 | Fresh veal trim + + +M + + + + +M + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 a
2016 | 549 | Fresh veal trim + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +M + + + + + PA 6 a
2016 | 550 | Fresh lamb meat + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 a
2016 | 551 | Fresh lamb meat + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +M + + + + + PA 6 a
2016 | 552 | Fresh ground beef + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 a
2016 | 553 | Fresh ground beef + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +M + + + + + PA 6 a
2016 | 554 |Fresh ground beef + + +p + + + + +p + + + + +p + + + +p + + + +p + + + +p + + + + + PA 6 a
2016 | 555 | Fresh beef trim + + +p + + + + +p + + + + +p + + + +p + + + +p + + + +p + + + + + PA 6 a
2016 | 556 | Fresh beef trim + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 a
2016 | 1162 | Fresh beef trim - - - - - - - - - - st - st - - - NA 6 a
2016 | 1163 | Fresh beef trim - - - - - - st - - - st - - - - - NA 6 a
2016 | 1164 | Fresh beef trim - - - - - - - - - - st - st - - - NA 6 a
2016 | 1165 | Fresh ground - - st - st - st - st - st - st - - - NA 6 a
2016 | 1166 | Fresh ground - - st - - - st - - - st - st - - - NA 6 a
2016 | 1167 | Fresh veal trim - - - - - - - - - - - - - - - - NA 6 a
2016 | 1168 | Fresh veal trim - - - - - - - - - - st - - - - - NA 6 a
2016 | 1169 | Fresh veal trim - - - - - - - - - - st - st - - - NA 6 a
2016 | 1170 | Fresh lamb meat - - - - - - - - - - st - st - - - NA 6 a
2016 | 1171 | Fresh lamb meat - - - - - - - - - - st - st - - - NA 6 a
2016 | 3682 | Pork meat + -/--| +md + + + - - - | +pd + + - | +md + + - | +pd + + - | +pd + + - i - NDFN(att) 6 a
2016 | 3683 | Pork meat - - - - - - - - - - st - - - - - NA 6 | a
2016 | 3684 | Pork meat + + +M + + + |+ | M + + + + +p + + + | +M + + + +p + + + - - + + PA 6 a
2015 | 7327 | Frozen veal trim - + +p + + + + +p + + + + +p + + + +M + + + +p + + + +p + + + + + PD 6 b
2015 | 7328 | Frozen veal trim + - st - st - st - st - st - st - - - ND 6 | b
2015 | 7329 | Frozen veal trim + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 b

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report s
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L HDU
10 July 2025] NEN
1 é§504, Alternative method: GENE-UP E. coli 057:H7
BPW 8h at 41.5°C
Confirmation
K%}
% > Direct streaking IMS Captivate VIDAS § z|
& 2 | Product = ) ) ) 2 o o | &
] E Result 2 CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 = = = w® | F
3 2 esu ¥ Before Atter Before Atter Before Atter Before Atter Before After Before After £ B 8 ©
> g purif purif purif purif purif purif purif purif purif purif purif purif S % 3
= E 3 E 3 3 HR RS
Typical o | Typical o | Typical o | Typical o | Typical o | Typical o £
colonies | Latex IE)a11tex ' | colonies | Latex e © | colonies | Latex LA ‘x| colonies | Latex ZE © | colonies | Latex S | colonies | Latex Ll © =
0157 57/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | = 0157 0157/ | Indole | .= S
H7 H7 H7 H7 H7 H7
o
2015 | 7330 | Frozen lamb meat + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 b
2015 | 7331 | Frozen lamb meat W + +m + + + |+ | +m + + + |+ | M + + + | +1/2 + + + +p + + + | M + + + + + PA 6 b
2015 | 7332 | Frozen lamb meat + + +p + + + + +p + + + + +M + + + +M + + + +p + + + +M + + + + + PA 6 b
2015 | 7333 E:;en ground + + +M + + + + +M + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 b
2015 | 7334 E:;Z?en ground + + +p + + + + +M + + + + +p + + + +M + + + +p + + + +M + + + + + PA 6 b
2015 | 7335 | Frozen ground S - S| st - - st o -] Na e b
beef
2015 | 7336 | Frozen ground e -] - |- - |- - |- - - N |6 |0
beef
2015 | 7337 Frozen ground - - st - st - st - st - st - st - - - NA 6 | b
beef
2015 | 7338 | Frozen beef trim + + +p + + + + +M + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 b
2015 | 7339 | Frozen beef trim - + +p + + + + +M + + + + +p + + + +p + + + +p + + + +p + + + + + PD 6 b
2015 | 7340 | Frozen beef trim + - - - - - st - - - st - st - - - ND 6 | b
2015 | 7341 | Frozen beef trim - + +p + + + + +p + + + + +p + + + +p + + + +p + + + +p + + + + + PD 6 b
2015 | 7342 | Frozen beef trim + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 b
2016 | 1154 | Frozen ground beef - - st - - - st - st - st - st - - - NA 6 b
2016 | 1155 | Frozen beef trim - - st - st - st - st - st - st - - - NA 6 b
2016 | 1156 | Frozen ground beef - - st - st - st - st - st - st - - - NA 6 b
2016 | 1157 | Frozen beeftrim S I - st - - st o -] Na e b
meat
2016 | 1158 | Frozen ground veal - - - - - - - - - - st - st - - - NA 6 b
2016 | 1159 | Frozen ground beef - - - - - - - - - - st - st - - - NA 6 b
2016 | 1160 | Frozen lamb meat - - - - - - - - - - st - st - - - NA 6 b
2016 | 1161 | Frozen ground veal - - - - st - st - - - st - st - - - NA 6 b
2015 | 7343 | Frozenseasoned | | g | ot S|t | ot S|t S| st - N e e
ground beef
2015 | 7344 ;:gfl‘;'; T)eeaes;oned + + | 4p T o S e e e I T I s oap |+ | 4 P TV U | oap | o+ | 4 N - + PA 6 | c
2015 | 7345 | Frozen seasoned + + | 4p T I T B e e I T I et s oM | o+ |+ | owp |+ | | oap | o+ | 4 N - + PA 6 | c
beef trim
2015 | 7346 Frozen. seasoned + + +p + + + + +M + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 c
beef trim
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Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

MICRO\/A:I!:” il

1 6I§504‘ Alternative method: GENE-UP E. coli 057:H7
BPW 8h at 41.5°C
Confirmation
@
= o Direct streaking IMS Captivate VIDAS = =
S = | Product = g S o 089 §
k] E Result 2 CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 = = = 5 | =
3 w esu & Before After Before After Before After Before After Before Atter Before Atter = B 8 ©
> % purif purif purif purif purif purif purif purif purif purif purif purif S % 3
o 2 2 2 2 2 2| B | £ <
Typical o | Typical o | Typical o | Typical o | Typical o | Typical o £
colonies | Latex Lz < | colonies | Latex g © | colonies | Latex Lz © | colonies | Latex — © | colonies | Latex Lo © | colonies | Latex Latex © =
0157 0157/ | Indole = 0157 0157/ | Indole = 0157 0157/ | Indole E 0157 0157/ | Indole = 0157 0157/ | Indole = 0157 0157/ | Indole = g
H7 H7 H7 H7 H7 H7
o
2015 | 7347 | Fresh seasoned s -] - |- |- |- st |- T VT AR
beef trim
2015 | 7881 | Fresh seasoned + + | +M T T Y e e e Y P TV N o N P TV R | 4 + PA 6 | ¢
beef trim
2015 | 7882 | Fresh seasoned B R st st st st st A T A
ground beef
2015 | 7883 | Fresh seasoned |- st S|t S|t S| st ot S|t e
beef meat
2015 | 7884 | Fresh seasoned + + | +p T T Y e e P TV R o N s M| o+ |+ | 4 + PA 6 | ¢
ground beef
2015 | 7885 Fresh _seasoned - + +p + + + + +M + + + + +p + + + +M + + + +p + + + +M + + + + + PD 6 C
beef trim
2015 | 7886 Fresh seasoned + + +M + + + + +M + + + + +M + + + +m + + + +p + + + | +1/2 + + + + + PA 6 C
beef meat
2016 | 1172 | Fresh seasoned A S|t S|t S| st ot S|t - NA |6 | c
beef meat
2016 | 1173 | Fresh seasoned A S|t S|t S| st ot S|t - NA | 6 | c
beef meat
2016 | 1174 | Fresh seasoned A S S S S|t S| R NA |6 | ¢
beef meat
2016 | 1175 | Fresh seasoned A S S S S| st S|t A NA |6 |
beef meat
2016 | 1176 | Fresh seasoned A R - S S S| st S| -] - NA |6 |
beef trim
2016 | 1177 | Fresh seasoned A R - S S S| st - R NA |6 | ¢
beef trim
2016 | 1178 | Fresh seasoned - - - S|t A - - - S|t -]t - - NA 6 | c
ground beef
2016 | 1179 | Fresh seasoned A S S| S|t S| st - -] - NA | 6 | c
beef trim
2016 | 1915 | Fresh seasoned A R - S S S| st S|t R NA |6 | ¢
beef trim
2016 | 3244 | Seasonned pork A Sl st |- st |- ot S - NA | 6 | c
meat
2016 | 3245 ziaastonned pork + + +p + + + + +p + + + + +p + + + +p + + + +p + + + +p + + + + + PA 6 c
2016 | 3246 zzzstm“ed pork + + | +p T P VI N P N P T P + PA 6 | ¢
2016 | 3685 z‘zzst“"ed pork R A Sl B Y U U I R 5()" S oepd |+ | LM | o+ | ow S| - | NAmew | 6 | c
2016 | 3686 | Seasonned pork A |- : |- st st A T A
meat
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Standardized report -Qualitative methods

Summary Report .
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L HUH
10 July 2025] NEN
ISO . ,
16654¢ Alternative method: GENE-UP E. coli 057:H7
BPW 8h at 41.5°C +72h at 2-8°C
Confirmation
2 Result .
5| = Direct streaki IMS Captivat VIDAS 5| Mo | Ageemenan | 2l
g ié Product irect streaking aptivate f & 2‘
= 3 Result e S
o rom : rom : rom : p
N PCR- | PCR- CT SMAC CTCh ID O157:H7 CT SMAC Ch ID 0157:H7 CT SMAC Ch ID 0157:H7 pa
BPW | Lysate Before After Before After Before After Before After Before After Before After :%
if if if if if if if if if if if if
72 72 Typical = Late:u” Typical = Late)[:un Typical e Late)[:un Typical o Late);()url Typical = o Typical = Late)F()un E BPW | Lysate| BPW | Lysate
colonies | Latex colonies | Latex colonies | Latex colonies | Latex colonies | Latex | Latex colonies | Latex c
0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ | Indole Indole 0157/ | Indole o
0157 H7 0157 H7 0157 H7 0157 H7 0157 | 0157/H7 0157 H7 (&}
2016 | 547 | Fresh veal trim - + + +1/2 + + +p + + +p + +M + +p + +M + + + + PD PD 6 | a
2016 | 548 |Fresh veal trim + + + +1/2 + + +1/2 + + +p + +m + +p + +1/2 + + + + PA PA 6 | a
2016 | 549 |Fresh veal trim + + + +p + + +M + + +p + +M + +p + +M + + + + PA PA 6 | a
2016 | 550 ::n’z:th lamb + + + | o+ | o+ o | o+ | o+ wp | o+ 2 |+ |+ M|+ + + + PA PA | 6| a
2016 551 ::nree:th lamb + + + +p + + +p + + +p + +M + +p + +M + + + + PA PA 6 a
2016 | 552 E;ﬁh ground + + + +p + + +M + + +p + +1/2 + +p + +1/2 + + + + PA PA 6| a
2016 | 553 E;‘:jh ground + + + | o+ |+ Moo+ | wp | o+ 2 |+ wp | o+ mo| o+ + + + PA PA | 6| a
2016 | 554 E;‘;h ground + + + | o+ |+ M|+ | wp | o+ 2 |+ wp | o+ mo| o+ + + + PA PA | 6| a
2016 555 | Fresh beef trim + + + +p + + +p + + +p + +m + +p + +M + + + + PA PA 6 | a
2016 556 | Fresh beef trim + + + +p + + +p + + +p + +1/2 + +p + +1/2 + + + + PA PA 6 | a
2016 | 3682 | Pork meat i [+ | -/~ | +md + + +m + + +M + +1/2d | + tp(1) | + +m + i - - NDrnl) | NDenary | 6 | a
2016 | 3684 | Pork meat + + + +M + + +M + + +p + +M + +p + +M + + + + PA PA 6| a
2015 | 7327 ;z;ze“ veal : T T R R +p M +p +p + |+ | + [ PD | PD |60
2015 | 7328 | ;oo ved! A e e N I st : st : Sl - | - | N | ND | 60D
2015 | 7329 fr;;ze“ veal + o+ e |+ |+ o | o+ | o+ +p +M +p M + + ¥ PA PA | 6| b
2015 | 7330 ::n'::f“ lamb + + + | o+ |+ wp | o+ | o+ +p +M +p +p + + + PA PA | 6| b
2015 | 7331 ;’::f“ lamb + £+ | | o+ | o+ mo| o+ |+ M M M M + + " PA PA | 6| b
2015 | 7332 ;’::f" lamb + o+ e |+ |+ M|+ |+ +p +M +p M + + ¥ PA PA | 6| b
2015 | 7333 EZ‘(’;‘*“ gound |l e M | s | s M|+ | s +p +M +p +M s |+ |+ | PA | PA |6
2015 | 7334 EL‘;‘*“ gound |l s | | s | s M|+ | s +p 2 +p +M s |+ |+ | PA | PA |6
2015 | 7336 |prozendround |yl N I : i st i | - I N | ND |6

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report .
[2015LR59 GENE-UP E. coli O157:H7 M IC R OVA L HUH
10 July 2025] NEN
ISO . ,
16654¢ Alternative method: GENE-UP E. coli 057:H7
BPW 8h at 41.5°C +72h at 2-8°C
Confirmation
K%} Result i
5| = Direct streaki IMS Captivat VIDAS 5| o | Ageemenan | g
[ (2] [5]
g ié Product irect streaking aptivate f 2 .%
= 3 Result e S
o CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 “
> PCR- | PCR- s
BPW | Lysate Before After Before After Before After Before After Before After Before After :%
if if if if if if if if if if if if
72h 72h Typica| puri Late:u” Typica| purt Late)[:url Typica| purt Late)[:url Typica| puri Late)}()url Typica| purt purt Typica| purl Late)[()url ‘g BPW Lysate BPW Lysate
colonies | Latex colonies | Latex colonies | Latex colonies | Latex colonies | Latex | Latex colonies | Latex S
0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ | Indole Indole 0157/ | Indole o
0157 H7 0157 H7 0157 H7 0157 H7 0157 | 0157/H7 0157 H7 (&}
2015 | 7338 | Frozen beef e T e O I +p M 4 12 s |+ |+ | pa| P l6]0D
2015 | 7339 m‘zen beef : T T R R +p M +p +p + |+ | + [ PD | PD |60
2015 | 7340 | rozen beef A e e N I : i st : - | - I N | ND |6
2015 | 7341 fr;;’nze“ beef e VI R +p M + 2 + |+ |+ [ 0| P |6]|b
2015 | 7342 m\ze" beef + PO R TV O R N +p M +p M s |+ |+ | PaA | PA |60
Frozen
2015 | 7344 | seasoned + + + +M + + +p + + +p +M +p +M + + + PA PA 6 | c
ground beef
Frozen
2015 | 7345 |seasoned beef + + + +p + + +p + + +p +M +p +M + + + PA PA 6| c
trim
Frozen
2015 | 7346 |seasoned beef + + + +p + + +M + + +p +M +p +M + + + PA PA 6 | c
trim
Fresh
2015 | 7347 |seasoned beef + - - - + + - + + - - - - - - - ND ND 6 | ¢
trim
Fresh
2015 | 7881 |seasoned heef + + + +m + + +m + + +M +m +p +M + + + PA PA 6 | c
trim
Fresh
2015 | 7883 |seasoned beef + - - st + + - + + st - st - - - - ND ND 6| c
meat
Fresh
2015 | 7884 |seasoned + + + +p + + +M + + +p +1/2 +p +M + + + PA PA 6 | c
ground beef
Fresh
2015 | 7885 |seasoned beef - + + +p + + +M + + +p +1/2 +p +M + + + PD PD 6| c
trim
Fresh
2015 | 7886 |seasoned beef i i i +M + + +M + + +p +m +p +m + W + PA PA 6| c
meat
2016 | 3245 ::ﬁmed pork + + + wp |+ | o+ wp | o+ |+ +p +p +p p + + + PA PA | 6| ¢
2016 | 3246 ;«:aas;oned pork + + + | o+ |+ VI R +p +p +p +p + + + PA PA | 6| ¢
Seasoned pork +md +pd
2016 | 3685 | > P < | | - | 4md | -x5 o |t Md |+ - (g) + md | -x5 + - - | NAmay | NAmvan | 6 | ¢
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Standardized report -Qualitative methods

Summary Report .
[2015LR59 GENE-UP E. coli 0157:H7 MICROVAL i
10 July 2025] NEN
1 6!2504 . Alternative method: GENE-UP E. coli 057:H7
BPW 24h at 41.5°C
» Confirmation
2| 2 >
P i i i — )
% ié Product Direct streaking IMS Captivate VIDAS E § § 2 %
= - -— ©
5| & Result IR CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 = 3| g|°
> Result Before After Before After Before After Before After Before After Before After g 8 (—: 3
purif purif § purif purif § purif purif § purif purif § purif purif § purif purif § =5 = >
T‘{pic.al Latex | LatEX e T’fpi‘?al Latex | LatEX 2 T’fpi‘?al Latex | LateX 2 TSI'pi(?al Latex | LateX e TSI'pi(?al Latex | LBtEX 2 Tylpic.a' Latex | LatEX ¢lg A
colonies atex ‘® | colonies atex ‘® | colonies atex ‘® | colonies atex ‘® | colonies atex ‘@ | colonies atex ©
0157/ | Indole | £ 0157/ | Indole | £ 0157/ | Indole | £ 0157/ | Indole | £ 0157/ | Indole | £ 0157/ | Indole | £ | ©
0157 H7 0157 H7 0157 H7 0157 H7 0157 H7 0157 H7
2016 | 547 | Fresh veal trim - + - - +M + + + + | M + + + +M + + + +p + + + +M + + + + PD | 6 | a
2016 | 548 |Fresh veal trim + + +m + + + |+ | +M + + + |+ | M + + + | +M + + + | +M + + + | +M + + + |+ + PA | 6 | a
2016 | 549 |Fresh veal trim + + +p + + + + +M + + + + +p + + + +M + + + +p + + + +M + + + + + PA 6 a
2016 | 550 ::n’z:th lamb + + S e e T T T M| o+ |+ P O T + | M |+ + + 1 + | + | PAlS6 ]| a
2016 551 ::nree:th lamb + + +p + + + + +M + + + + +p + + + +M + + + +p + + + +M + + + + + PA 6 a
2016 | 552 E;ee?h ground + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 a
2016 | 553 E;‘:jh ground + + e T T T e T e P O T + | M |+ + + 1 + | + | PAl6 ]| a
2016 | 554 E;‘:jh ground + + e T T M| o+ |+ P O T + | M |+ + + 1 + | + | PAl6 ]| a
2016 555 | Fresh beef trim + + +p + + + + +p + + + + +p + + + +M + + + +p + + + +p + + + + + PA 6 a
2016 | 556 | Fresh beef trim + + +p + + + + +M + + + + +p + + + +M + + + +p + + + +M + + + + + PA 6 a
2016 | 1162 | Fresh beef trim - - - - - - st - - - st - st - - - NA | 6 | a
2016 | 1163 | Fresh beef trim - - st - - - st - - - st - - - - - NA | 6| a
2016 | 1164 | Fresh beef trim - - st - - - - - - - st - - - - - NA | 6 | a
2016 | 1165 | Fresh ground - - st - st - st - st - st - st - - - NA | 6 | a
2016 | 1166 | Fresh ground - - - - - - - - - - st - - - - - NA | 6 | a
2016 | 1167 | Fresh veal trim - - - - - - - - - - - - - - - - NA | 6 | a
2016 | 1168 | Fresh veal trim - - - - - - - - - - st - - - - - NA | 6 | a
2016 | 1169 | Fresh veal trim - - st - - - st - - - st - - - - - NA | 6 | a
2016 | 1170 | Freshlamb : S| st |- oo |- oo |- ol - nmle]a
meat
2016 | 1171 | Freshiamb : - | st - - -] st - - -] st - -l - | - | NA|6]|a
meat
2016 | 3682 | Pork meat + + +p + + + + - - +p + + + +m + + + +p + + + +pd + + + + + PA 6 a
2016 | 3683 | Pork meat - - - - - - - - - - - - - - - - NA | 6 | a
2016 | 3684 | Pork meat + + +1/2 + + + + +M + + + + +M + + + +M + + + +M + + + +M + + + + + PA 6 a
2015 | 7327 ::r:::en veal - + +p + + + + +p + + + + +p + + + + +M + + + + +p + + + + +p + + + + + + PD 6 b

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report .
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L HUH
10 July 2025] NEN
1 6I2504‘ Alternative method: GENE-UP E. coli 057:H7
BPW 24h at 41.5°C
@ Confirmation
% = >
§ ié Product Direct streaking IMS Captivate VIDAS g § § E,’, %
= - -— ©
5| & Result S CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 = 3| g|°
> Result Before After Before After Before After Before Atter Before After Before Atter g -4 (—: 8
purif purif =] purif purif = purif purif = purif purif =] purif purif = purif purif S| £ >
Typical Latex & | Typical Latex & | Typical Latex & | Typical Latex & | Typical Latex & | Typia Latex & s ol
colones I(_)a;tg)?( 0157/ | Indole :._é colonies ée;tg; 0157/ | Indole E colonies ée;tg; 0157/ | Indole § colonies Iéa}]tg); 0157/ | Indole :I_E“ colonies Iéa}]tg); 0157/ | Indole I_% colonies I(_)e;tse; 0157/ | Indole I_% o
H7 H7 H7 H7 H7 H7
2015 | 7328 | Frozen veal + -] s - - s - -l - [N |60
trim
2015 | 7329 ;E;ze“ veal + + T e e T e e T N e R B ¥ L e e e e + |+ |+l + | + | PAlS6 0D
2015 | 7330 Fm’::te“ lamb + + T e e | I T I O Y S R A i U PR IRPA IR Y R e + |+ |+l + | + | PAl6 0D
2015 | 7331 Fmr:azfn lamb + + +m + + + + +m + + + + +p + + + + +1/2 + + + + +p + + + + +M + + + + + + PA 6 b
2015 | 7332 Fm’::f" lamb + T I T T e o e e e e e I VI I A A A (v (PR PR R PR SV Y I + |+ |+l + | + | PAls6 oD
2015 | 7333 E;‘;e" ground + T T T T e e e e e e e I VI I A A (S (PR PR B PR SV Y I + |+ |+l + | + | PAls6 oD
2015 | 7334 E:ﬁen ground + + +p + + + + +M + + + + +p + + + + +M + + + + +p + + + + +M + + + + + + PA 6 b
2015 | 7335 |Frozenground | - |- |- s |- | s |- R
beef
2015 | 7336 | Frozenground |, |- - oo |- S| oo - ol - [N |6 |b
beef
2015 | 7337 | Frozenground | - |- oo s | oo | s |- R
beef
2015 | 7338 ::r'i':)nzen beef + + +p + + + + +M + + + + +p + + + + +M + + + + +p + + + + +M + + + + + + PA 6 b
2015 | 7339 frz;zen beef = + +p + + + + +p + + + + +p + + + + +p + + + + +p + + + + +p + + + + + + PD 6 b
2015 | 7340 | Frozen beef + S - o] S S| st S -l - I |6 |
trim
2015 | 7341 ::::en beef = + +p + + + + +p + + + + +p + + + + +M + + + + +p + + + + +p + + + + + + PD 6 b
2015 | 7342 ;?;ze" beef + + T e N T T T O I O O O Ve e e e e e e ¥ e e e e TN A
2016 | 1154 |rozenground | S| st |- oo |- oo |- R
beef
2016 | 1155 | Frozen beef trim - - st - st - st - st - st - st - - - NA | 6 | Db
2016 | 1156 | Frozenground | - s S - Sl - - ol - N6
beef
2016 | 1157 | Frozen beeftrim - - S - ] - S ol - N6
meat
2016 | 1158 |Frozenground | - |- Sl S ] S|t S o - Nale b
veal
2016 | 1159 | Frozenground | - - S S S| st S -l - I Nale b
beef

ADRIA 131/196 Version 3



Standardized report -Qualitative methods

Summary Report
[2015LR89 GENE-UP E. coli O157:H7 MICROVAL® i
10 July 2025] NEN
1 6I2504‘ Alternative method: GENE-UP E. coli 057:H7
BPW 24h at 41.5°C
@ Confirmation
% = Direct streaki IMS Captivat VIDAS 5| o
§ ié Product irect streaking aptivate g % g § .%
5| & Result S CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 §= 3| 3 |°
> Result Before After Before After Before After Before Atter Before After Before Atter ‘gé (—: 8
purif purif § _ purif purif § _ purif purif § . purif purif § . purif purif § . purif purif § =5 = >
cTo)IlgLCiZL Latex A = cTosllg:::Is Latex LA = cTosllg:::Is Latex Kt s (:Tgllgrﬁ:ls Latex et = (:Tgllgrﬁ:ls Latex L = (IJYIE:;ZL Latex it = “g - A
0157/ | Indole | £ 0157/ | Indole | 2 0157/ | Indole | 2 0157/ | Indole | 2 0157/ | Indole | 2 0157/ | Indole | | ©
0157 H7 o 0157 H7 o 0157 H7 o 0157 H7 = 0157 H7 o 0157 H7 o
2016 | 1160 | Fozen lamb - - - N - - - - NA | 6| b
meat
2016 | 1161 |Frozenground b - - - st S| Lol - nae b
veal
Frozen
2015 | 7343 | seasoned - - st - st - st - - - st - - - - - NA | 6 | c
ground beef
Frozen
2015 | 7344 | seasoned + + +p + + + + +p + + + + +M + + + + +M + + + + +p + + + + +M + + + + + + PA 6 c
ground beef
Frozen
2015 | 7345 | seasoned beef + + +M + + + + +M + + + + +M + + + + +m + + + + +p + + + + +M + + + + + + PA 6 C
trim
Frozen
2015 | 7346 | seasoned beef + + +p + + + + +M + + + + | +(3) + + + + +M + + + + +p + + + + +M + + + + + + PA | 6 c
trim
Fresh
2015 | 7347 | seasoned beef i - - - - - st - - - st - - - - - ND | 6 | c
trim
Fresh
2015 | 7881 | seasoned beef + + +M + + + + +M + + + + +M + + + + +m + + + + +p + + + + +M + + + + + + PA 6 C
trim
Fresh
2015 | 7882 | seasoned - - - - - - st - - - st - - - - - NA | 6 | c
ground beef
Fresh
2015 | 7883 | seasoned beef + - - - - - st - - - st - - - - - ND | 6 | ¢
meat
Fresh
2015 | 7884 | seasoned + + +p + + + + +M + + + + | +2) + + + + +m + + + + +p + + + + | +1/2 + + + + + + PA | 6 c
ground beef
Fresh
2015 | 7885 | seasoned beef - + +p + + + + +M + + + + +p + + + + | +1/2 + + + + +p + + + + +M + + + + + + PD 6 C
trim
Fresh
2015 | 7886 | seasoned beef + + +M + + + + | +1/2 + + + + | +1/2 + + + + +m + + + + +p + + + + +m + + + + + + PA 6 c
meat
2016 | 1172 | [resnseasoned | g - s - st s N YRR
eef meat
2016 | 1173 | Freshseasoned | - | s ot ot - st - R
beef meat
2016 | 1174 |Freshseasoned |- ) |- |- - st |- -] - nafe e
beef meat
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

M |CRO\/A“|;* il

1 ;2504, Alternative method: GENE-UP E. coli 057:H7
BPW 24h at 41.5°C
@ Confirmation
(72
? = Direct streakin IMS Captivate VIDAS 5| o
S| 2 |Product g P |5 588
= - -— ©
5| & Result S CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 = 3| g|°
> Result Before After Before After Before After Before Atter Before After Before Atter g 8 c—: 8
il purif purif § il purif purif § il purif purif § sl purif purif § sl purif purif § Tvoical purif purif § == L% :(:33
ypica @ | Typica & | Typica & | Typica @ | Typica & | Typica S| E
colonies | Latex A T | colonies | Latex LA T | colonies | Latex Kt T | colonies | Latex et T | colonies | Latex L T | colonies | Latex it © 3
0157/ | Indole | € 0157/ | Indole | £ 0157/ | Indole | € 0157/ | Indole | € 0157/ | Indole | € 0157/ | Indole | £ | ©
0157 H7 o 0157 H7 o 0157 H7 o 0157 H7 = 0157 H7 o 0157 H7 o
2016 | 1175 | [reshseasoned | S - S S Sl - S S NA | 6 | ¢
beef meat
2016 | 1176 | FTeShseasoned | - |- S ] ] S|t ] - - Nnae e
beef trim
2016 | 1177 | Freshseasoned | A N - - - S st - o - Nnale e
beef trim
2016 | 1178 Fresh seasoned i i i i i i i i i i i i i i i i NA |6 | G
ground beef
2016 | 1179 | Freshseasoned | - |- S S ] S|t S Sl - Nnae e
beef trim
2016 | 1915 | Freshseasoned | - ; - - - - - - - N e c
beef trim
2016 | 3244 zgflf‘:r:‘:;d : -] - s - s - o s v e
2016 | 3245 ig?l‘:‘?::;d + + +M + + + + +M + + + + +p + + + +M + + + +p + + + +M + + + + + PA 6 C
2016 | 3246 sgf:?r:‘:;d + + T I Y I I I Y i et o] oap |+ |+ P O T + | M |+ + + 1+ | + | PAlS6 ]| c
2016 | 3685 §§::?::aetd - + +(r;1)d + + + + - - +p + + + - - ()|t + + | +md + + + + + PD 6 C
2016 | 3686 | Seasonned : .| - Sl S Sl S|t S o s Nae e
pork meat
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Standardized report -Qualitative methods

Summary Report .
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L HUH
10 July 2025] NEN
ISO . . . .
16654¢ Alternative method: GENE-UP E. coli 057:H7
BPW 24h at 41.5°C +72h at 2-8°C
Confirmation
@ Result i
% = Direct streaki IMS Captivat VIDAS 3 F'”a7|2r|‘:3“” Agreement 72h g
[ (2] [
g %E; Product irect streaking aptivate 8 9 .%
sl oS Result e S
oL PCR. | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 pa
BPW | Lysate Before After Before After Before After Before After Before After Before After :%
if if if if if if if if if if if if
20 1 T2h gy = Late;u” Typical o Late:un Typical e Latefun Typical = Latefun Typical o Late:un Typical = Late:u" E BPW | Lysate | BPW | Lysate
colonies | Latex colonies | Latex colonies | Latex colonies | Latex colonies | Latex colonies | Latex c
0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ | Indole o
0157 H7 0157 H7 0157 H7 0157 H7 0157 H7 0157 H7 (&)
2016 | 547 | Fresh veal trim - + + +(1) + + +1/2 + + +M + +1/2 + +M + +1/2 + + + + PD PD 6 | a
2016 | 548 | Fresh veal trim + + + +1/2 + + +m + + +M + +1/2 + +M + +M + + + + PA PA 6 | a
2016 | 549 | Fresh veal trim + + + +p + + +M + + +p + +1/2 + +M + +M + + + + PA PA 6 | a
2016 | 550 Fm’::th lamb + + |+ | o+ | o+ Moo+ | p |+ M|+ M|+ M|+ + + + PA PA | 6 | a
2016 | 551 Fmree:th lamb + + + +p + + +M + + +p + +1/2 + +M + +M + + + + PA PA 6 a
2016 | 552 E::?hground + + + +p + + +M + + +p + +M + +p + +p + + + + PA PA 6 a
2016 | 553 E:‘:hgmund + + |+ | o+ | o+ ML+ | wp | o+ m |+ p |+ mo| o+ + + + PA PA | 6 | a
2016 | 554 E;ee?hground + + + +p + + +M + + +p + +1/2 + +p + +M + + + + PA PA 6 a
2016 | 555 | Fresh beef trim + + + +p + + +M + + +p + +M + +p + +p + + + + PA PA 6 | a
2016 | 556 | Fresh beef trim + + + +p + + +M + + +p + +1/2 + +p + +M + + + + PA PA 6 | a
2016 | 1162 | Fresh beef trim - 0 0 6 | a
2016 | 1163 | Fresh beef trim - 0 0 6 | a
2016 | 3682 | Pork meat + + + +p + +p + +p + +1/2d +p + +M + + + + PA PA 6 | a
2016 | 3683 | Pork meat - 0 0 6 | a
2016 | 3684 | Pork meat + + + +M + +M + +1/2 + +1/2 +p + +M + + + + PA PA 6 | a
2015 | 7327 | Frozen veal trim - + + +p + + +p + + +p +M +p +p + + + PD PD 6 b
2015|7328 | Frozen veal trim + - - st st st - st - - - - ND ND 6 | b
2015|7329 | Frozen veal trim + + + +p + + +p + + +p +p +p +p + + + PA PA 6 b
2015 | 7330 ;’::f“ lamb O R T I I O I +p +M +p +M s |+ | + | Pa | PA |6 |0D
2015 | 7331 ;’::f" lamb + e - . mo| o+ | o+ +p +M +p M ¥ P PA | PA | 6 | D
2015 7332 | Frozen famb A e T T i |+ |+ 4 M # M sl e |+ | Pa | PA|6 |
2015 | 7333 EL‘;‘*“ gound | bl M| s | s M|+ | +M +M +p +M s |+ |+ | Pa | PA |6 |0D
2015 | 7334 | prozenground |yl | | M| | + M + M |+ |+ | PA | PA |6 |0
2015 | 7336 | rozenground |yl st : st Sl ND | ND | 6| b

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report .
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L HUH
10 July 2025] NEN
ISO . ) P
16654¢ Alternative method: GENE-UP E. coli 057:H7
BPW 24h at 41.5°C +72h at 2-8°C
Confirmation
K%} Result i
% e, _ _ _ s F|na7lzr|:,sult Agreement 72h =
E 2 | proguct Direct streaking IMS Captivate VIDAS 2 ;,), §
o ;,,E“ Result E S|
N PCR- | PCR- CT SMAC CT Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 ps
BPW | Lysate Before After Before After Before After Before After Before After Before After :%
if if if if if if if if if if if if
72n | 72 Typical e Late;u” Typical = Latefun Typical e Latefun Typical o Latefun Typical = Late:un Typical = Late:un E BPW | Lysate | BPW | Lysate
colonies | Latex colonies | Latex colonies | Latex colonies | Latex colonies | Latex colonies | Latex c
Ol o|1_|577/ Indole o 0;577/ Indole Oie 0:37/ Indole O 0;577/ Indole e 0;577/ Indole Oier 0;577/ Indole | S
2015|7338 frli-z‘zen beef + + + +p + + +p + + +p +M +p +M + + + PA PA 6 | b
2015 | 7339 m‘zen beef A e T e O I +p +p +p +p + |+ | + | P | PD |6 |b
2015 | 7340 | Frozen beef A : : i st : -l - | - L N | N |6 |D
trim
2015 | 7341 fr?;’nze“ beef . A R O o |+ | o+ 4 +M +p +p + |+ | + [ PD | PD |6 |bD
2015 | 7342 m\ze" beef A O O R R +p M +p M s |+ | + | Pa | PA |6 |D
Frozen
2015 | 7344 | seasoned + + + +p + + +p + + +p +M +p +M + + + PA PA 6 c
ground beef
Frozen
2015 | 7345 | seasoned beef + + + +p + + +p + + +p +1/2 +M +M + + + PA PA 6 | ¢
trim
Frozen
2015 | 7346 | seasoned beef i i i +M + + +M + + +p +M +(1) +M + i + PA PA 6 | c
trim
2015 | 7347 | Freshseasoned | : i i : : S| - -] N | ND |6 |
beef trim
2015|7881 | Freshseasoned | b gp |y | amo| o+ | +M +m +p +M s+ |+ | Pa | PA |6
beef trim
Fresh seasoned
2015|7883 beef meat + - - st - st - st - - - - ND ND 6 c
2015 | 7884 | Fresh seasoned |, T IV I R M|+ |+ M m +p M " + ¥ PA PA | 6 | ¢
ground beef
2015 | 7885 | Fresh seasoned | T T M|+ |+ +p 2 +p +M + |+ | + | P | PD|6|c
beef trim
2015 | 7886 | Freshseasoned | b gp |y | amo| o+ | +M +m +p +m s+ |+ | Pa | PA |6
beef meat
2016 | 3244 | Seasonedpork | 0 0 |6 |c
meat
2016 | 3245 | Seasonedpork |y |y | |+ + M M M |+ |+ | PA | PA |6 |c
2016 | 3246 zﬁ”ed pork 1y e | s | | M|+ +p +M +M +M s+ | o+ | Pa | PA |6 ]
Seasoned pork +md +md
2016 | 3685 meat - [H+ |+ () + @ + +pd + - st + +md | + - - + | NArvay | PD 6 | ¢
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
1 ;2504, Alternative method: GENE-UP E. coli 057:H7
BPW 10h at 41.5°C
» Confirmation
2 e, .
§ é Product - Direct streaking IMS Captivate VIDAS T'=E § § E}, %
7] = — — ©
s ] Result ¥ CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 S = § é ©
> ?3 Before After Before After Before After Before After Before After Before After T 8 % 3
o purif purif =] purif purif = purif purif = purif purif =] T purif purif 35 purif purif 35 E = = <5(>
Typigal Latex é Typigal Latex § Typigal Latex E Typigal Latex § Typical Latex g Typiqal Latex g =
colonies | LaeX | 6157/ | indole | E | 0" | LK | 0457y | incole | & | S | L | o157y | ngole | B |00 | LXK G457y | ngole | 2 | colonies | L% | 01571 |ingole | & | 0S| LeX | Gte7y | ngote| B| S
H7 H7 H7 H7 H7 H7
2016 | 3187 | Ground beef - + | 2| + + + |+ |2 | + + + |+ M + + + | +1/2 + + +p + + + | +1/2 + + +| + |+| PD |7 |a
2016 | 3188 |Beef trim + - - - - - - - - - st - - - - - ND 7| a
2016 3189 | Beef trim + + +M + + + +M + + + +M + + + +M + + +p + + +p + + + + PA 7| a
2016 | 3190 | Beef trim & + | +md/i+| + + + |+ | +mdi+| + + + |+ | M + + + H2 | + + + | +4) + + + | #12 + + +| + | +| PA |7 |a
2016 | 3191 | Beef trim i - - - - - - - - - st - - - - - ND 7| a
2016 | 3192 | Beef trim - - - - - - - - - - st - - - - - NA 71 a
2016 | 3193 | Ground beef W - | +d(3) | -(x3) | -(x3) | -(x3) | - - - st - - - st - - - - - ND 7| a
2016 3248 | Beef trim + + +M + + + + | +md + + + |+ +p + + + | +1/2 + + + +p + + + +M + + + |+ + PA 71| a
2016 3249 Veal trim - + +Md + + + + +md + + + + +m + + + +md + + + +M + + + +M + + + + + PD 7 a
2016 | 3250 | Veal trim - - | +md | -x5 - - - - - - - st - - - - - NA 7| a
2016 | 3251 |Lamb trim + - - - - - - - - - st - - - - - ND 71 a
2016 | 3252 |Lamb trim - - - - - - - - - - st - - - - - NA 7| a
2016 | 3253 | Lamb trim - + | +pd + + + + - - +p + + - - +p + + - +m + + + |+ + PD 71 a
2016 | 3254 |Beeftrim - - - - - - - - - - st - - - - - NA 71 a
2016 | 3255 |Beeftrim - - - - - - - - - - st - - - - - NA 7| a
2016 | 3256 |Beeftrim - - - - - - - - - - - - - - - - NA 71| a
2016 | 3257 | Vealtrim - - - - - - - - - - st - - - - - NA 7| a
2016 | 3259 |Pork meat - - - - - - - - - - - - - - - - NA 7| a
2016 | 3260 |Pork meat - - - - - - - - - - st - - - - - NA 7| a
2016 | 3262 |Pork meat - - - - - - - - - - st - - - - - NA 7| a
2016 | 3466 |Pork meat + / + Ll - - - | +m + + + |- | +m + + - +p + + - +m + + -t - |NDen@iy| 7 | a
2016 | 3467 |Pork meat + + - - - - | +m + + + |+ +m + + + | +M + + + +m + + + ]+ + PA 71 a
2016 | 3680 |Pork meat - - - - - - - - - - - - - - - - NA 71 a
2016 3681 | Pork meat = + +m + + + + | +m + + + |+ | M + + + | +M + + + +p + + + +M + + + + + PD 7| a
2016 | 3201 |roenbeet g st oo - st o AR
2016 3202 E_:;zen beef - + +M + + + + | +1/2 + + + + +M + + + +m + + + +p + + + +M + + + + + PD 710D
2016 | 3203 |Frozen e + P R + + PR R + + + 2| o+ + + |+ + + + | 4M + + s+ |+ PA 710D
ground beef m P p
Frozen
2016 | 3204 ground beef i - - - - - - - - - st - - -l - - ND 71Db
Frozen
2016 3205 ground beef - + +M + + + + | +m + + + |+ +p + + + | M + + + +p + + + +M + + + + + PD 710D

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C ROVA L UUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
1 ;2504, Alternative method: GENE-UP E. coli 057:H7
BPW 10h at 41.5°C
» Confirmation
[72]
= 2 >
% g Product » Direct streaking IMS Captivate VIDAS s s s q§), §
‘S IS 2 = = bt S|
5 | & Result e CT SMAC CT Chrom ID O157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID O157:H7 §=3 & |°
> ?3 Before After Before After Before After Before After Before After Before After g 8 % 3
o Vol purif purif § Tvoica purif purif § Tvoica purif purif § Tvoica purif purif § T purif purif § Tvaical purif purif § == uf:: E:n
ypica Latex £ Typica Latex £ 'ypica Latex £ 'ypica Latex £ Typical Latex £ ypica Latex £ =
colonies | LaeX | 6157/ | indole | E | 0" | LK | 0457y | incole | & | S | L | o157y | ngole | B |00 | LXK G457y | ngole | 2 | colonies | L% | 01571 |ingole | & | 0S| LeX | Gte7y | ngote| B| S
H7 H7 H7 H7 H7 H7
2016 | 3206 |Frozen ; + | M |+ + e A + oL+ owp | o+ + + M| o+ + +| +p + + + | +M + + s+ + |+ PD | 710D
ground beef
2016 | 3207 | Frozen P R |- - |- | st - - -l - |- N |7 ]D
ground veal
2016 3208 ::r';::enveal - + +M + + + + +M + + + + +M + + + +M + + + +p + + + +p + + + + + PD 71D
2016 | 3200 | TPV | g - st - s - N AR
2016 | 3210 rr?mze" lamb + L+ o | o+ + + |+ | +md | + + + |+ +m |+ + + - S + + + | +m + + s+ [+ PA | 710D
2016 | 3211 ::r::’nze" lamb v+ | - - S|+ + + 2| o+ + | +p + + + | 4M + + s+ [+ PA | 710D
2016 | 3063 | Frozenpork A - - - st S oo N |7
meat
2016 | 3774 |Frozenlamo A I - |- S S| ost |- N AR
trim
2016 | 3775 |Trozenlamb b |- |- |- - S T A
trim
2016 | 3776 | Frozenpork A - S - - S - Na |7
meat
2016 | 3777 | Frozenveal A S |- S S| ost |- ool a ] Na 7 b
trim
2016 3778 Frozen ground . . . . . . . . . . . _ _ _ . . NA 7 | b
veal
2016 | 3779 |Frozenground | - s - s - S AR
beef
2016 | 37s0 |frozenground | - s - s . S AR
beef
2016 | arer |[ozengond ) - | - s - N AR
2016 | 3194 |Seasoned ; + | 2| o+ + T + + [+ 4pd |+ + + M|+ + +| +p + + + | +M + + s+ + |+ PD | 7]c
beef trim
2016 | 3195 | Seasoned o | w] owp |+ + P I TV I o ] e | s + | M |+ + + | 4p + + + | M + + s+ |+ PA | 7]
beef trim
2016 | 3196 g::fs:)r?:]d - + | 4p + + + |+ +p + + + [+ 4p + + + | +M + + +| +p + + + +p + + + | + |+ PD 71 ¢
2016 | 3197 geasoped ; + | M |+ + + [+ +m | o+ + oL+ owp | o+ + + M|+ + +| +p + + + | 4M + + s+ + |+ PD | 7]c
eef trim
2016 | 3198 | Seasoned o ] owp | o+ + P I Y I o ] e | s + | M |+ + + | 4p + + + | 4p + + s+ |+ PA | 7]
ground beef
2016 | 3199 | Seasoned + L] oM |+ + P I Y I o ] e | s + | M |+ + + | 4p + + + | 4p + + s+ |+ PA | 7]
ground beef
2016 | 3200 |Seasoned + L+ v o+ + e + oL+ owp | o+ + + M|+ + +| +p + + + | 4 + + s+ |+ PA | 7]c
ground beef
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C ROVA L UUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
1 ;2504, Alternative method: GENE-UP E. coli 057:H7
BPW 10h at 41.5°C
» Confirmation
[72]
= 0 -
% g Product = Direct streaking IMS Captivate VIDAS s s s a§), §
‘S IS 2 = = bt S|
s ] Result ¥ CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 §§ § é ©
> ?3 Before After Before After Before After Before After Before After Before After g 8 % 3
o purif purif § purif purif § purif purif § purif purif § T purif purif § purif purif § == uf:: E:D
Typigal Latex £ Typigal Latex £ Typigal Latex £ Typigal Latex £ Typical Latex £ Typiqal Latex £ =
colonies | LaeX | 6157/ | indole | E | 0" | LK | 0457y | incole | & | S | L | o157y | ngole | B |00 | LXK G457y | ngole | 2 | colonies | L% | 01571 |ingole | & | 0S| LeX | Gte7y | ngote| B| S
H7 H7 H7 H7 H7 H7
2016 | 3244 sgff‘r’::; A I - |- - - S Sl NA | 7|
2016 | 3245 sz?;‘:::; o |+ o | o+ + oo+ | o | o+ + P I + + M| o+ + +| +p + + + | +M + + s+ [+ PA |7 ]c
2016 3246 §§?E?:eeadt + + | +Md + + + + | +1/2d + + + + +p + + +m + + + +p + + + +M + + + + + PA 71 ¢
2016 3247 Seasoned + + | +Md + + + + | +md + + + + +p + + +m + + + +p + + + +M + + + + + PA 71 ¢
ground beef
2016 | 3058 | Marinated A I - - - |- S S TR
Beef trim
2016 | 3061 | Seasoned A I - - - | ost S S TR
pork meat
2016 | 3465 | Seasoned T - - - s - N AR
pork meat
2016 | 3767 | Seasoned - |- | #12d | -x5 |- - |- | st - - -] NA 7 e
pork meat
2016 | 37eg | Seasoned S I - | - s o N AR
pork meat
2016 | 3769 | Seasoned I - - - s - N AR
pork meat
2016 | 3770 | Seasoned co -] M | x5 - - - st - T AR
pork meat
2016 | 3771 | Seasoned A I - - - st S oo N |7 e
pork meat
2016 | 3772 | Seasoned S I - s - s - S AR
beef trim
2016 | 3773 | Seasoned - - - - - - - | st - | st -l NA T e
ground beef
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R OVA L HUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
1 ;2&‘ Alternative method: GENE-UP E. coli 057:H7
BPW 10h at 41.5°C +72h at 2-8°C
Confirmation
2 e RS = | Final result Agreement -
[4+] . . . - [
e © Direct streaking IMS Captivate VIDAS @ 72h 72h S| g
.f_o“ = Product % g &
P 3 Result = O
o PCR. | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 pa
BPW | Lysate Before After Before After Before After Before After Before After Before After :%
if if if if if if if if if if if if
72h | 72h Typical i Latexpurl Typical oL Latexpurl Typical L Latexpurl Typical i Latexpurl Typical i Latexpurl Typical e Latexpun E BPW | Lysate BPW |Lysate
colonies | Latex colonies | Latex colonies | Latex colonies | Latex colonies | Latex colonies | Latex [
0157 o:|577/ Indole 0157 o|1_|577/ Indole 0157 o|1_|577/ Indole 0157 o|1_|577/ Indole 0157 0:1577/ Indole 0157 0:'577/ Indole S
2016 | 3187 S;:f““d A T M : st I s o+ | o+ PD | PD |7 |a
2016 | 3188 | Beef trim + - st - - ND ND | 7| a
2016 | 3189 | Beef trim + + + +M + +1/2 + +M +md +p +M + + + PA PA | 7| a
2016 | 3190 |Beef trim + + + +md | -(x5) +md + +md/+ |+ - +m + + | 4 + PA PA |7 | a
2016 | 3191 |Beef trim + - st - - ND ND 7| a
2016 | 3192 | Beef trim - st - - NA NA |7 ] a
2016 | 3193 | Ground + : st - ND | ND | 7| a
beef
2016 | 3248 |Beef trim i W + +M + +m + +p +M +p +M + |+ + PA PA | 7 | a
2016 | 3249 | Veal trim + + +M + +M +m +p +1/2 + + + PD PD 71| a
2016 | 3251 |Lamb trim + - st - - ND ND |7 | a
2016 | 3253 |Lamb trim + + +p + +m + +p +m +p +1/2 + + + PD PD | 7 | a
2016 | 3466 |Pork meat + + + +md + +md + +M + +1/2 + +p(1) + | 4 + PA PA |7 | a
2016 | 3467 |Pork meat i W + +M + +M + +p +1/2 + |+ + PA PA | 7 | a
2016 | 3681 | Pork meat + + +1/2 + +1/2 + +p + +1/2 + +M + +1/2 + + + + PD PD 71 a
2016 | 3201 ::::en beef) st st st : st - ND | ND | 7|0
2016 | 3202 | o2 beef R T M|+ M 2 4 +M +| + | + | PO | PD |70
Frozen
2016 | 3203 |ground + + + +M + +1/2 + +M +1/2 +p +M + + + PA PA | 7 1|D
beef
Frozen
2016 | 3205 |ground + + +M + +M + +p +M +p +M + |+ + PD PD |7 | b
beef
Frozen
2016 | 3206 |ground + + +p + +M + +p +M +p +M + + + PD PD | 7 | b
beef
2016 | 3207 | Frozen + - st - - ND ND |7 | b
ground veal
2016 | 3208 fr::’nzen"ea' s |+ | w2 | s M|+ +M 12 +p +112 s o+ | o+ PD | PD | 7|0
2016 | 3210 |Frozen + £ |+ | | o+ mo| o+ Y m +p 112 + PA PA | 7 |b
lamb trim

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L HUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
1 ;2&‘ Alternative method: GENE-UP E. coli 057:H7
BPW 10h at 41.5°C +72h at 2-8°C
Confirmation
2 e RS = | Final result Agreement -
e i i i o 72h 72h S
& %;l Product Direct streaking IMS Captivate VIDAS § % %
° s Result e 3
o PCR. | PCR- CT SMAC CT Chrom ID 0O157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 pa
BPW | Lysate Before After Before After Before After Before After Before After Before After :.%
if if if if if if if if if if if if
72h 72h Typica| puri I_atexpul‘l Typica| puri I_atexpul’l Typica| puri I_atexpul’l Typica| puri I_atexpul'l Typica| puri I-atexpul’l Typica| puri I_atexpul’l .g BPW Lysate BPW Lysate
colonies | Latex colonies | Latex colonies | Latex colonies | Latex colonies | Latex colonies | Latex c
0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ | Indole | ©
0157 | “\ 7 0157 | “\7 0157 | o157 | 0157 H7 0157 H7 o
2016 | 3211 L’;ﬂim L+ | o+ | +md |+ mo| o+ +M +m +M +M " PA PA | 7 |b
2016 | 3194 | Seasoned S|+ | o | wmd |+ M - + + # | - |+ | NAme | PD | 7|
2016 | 3195 [pe2eoned ||y |y | MR | 4 4 M +p(3) +0(3) s+ |+ | PA | PA|T7]c
2016 | 3196 ﬁ::f:’r'l’:‘d e M|+ 4 M 4 +p s+ + | P [ PD|7]c
2016 | 3197 g::fs:’r'l‘;d sl o+ | owm | o+ i M +m +0(3) +p s o+ | o+ PD | PD |7 |c
Seasoned
2016 | 3198 |ground + + + +M + +1/2 + +p +1/2 +p(1) st + | 4 + PA PA |7 | c
beef
Seasoned
2016 | 3199 |ground + + + +p + +md + +p +m st st + + + PA PA | 7| c
beef
Seasoned
2016 | 3200 |ground + + + +M + +m + +M +1/2 +p(1) st + | 4 + PA PA |7 | c
beef
2016 | 3245 sgﬁf‘r’::; + P O 2 |+ +p +M +p M P I PA PA | 7] c
2016 | 3246 ngf‘r’::; N T mo| o # #m # M s+ |+ | pa | PA|T]c
Seasoned
2016 | 3247 |ground + + + +M + +m + +p +1/2 +p +p + + + PA PA | 7| c
beef
2016 | 3465 gsﬁf‘r’::; + : : i st st - ND | ND | 7|
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
1()!?504, Alternative method: GENE-UP E. coli 057:H7
BPW 24h at 41.5°C
» Confirmation
2 e, -
Direct streak IMS Captivat VIDAS = = = S
§ é Product irect streaking aptivate E g g & %
L= - “— ©
3 3 Result | PCR CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 s= 3 s |
> Result Before After Before After Before After Before After Before After Before After s FH % 3
purif purif 35 purif purif 3 purif purif 3 purif purif 3 purif purif = purif purif 3 E b = >
Typical 8 | Typical & | Typical & | Typical & | Typical & | Typical 3| E L <
colonies I6a1t§; éﬁtse;( /| Indole g colonies I(_)a1tg>7< (Ise;tg;( /| Indole g colonies I(_)zztg; (Ise;tg;( /| Indole E colonies I(.)a:g; g?t;; /| Indole E colonies I(_)a1tg>7< éitse;( /| Indole E colonies I(.)afg; éﬁtg;/ Indole E 8
H7 H7 H7 H7 H7 H7
2016 | 3187 | Ground beef - -[+/+ | +M + + - | +m + + - +p + + - | +m + + - +p + + - | +m + + -t - | NAen@y | 7 | a
2016 | 3188 |Beeftrim + - - - - - - - - - st - - - - - ND 7] a
2016 3189 | Beef trim + + +M + + + | +M + + + +p + + + | +M + + + +p + + + | +M + + + | + + PA 71 a
2016 | 3190 | Beeftrim + + - - | +md | -(x5) - | 12 + + + | +m + + + | M + + + | +m + + + |+ |+ PA 71 a
2016 | 3191 | Beef trim + - - - - - - - - - - - - - - - ND 71| a
2016 | 3192 | Beef trim - - - - - - st - - - st - - - - - NA 71 a
2016 | 3193 | Ground beef + - - - - - - - - - - - - I ND 71 a
2016 3248 | Beef trim + + +M + + + | +m + + + +p + + + | +m + + + +p + + + | +1/2 + + + | + + PA 71 a
2016 | 3249 |Veal trim - it +M + + + | +m + + + | +M + + + - + | +M + + + | +m + + + + |+ PD 71| a
2016 | 3250 |Veal trim - - - - - - - - - - - - - A NA 71 a
2016 | 3251 |Lamb trim i - - - - - st - - - - - - - - - ND 7| a
2016 | 3252 |Lamb trim - - - - - - - - - - - - - I NA 71 a
2016 | 3253 |Lamb trim - + +p + + + | +m + + + | +p + + - - +p + + | +m + | 0+ |+ PD 71 a
2016 | 3254 |Beeftrim - - - - - - - - - - - - A NA 71 a
2016 | 3255 |Beeftrim - - - - - - - - - - - - A NA 71 a
2016 | 3256 |Beeftrim - - - - - - - - - - - - |- - NA 71 a
2016 | 3257 |Vealtrim - - - - - - - - - - - - I NA 71 a
2016 | 3259 | Pork meat - - - - - - - - - - - - I NA 71 a
2016 | 3260 |Pork meat - - - - - - - - - - - - I NA 71 a
2016 | 3262 | Pork meat - - - - - - - - - - - - |- - NA 71 a
2016 | 3466 |Pork meat + + +m -x5 - - - | +m -x5 - = - | +M + + + | +m + + + | o+ |+ PA 7| a
2016 | 3467 |Pork meat i + - - - - | +m + + + | +m + + + | +1/2 + + + | +m + + + |+ | + PA 71 a
2016 | 3680 |Pork meat - - - - - - - - - - - - - I NA 71 a
2016 | 3681 |Pork meat - & - - +(T)d + + +| +M + + + | +m + + +| +M + + +| +M + + + o+ |+ PD 7| a
2016 | 3201 |proFenbeet oy - st |- st - - -] N | 7]b
2016 3202 E'I;;zen beef - + +1/2 + + + +m + + + +M + + + | +1/2 + + + +p + + + +M + + + + + PD 710Db
2016 3203 ;:2121?12! beef + JH+ | M + + - +m + + - +p + + - | +m + + + +p + + - +M + + -+ - | NDenay | 7 | b

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M I C R O VA L UUU
10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
16I§504‘ Alternative method: GENE-UP E. coli 057:H7
BPW 24h at 41.5°C
» Confirmation
S e, -
§ é Product Direct streaking IMS Captivate VIDAS E £ 5 & %
L= - “— ©
5§ | & Result | PCR CT SMAC CT Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 S« 3 & |°
> Result Before After Before After Before After Before After Before After Before After g - 3
purif purif § purif purif § purif purif § purif purif § purif purif § purif purif § = u‘:: Em
Typigal Latex 2 Typiqal Latex 2 Typiqal Latex 2 Typigal Latex 2 Typigal Latex 2 Typi(?al Latex 2 £
colonies Iéa1t§; 0157/ | Indole E colonies I(_)a1tg>7< 0157/ | Indole E colonies I(.)a;g; 0157/ | Indole E colonies I6a1t§; 0157/ | Indole § colonies I(_)a1tg>7< 0157/ | Indole :%s colonies I(_)a1tg>7< 0157/ | Indole E 8
H7 H7 H7 H7 H7 H7
2016 | 3204 | Frozen Lol o] - - st - st - - ND |7 b
ground beef
Frozen
2016 3205 - + +M + + + | +1/2 + + + | +M + + + | +1/2 + + + +p + + + | +M + + + |+ + PD 71Db
ground beef
Frozen
2016 | 3206 5 + +p + + + | +M + + +| +p + + + | +1/2 + + +| +p + + + | +M + + + | + |+ PD 71 b
ground beef
2016 | 3207 | Frozen e |- - - - |« . Aol e 7]
ground veal
2016 | 3208 tFr:°mz°""ea' : P TV R sl wm | o+ | o+ R VI N P VI P sl |+ | A VIR T N s+ sl P |70
2016 | 3209 |Frozenveal | - |- S S | Sl . Lot e 7 le
trim
2016 | 3210 rr::)nzen lamb + + - - - - | #1172 + + + 5 - +M + + + | +1/2 + + + |+ |+ PA 71 b
2016 3211 rr:;zen lamb + + +md + + + | +md + + + +M + + + | +1/2 + + + +M + + + +M + + + + + PA 710D
2016 | 3263 | Frozen pork : - |- S i | Sl . Lot e 7l
meat
2016 | 3774 |Frozenlamb | - |- S S . S . ool o e le
trim
2016 | 3775 |Frozenlamb ) - |- |- |- |- ] ost - YA
trim
2016 | 3776 | 028N POTK : - |- N S | S o Lot e L7l
meat
2016 | 3777 Frozenveal i i i i i i i ) ) ) o ] ] B ] NA 21
trim
2016 3778 Frozen ground - - - - _ _ _ _ ~ _ _ _ _ _ _ _ NA 7 b
veal
2016 | ar7g |2l | g - | s |- | s - Lol N |70
eef
2016 | 37p |Frozenground |\ ) - st - st - Lol N |70
beef
2016 | 3781 | IO | - st - st - Lol N |7
eef
2016 | 3194 | Seasoned ol ma | o+ | T P I ploam | o+ | e bl - o |+ | s e+ [+ PD |7
beef trim
2016 3195 Seasoped + + +p + + + | +M + + + +p + + + | +M + + + +p + + + | +M + + + |+ + PA 71 ¢
beef trim
2016 | 3196 Seaso|.1ed - + +p + + + | +M + + + | +p + + + | +M + + + | +p + + + | +M + + + |+ | + PD 71 ¢
beef trim
2016 | 3197 | Seasoned - + | +Md | -(x5) - lamd | o+ | 4 A T N0 I s | +m " " o | +m " " s+ l+ P |7]c¢
beef trim
2016 3198 Seasoned + + +p + + + | +M + + + | +md + + + | +M + + + | +pd + + + +p + + + | + + PA 71 ¢
ground beef
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

M|CR0\/AN!': Wi

10 July 2025]
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
1;2504, Alternative method: GENE-UP E. coli O57:H7
BPW 24h at 41.5°C
® Confirmation
(72
? z Direct streakin IMS Captivate VIDAS S o
g é Product 9 P 2 § § I5§ S
L= - “— ©
5 & Result | PCR CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 8= 3 s |
> Result Before After Before After Before After Before After Before After Before After s FH % 3
purif purif = purif purif =] purif purif = purif purif 3 purif purif = purif purif 35 E = = Em
Typigal Latex § Typiqal Latex é Typiqal Latex E Typigal Latex § Typigal Latex é Typi(?al Latex § <
colones | LeloX | 6167 | 1ngole | € | 0S| L&X | Gty | ingole | & | 0S| LESK | Gy | jngore | E | oS | LaK | giggy | nge | B |Colones | LaX gy | g | B | colonies | LeeX | grg | nge | E| S
H7 H7 H7 H7 H7 H7
Seasoned +pd
2016 3199 ground beef + + | +pd(4) + + + - - 7) + + + | +1/2 + + + | +pd + + + | +p(2) + + + |+ + PA 71c¢
2016 3200 Zf::r?gi:lef + + - - - - | +pd + + + | +d(2) + + + | +pd + + + | +(1) + + + |+ + PA 71c¢
2016 | 3244 | Seasoned : - |- - - o ] o _ d-T.T w171
pork meat
2016 3245 §§?E?:ee; + + +p + + + - + +p + + + | +md + + + +p + + + +M + + + + + PA 71 ¢
2016 3246 sgi:(::; + + +M + + + - + +p + + + | +md + + + +p + + + | +M + + + | + + PA 71 ¢
2016 3247 :f:lf::iief + + +M + + + - + +p + + + | +m + + + | +p(6) + + + | +m + + + | + + PA 71 ¢
Marinated
2016 | 3258 | g ottrim - - - - - - - - - - - - - - [ NA |7 ¢
2016 | 3261 | Seasoned : - |- S i | S . ool o 7l
pork meat
2016 | 3465 | Seasoned e -] - - - . ] N oo w7 e
pork meat
2016 | 3767 | Seasoned -] - - - - st - AR
pork meat
2016 | 3768 | Seasoned ol s - st - S|t s ol o 7]
pork meat
2016 | 3769 |Seasoned -] - - - st - o] N 7
pork meat
2016 | 3770 | Seasoned - - - - - st - AR
pork meat
2016 | 3771 | Seasoned : : . - - - - - - - st - - - -] NA |7 e
pork meat
2016 | 3772 | Seasoned S ] s - st - st ot o] N |7
beef trim
2016 | 3773 | Seasoned -] - - - st - o] N 7
ground beef
ADRIA 143/196 Version 3




Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

M|CR0\/AN!': Wi

10 July 2025]
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
IS0 Alternative method: GENE-UP E. coli O57:H7
16654
BPW 24h at 41.5°C +72h at 2-8°C
Confirmation
"5; . Result Final result Agreement
= = . . . § >
§ 2 | proguct Direct streaking IMS Captivate VIDAS 2 72h 72h 08), §
o 5 Result ] g -
§ @ PCR- | PCR- CT SMAC CT Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 CT SMAC Chrom ID O157:H7 -E
BPW | Lysate Before After Before After Before After Before After Before After Before After 2
72h | 72h Typical put o pur Typical purif = purif Typical purif = purif Typical purt T purlt Typical purt = purif Typical purt o puri g BPW | Lysate | BPW | Lysate
colonies | Latex atex colonies | Latex atex colonies | Latex atex colonies | Latex atex colonies | Latex atex colonies | Latex atex k=
0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ Indole | ©
0157 | *\7 0157 | "7 0157 | "7 0157 | "7 0157 H7 0157 W7 o
2016 | 3187 | Ground beef |+ +M + +md + +p +m +p(4) +m + - + | NAen@y| PD | 7 | a
2016 | 3188 | Beef trim + - st - - ND ND | 7| a
2016 | 3189 | Beef trim + + + +M + +md + +M +md +p(4) +M + + + PA PA | 7| a
2016 | 3190 | Beef trim + [+-] + - +1/2 + +m + +m + +m + - + | NDen@y| PA | 7 | a
2016 | 3191 | Beef trim + - st - - ND ND | 7| a
2016 | 3192 | Beef trim - st - - NA NA | 7| a
2016 | 3193 | Ground beef + - st - - ND ND | 7| a
2016 | 3248 | Beef trim i + W +p + +1/2 + +p +m +M +M + it + PA PA | 7 | a
2016 | 3249 | Veal trim + + +M + +1/2 + +1/2 +m +M +m + + + PD PD | 7 | a
2016 | 3251 | Lamb trim + - st - - ND ND | 7| a
2016 | 3253 | Lamb trim + + +p + +M + +p +p +M + + + PD PD | 7 | a
+md
2016 | 3466 | Pork meat + + + +md x5 - +m + +m + st o) + + + + PA PA | 7| a
+md
2016 | 3467 | Pork meat + + + (1) + +m(3) | + +m + +1/2 + +M +1/2 + + + PA PA | 7| a
2016 | 3681 | Pork meat + + +m + - +M + +1/2 + +M + +1/2 + + + + PD PD | 7 | a
Frozen beef
2016 |3201| . + st st st st - - ND ND | 7| Db
trim
F beef
2016 |3202 tf°ze" °¢ o | o |+ HR | o+ +M +m +p +M + |+ + | P |PD|7]|0D
rim
Frozen
2016 | 3203 + + + +p + +m + +p +m +p +1/2 + + + PA PA | 7| Db
ground beef
F
2016 |3205| o0 P TV M2 | o+ +p 12 +p +M s+l + | + | P |PD|7]|0D
ground beef
F
2016 | 3206 oo sl o+ | oM |+ M|+ +p +m +p 2 s+ + [ Pp | PD |70
ground beef
Frozen
2016 | 3207 + +Md | -x5 - tMd | -x5 st - - ND ND | 7| Db
ground veal
Frozen veal
2016 | 3208 trim + + +M + +M + +M +1/2 +p +M + + + PD PD | 7| Db
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

M|CR0\/AN!': Wi

10 July 2025]
SPECIFIC PROTOCOL @ - RAW MEAT (EXCEPT POULTRY) - 375 g sample size
1 6I§504‘ Alternative method: GENE-UP E. coli 057:H7
BPW 24h at 41.5°C +72h at 2-8°C
Confirmation
"5; . Result Final result Agreement
= = . . . § >
§ é Product Direct streaking IMS Captivate VIDAS 2 72h 72h p% %
= S Result s 3
K PCR- | PCR- CT SMAC CT Chrom ID 0157:H7 CT SMAC Chrom ID 0157:H7 CT SMAC Chrom ID O157:H7 ..:
BPW | Lysate Before After Before After Before After Before After Before After Before After 2
72h | 72h Typical put o pur Typical purif = purif Typical purif = purif Typical purt T purlt Typical purt = purif Typical purt o puri g BPW | Lysate | BPW | Lysate
colonies | Latex el colonies | Latex giex colonies | Latex giex colonies | Latex giox colonies | Latex giex colonies | Latex aiex =S
0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ | Indole 0157/ Indole 0157/ Indole o
0157 H7 0157 H7 0157 H7 0157 H7 0157 H7 0157 H7 o
Frozen lamb
2016 | 3210 trim + + + +m + +M + +m + +M +1/2 + + PA PA 71D
i
Frozen lamb
2016 | 3211 trim + + + +m + +M + +m + +M +M + + + PA PA 71b
Seasoned
2016 | 3194 beef trim + + +M + +m + +p +m +p +M + + + PD PD | 7 |c
Seasoned
2016 | 3195 beef trim + + + +p + +m + +p +m +p +M + | 4+ + PA PA | 7| ¢c
Seasoned
2016 | 3196 beef trim + + +p + +1/2 + +M +1/2 +p(3) +p(10) + + + + PD PD 7| ¢
i
Seasoned
2016 | 3197 beef trim + + +md (x5) - +pd + +p +M + + + + PD PD 7| c
Seasoned
2016 | 3198 ground beef + + + +p(2) + - +p(8) +m st +p(1) + + + PA PA 7| ¢
Seasoned
2016 | 3199 ground beef + + + +p(4) + - +p(10) +m st st + + + PA PA 71 ¢c
Seasoned
2016 |3200 ground beef + + + - +pd + +m st st + + + PA PA 7|c
Seasoned
2016 | 3245 pork meat + + + +p + +m + +p +m +p +M + | 4+ + PA PA | 7| ¢c
Seasoned
2016 | 3246 pork meat + + + +M + - +p +m +p +1/2 + + + PA PA 71 ¢
Seasoned
2016 | 3247 ground beef + + + +M + +m + +p +m +p +m + | 4+ + PA PA | 7| ¢c
Seasoned
2016 | 3465 pork meat + - st - - ND ND 7| c
ADRIA 145/196 Version 3




Standardized report -Qualitative methods

Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

Matrix : Ground beef
Strain : E. coli 0157:H7 Ad485

MlcnovAN!; Wi

Appendix 5 — Relative level of detection study: raw data

Aerobic mesophilic flora : 2.8 x 103CFU/g

Reference method: ISO 16654 ¢

Alternative method: GENE UP E. coli 0157:H7

N° Level Contamination Number positive Number positive
sample level- (cfulsample) IMS 6h IMS 24h el reslt samples/Total . ect ek samples/Total
| | q
CT-SMAC | CHROMagar 0157 | CT-SMAC | CHROMagar 0157 P ™ Result | CTSVAC CT-ChromID O157H7 Result IMS-24h | Final result
372 st st st 0 0 - - - - -
373 st st st 0 0 - - -
374 0 / - - - 0/5 0 0 - - - 0/5
375 st st st 0 0 - - -
376 st - - 0 0 - - -
377 st - - - - 0 0 - - - - - -
378 +p +M / / + 30.55 | 61.64 + +M +m + / +
379 st - - - - 3047 | 61.99 + +M +1/2 + / +
380 st - st - - 0 0 - - - - - -
381 +p +M / / + 32.24 61.5 + +m +m + / +
382 st - st - - 0 0 - - - - -
383 +p +M / / + 0 0 - - -
384 +p +M / / + 0 0 -
385 +p +M / / + 0 0 - - - - - -
386 st - - - - 30.6 61.44 + +m +m + / +
387 Low 0.7 +p ey 7 7 T 10/20 0 0 - - - - . - 8/20
388 +p +M / / + 3012 | 61.91 + +m +1/2 + / +
389 st - st - - 3166 | 61.59 + +1/2 +m + / +
390 st - 0 0 - - - - - -
391 st st 0 0 - - -
392 st - - - - 0 0 - - -
393 +M +1/2 / / + 0 0 - - - - - -
394 +p +M / / + 32.24 | 61.61 + +1/2 +m + / +
395 st - - - - 0 0 - - - - - -
396 +p +M / / + 31.84 61.9 + +m +m / / +
397 +p +M / / + 3142 | 61.65 + +m +m + / +
398 +p +M / / + 301 61.73 + +m +m + / +
399 +p +1/2 / / + 31.02 | 61.72 + +m +m + / +
400 +p +M / / + 3285 | 61.75 + +m +m + / +
401 +p +M / / + 33.06 | 61.81 + +m +m + / +
402 +M +M / / + 3191 | 61.59 + +m +m + / +
403 +M +m / / + 32.9 61.82 + +m +m + / +
404 +p +M / / + 31.64 62 + +1/2 +1/2 + / +
405 +p +M / / + 2915 | 61.77 + +M +1/2 + / +
406 . st - st - - 30.13 | 61.79 + +M +m + / +
go7_| Hioh 18 st : st : 5 15/20 31 [ 6172 |+ m +m ¥ ] v 18/20
408 +p +M / / + 31.25 | 61.61 + +1/2 +m + / +
409 st - - - - 0 0 - - - - - -
410 +p +M / / + 31.47 61.52 + +1/2 +m + / +
411 st - st - - 3054 | 61.71 + +1/2 +1/2 + / +
412 st - st - - 36.17 | 61.81 + +m +m + / +
413 +p +M / / + 28.89 | 61.66 + +M +12 + / +
414 +p +M / / + 0 0 - - - - - -
415 +p +1/2 / / + 30.65 | 61.69 + +1/2 +1/2 + / +
416 +p +M / / + 2969 | 61.62 + +m +12 + / +

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

Matrix : Raw milk
Strain : E. coli 0157:H7 Ad1745

M|CR0\//\NE|; I

Aerobic mesophilic flora : 2.4 x 107 CFUlg

. *
Contamination Reference method: ISO 16654 Number oot Alternative method: GENE UP E. coli 0157:H7 )
N° sample | Level level- VS 6h NS 22 umber positive Number positive
(cfusample) " | CHROMagar | y.quac | CHROMagar | Finalresul samplesfTotal PCR Direct streaking MS2d — samples/Tota
- 0157 - 0157 CP ™ Result | CT-SMAC | CT-ChromID O157:H7 | Result - naj resu
1573 - - - - 0 0 - - - - - -
1574 - - - 0 0 - - - - -
1575 0 / - - - 0/5 0 0 - - - - - 0/5
1576 - - - 0 0 - - - - -
1577 - - - 0 0 - - - - -
1578 - - - 31.21 62.07 + +m/+ + - +
1579 - - - - 31.98 61.93 + +m/+ + - +
1580 +1/2 +m / / + 31.3 62.1 + +m/+ + - +
1581 - - - - 0 0 - - - - -
1582 - - - 28.53 61.75 + +m +m/+ + / +
1583 - - - 29.94 61.84 + +m/+ + + +
1584 - - - - 0 0 - - - - -
1585 +1/2 +m / / + 27.88 61.92 + +m +m/+ + / +
1586 - - - - 0 0 - - - - -
1587 +1/2 +m / / + 33.45 61.69 +md - - +
1588 Low 0.7 +1/2 +m / / + 8/20 0 0 - - - - - - 12/20
1589 - - - - 0 0 - - - - -
1590 +1/2 +m / / + 32.72 61.57 + - - - + +
1591 - - - - 0 0 - +md - - - -
1592 +1/2 +m / / + 28.34 61.66 + +m +m/+ + / +
- (+ after regrowth
1593 - - - 32.62 61.66 + i i in BHI) +
1594 +1/2 +m / / + 0 0 - - - - - -
1595 - - - - 0 0 - +md - - - -
1596 +1/2 +m / / + 31.57 61.74 + +m +m/+ + / +
1597 - - - - 28.66 61.69 + +m +m/+ + / +
1598 - - - 28.38 61.37 + +m +m/+ + + +
1599 +m +m / / + 29.94 61.65 + +m +m/+ + / +
1600 +m / / + 33.06 61.87 + - - + +
1601 +m / / + 31.93 61.77 + +m +m/+ + / +
1602 - - - 30.81 61.83 + +m +m/+ + / +
1603 - - - 29.6 61.56 + +m +m/+ + / +
1604 +m / / + 30.47 61.83 + +m +m/+ + / +
1605 +m +m / / + 30.78 62.04 + +m +m/+ + / +
1606 +m / / + 30.13 61.49 + +m +m/+ + / +
- (+ after regrowth
1607 1 pigh 17 m m / / * 16/20 3333 6183 i : : et BHI + 18120
1608 +m +m / / + 0 0 - - - - -
1609 +m +m / / + 29.69 61.63 + +m +m/+ + / +
1610 +m +m / / + 31.58 61.48 + - +m/+ + +m +
1611 +m +m / / + 29.69 61.34 + +m/+ +m/+ + / +
1612 +m +m / / + 0 0 - +md - - - -
1613 +m +m / / + 27.11 61.78 + +m +1/2 + / +
1614 +m +m / / + 29.09 61.37 + +m +m/+ + / +
1615 - - - 31.42 61.71 + +m - + - +
1616 +m +m / / + 29.84 61.79 + +m +m + / +
1617 +m +m / / + 31.03 61.48 + +m +m + / +

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

Matrix : Fresh spinach
Strain : E. coli 0157:H7 Ad556

M|CR0\//\NE|; I

Aerobic mesophilic flora : 7.1 x 108 CFU/g

Reference method: ISO 16654 ¢

Alternative method: GENE-UP E. coli 0157:H7

N° samole Level Contamination Number positive Number positive
P level- (cfu/sample) lMS(‘?I-rllROM lMSéﬁlhROM S . samples/Total SeR Dot seaki samples/Total
agar agar inal resu irect streaking .
CT-SMAC 0157 CT-SMAC 0157 P ™ Result | CT-SMAC | CT-ChromiD O157:H7 | Resull | 'Mo-24n | Final result
1432 st st st - 0 0 - - st - - -
1433 st - st - 0 0 - st st - -
1434 0 / st st st st 0/5 0 0 - st st - - 0/5
1435 st - st 0 0 - st st - -
1436 st st st 0 0 - st st - - -
1437 st st st - - 25.72 61.94 + +M +p + / +
1438 +p +M / / + 0 0 - st st - -
1439 +p +p / / + 0 0 - st st - - -
1440 +p +p / / + 23.35 61.51 + +M +p + / +
1441 st st st st - 0 0 - st st - - -
1442 +p +p / / + 23.54 61.42 + +M +p + / +
1443 +p +p / / + 0 0 - st st - -
1444 st st st st 0 0 - st st - -
1445 st st st st 0 0 - st st - - -
1446 st st st st - 24 .48 61.28 + +M + + / +
a7 Low 1.0 o " / / . 9/20 ; ; - & Sf ! - 9/20
1448 st st st - 0 0 - st st - - -
1449 st st st st - 23.84 61.3 + +M +p + / +
1450 +p +p / / + 22.39 61.63 + +M +p + / +
1451 +p +p / / + 23.32 61.54 + +M +p + / +
1452 st st st - - 0 49.46 - st st - - -
1453 +p +p / / + 23.43 61.54 + +M +p + / +
1454 st st st - 23.68 61.39 + +M +p + / +
1455 st st st - 0 0 - st st - -
1456 st st st st - 0 0 - st st - - -
1457 +p +p / / + 23.8 61.28 + +p +M + / +
1458 +p +p / / + 0 0 - st st - - -
1459 +p +p / / + 22.6 61.57 + +M +p + / +
1460 +p +p / / + 0 0 - st st - - -
1461 +p +p / / + 2247 61.57 + +M +p + / +
1462 +p +p / / + 22.78 61.39 + +m +p + / +
1463 +p +p / / + 24.76 61.4 + +M +p + / +
1464 +p +p / / + 22.27 61.78 + +M +p + / +
1465 +p +p / / + 22.56 61.59 + +M +p + / +
1466 . + + / / + 23.39 61.64 + +M + + / +
1467 High 26 +§ +E ] ] ¥ 20120 23.14 61.62 v M +$ v ] v 18/20
1468 +p +p / / + 24.1 61.54 + +M +p + / +
1469 +p +p / / + 2447 61.56 + +M +p + / +
1470 +p +p / / + 23.86 61.41 + +M +p + / +
1471 +p +p / / + 23.78 614 + +M +p + / +
1472 +p +p / / + 24.35 61.75 + +M +p + / +
1473 +p +p / / + 23.47 61.42 + +M +p + / +
1474 +p +p / / + 23.37 61.66 + +M +p + / +
1475 +p +p / / + 23.94 61.58 + +M +p + / +
1476 +p +p / / + 23.44 61.5 + +M +p + / +

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

Matrix : Process water
Strain : E. coli 0157:H7 Ad1248

M|CR0\//\NE|; I

Aerobic mesophilic flora : 1.0 x 102CFU/g

. *
SELEEIED AT B e Alternative method: GENE-UP E. coli 0157:H7
N° sample Level Contamination IMS 6h IMS 24h Number positive Number positive
level- (cfu/sample) CHROMagar CHROMagar Final samples/Total PCR Direct streaking samples/Total
CTSMAC| o157 |CTSMAC) “oqs7 restlt cP ™ Resut | CT-SMAC | CTEMOMD | gegyy | MS24
8050 st st - 0 0 - - - -
8051 st st st - 0 0 - - - -
8052 0 / st - 0/5 0 0 - - - - 0/5
8053 st - - 0 0 - - - -
8054 st st - 0 0 - - - -
8055 st st - 0 0 - - - - -
8056 st - - 28.72 60.28 + +m(1)/+ - + +
8057 st st st - - 27.6 60.54 + +m(1) +m/+ + +
8058 +p +p / / + 0 0 - - - -
8059 st - st - 2549 60.17 +m +m/+ + /
8060 st st st - 0 0 - - - -
8061 st st st - 0 0 - - - - -
8062 st st st - 26.29 60.22 + +m +m/+ + /
8063 st st +md/- - 25.9 60.32 + +m +m/+ + /
2822 Low 08 3 zt st : 1120 g g : : : : 8120
8066 st - - 0 0 - - - -
8067 st st - 0 0 - - - -
8068 st st - 0 0 - - - - -
8069 st - - 25.98 60.34 +m/+ +m/+ + +
8070 st st - 0 0 - - -
8071 st - - 0 0 - - - - -
8072 st +md/- - 24.46 60.19 + +m +m/+ + /
8073 st - - 26.91 60.42 + - - +
8074 st - - - - 0 0 - - - - -
8228 +p +p / / + + +1/2 +1/2 + /
8229 st - - - + +1/2 +1/2 + /
8230 st st - + +m +1/2 + /
8231 st st - - - - - -
8232 st st - + +m +m + /
8233 st - + +1/2 +1/2 + /
8234 st st st - + +m +1/2 + /
8235 st st - + +1/2 +1/2 + /
8236 st st - + +1/2 +1/2 + /
8237 . st st - + +m +1/2 + /
8238 High 4.4 - st . 1/20 " m m " | 19/20
8239 st st - + +1/2 +m + /
8240 st st - + +m +m + /
8241 st st - + +1/2 +m + /
8242 st st - + +m +1/2 + /
8243 st st - + +m +m + /
8244 st st - + +m +m + /
8245 st st - + +m +m + /
8246 st st - + +m +m + /
8247 st st - + +m +m + /
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

Matrix : Ground Veal meat (Short protocol)

Strain : E. coli 0157:H7 Ad486

MlcnovAN!; Wi

Aerobic mesophilic flora : 4.9 x 108 CFU/g

Reference method: ISO 16654 ¢ Number Alternative method: GENE UP E. coli 0157:H7
o Contamination o

saﬁwple Level level- IMS 6h IMS 24h SF;Onjg:Zz/ BPW 41.5°C / 8h Number BPW 41.5°C / 24h Number
cfu/sample Final PCR Direct streaking Final positive PCR Direct streaking Final positive
( Pe) CT-SMAC CH%?ZA; 9ar | cr.smac CHF({)?'&\SA? 9ar | result Total P ™ Result | CT-SMAC CT-ChromID Result Qﬂﬁ result | samples/ P ™ Result | CT-SMAC CT-ChromID Result lzhﬂ: result | samples/

0157:H7 8h Total 8h 0157:H7 24h | Total 24h

1870 st st - 0 0 - - - - - 0 0 - - -

1871 st st - 0 0 - - - - 0 0 - -

1872 0 / st st - 0/5 0 0 - - - - 0/5 0 0 - - 0/5

1873 st st - 0 0 - - - - 0 0 - -

1874 st st - - 0 0 - - - - - - 0 0 - - - - -

1895 +p +m / / + 31.71 | 61.58 + +M +M + / + 31.92 | 61.53 + +M +m + / +

1896 st - - - 0 0 - +md(4) - - (indol -) - 0 0 - - - -

1897 +d(2) +md - + 0 0 - - - - - 0 0 - -

1898 +p +m / / + 0 0 - - - - - 0 0 - - -

1899 +p +1/2 / / + 30.58 | 61.28 + +m +m + / + 30.79 | 61.69 + +m +m / +

1900 st - st - - 316 | 61.62 + +M +M + / + 32.56 | 61.54 + +m +m / +

1901 +p +m / / + 30.89 | 61.86 + +M +1/2 + / + 32.08 | 61.79 + +M / +

1902 +p +m / / + 0 0 - - - - - 0 0 - - - -

1903 +p +m / / + 0 0 - - - - 0 0 - -

1904 +Md(7 +md/+ + +m + 0 0 - - - - - - 0 0 - - - - -

1905 | OV 08 +p( : +m i / v | 0 s eer | v - M ; T+ 020 85 616 | + M +m v R 10/20

1906 st st - - 0 0 - - - - - - 0 0 - - - - -

1907 st st - - 3215 | 61.8 + +p +M + / + 325 | 61.61 + +M +m + / +

1908 +p +m / / + 0 0 - +M - - (indol -) - - 0 0 - +p - (indol -) - -

1909 +p +m / / + 3247 | 62.08 + +p +1/2 + / + 3317 | 61.59 + +M +m + / +

1910 st st - - 0 0 - - - - - - 0 0 - - - -

1911 st - - 32.66 | 61.82 + +m +m + / + 33.56 | 61.64 + +m +m + / +

1912 st st - - 3365 | 619 + +M +M + / + 342 | 61.85 + +M +M + / +

1913 st +p +m + 32.07 | 61.87 + +p +M + / + 33.71 | 61.83 + +M +M + / +

1914 +p +m / / + 0 0 - +m - - (indol -) - - 0 0 - +m - - (indol -) - -

1875 +p +m / / + 3293 | 619 + +1/2 +1/2 + / + 33.72 | 61.75 + +m +m + / +

1876 +p +m / / + 33.31 | 61.71 + +p +M + / + 33.71 | 61.12 + +m +m + / +

1877 +p +m / / + 3292 | 61.93 + +p +p + / + 3511 | 61.59 + +p +m + / +

1878 st +p +m + 31.87 | 61.85 + +p +M + / + 3243 | 61.6 + +p +1/2 + / +

1879 +p +m / / + 31.58 | 61.11 + +1/2 +m + / + 31.51 | 6146 + +1/2 +m + / +

1880 +p +m / / + 31.82 | 61.61 + +1/2 +m + / + 31.08 | 61.63 + +m +m + / +

1881 st st - - 3251 | 61.74 + +1/2 +1/2 + / + 32.68 | 61.69 + +m +m + / +

1882 +p +m / / + 32.26 | 61.77 + +p +p + / + 3249 | 61.67 + +p +M + / +

1883 +p +m / / + 33.22 | 61.79 + +M +M + / + 33.64 | 61.51 + +M +m + / +

1884 ) + +m / / + 32.99 | 61.81 + +M +M + / + 33.37 | 61.59 + +M +m + / +

1885 High 20 +E +m / / + 18/20 3143 | 61.86 + +M +M + / + 19120 32.14 | 61.78 + +m +m + / + 19120

1886 +p +m / / + 33.64 | 61.94 + +M +M + / + 35.04 | 61.94 + +1/2 +m + / +

1887 +p +m / / + 34.28 | 61.62 + +p +M + / + 35.62 | 61.69 + +p +m + / +

1888 +p +m / / + 32.53 | 61.86 + +m +m + / + 3293 | 619 + +m +m + / +

1889 +p +m / / + 3243 | 61.73 + +M +M + / + 3213 | 61.78 + +m +m + / +

1890 +p +m / / + 3243 | 61.61 + +M +M + / + 3293 | 61.67 + +m +m + / +

1891 +p +m / / + 32.51 | 61.78 + +p +M + / + 32.99 | 61.76 + +p +m + / +

1892 +p +m / / + 32.23 | 61.68 + +p +M + / + 33.25 | 61.74 + +p +1/2 + / +

1893 st - - - 31.63 | 61.76 + +M +M + / + 31.76 | 61.81 + +p +1/2 + / +

1894 +p +p / / 0 0 - +1/2 - - (indol -) - 0 0 - +M - - (indol -) - -

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

Matrix : Sausage meat
Strain : E. coli 0157:H7 Ad552

Aerobic mesophilic flora : 7.1 x108 CFU/g

M|CR0\//\NE|; I

Reference method: ISO 16654 ¢

Alternative method: GENE UP E. coli 0157:H7

N° sample | Level Contamination NS 60 IMS 24h Number positive Number positive
fevel- (clulsample) CHROMagar CHROMagar Final result samplesfTota PCR Direct streaking samplesfTotal
CT-SMAC 0157 CT-SMAC 0157 CP [ TM [ Result | CT-SMAC | CT-ChromiD O157:H7 | Result | Mo-24n | Vidas | Final result

3420 - +Md (latex-) - 0 0 - - - - - / -

3421 - 0 0 - - - - - / -

3422 0 / 0/5 0 0 - - - - - / - 0/5
3423 - 0 0 - - - - - / -

3424 st - - - - 0 0 - - - - - / -

3445 +M +M / / + 0 0 - - - - - / -

3446 +M +M / / + 31.92 | 61.96 + +md - + + / +

3447 +pd +m +M +m + 35.02 | 62.13 + +md (latex-) - - - + +

3448 st - +md +md + 31.9 | 61.96 + +md (latex-) +md + + / +

3449 - +m (2) (indol -) - - - 34.23 | 62.1 + - - - + / +

3450 +M +1/2 / / + 33.7 | 61.86 + - - - + / +

3451 +p +md +1/2d - + 38.01 | 61.48 + - - - + +

3452 +M +1/2 / / + 33.41 | 61.68 + +md (latex-) - - / +

3453 - - - - 35.29 | 61.98 + +md (latex-) - - - + +

gjgg Low 08 1020 g g - +md (latex,) : : : ; : 1120
3456 - - - - - 0 0 - - - - - / -

3457 +M +M / / + 341 | 61.9 + - - - + / +

3458 +M +M / / + 0 0 - - - - - / -

3459 - - - - 34.06 | 61.93 + - - - + / +

3460 +md (indol -) 34.47 | 61.75 + - - - + / +

3461 +md (indol -) 0 0 - - - - - / -

3462 - 31.61 | 56.78 - - - - - / -

3463 - - - - - 33.69 | 56.96 - - - - - / -

3464 +M +M / / + 0 0 - - - - - / -

3425 +Md +1/2d / / + 0 0 - +md (latex-) - - - / -

3426 +Md +md / / + 33.68 | 62.02 + +m (latex-) +md (latex-) - + / +

3427 +Md +md / / + 335 | 62.31 + - +md + + / +

3428 +Md +md / / + 0 0 - - - - - / -

3429 +Md +md / / + 0 0 - - - - - / -

3430 +Md +1/2 / / + 32.86 | 61.79 + - - - + / +

3431 - +md (indol -) +m (indol -) +m (indol -) - 0 0 - +md (latex-) +md (latex-) - - / -

3432 +M +m / / + 3255 | 62 + - - - + / +

3433 +M +m / / + 36.81 | 61.85 + - - - + / +

3434 . - - +m (indol -) +m (indol -) - 3222 | 61.73 + - - - + / +

3435 | Mon 21 W Md ] ] ¥ 18/20 3502 | 61.95 | + | +md (latex) . : s / v 16/20
3436 +M +1/2d / / + 34.39 | 61.98 + +md (latex-) - - + / +

3437 +M +1/2d / / + 33.62 | 61.62 + - - - + / +

3438 +M +1/2d / / + 32.88 | 62.05 + - - - + / +

3439 - - +1/2 +m + 33.45 | 619 + - - - + / +

3440 +M +Md / / + 33.66 | 61.74 + - +md + + / +

3441 +M +Md / / + 31.84 | 61.85 + +md (latex-) +md + + / +

3442 +M +Md / / + 33.77 | 61.78 + +1/2 (latex-) - - + / +

3443 +M +md / / + 32.96 | 62 + +md (latex-) - + / +

3444 +M +Md / / + 32.48 | 61.55 + - - - + / +

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Matrix : Beef trim (375 g)
Strain : E. coli 0157:H7 Ad1248

MlcnovAN!; Wi

Aerobic mesophilic flora : 1.1 x 108 CFU/g

Reference method: ISO 16654 ¢

Alternative method: GENE UP E. coli 0157:H7

N° Contamination N“"?tpef
semple Level level- IMS 6h IMS 24h Sg";'p;;g ’ BPW 41.5°C/ 10h Number BPW 41.5°C/ 24h Number
(LsamPE) | CT. | CHROMagar| CT- | CHROMagar | el | Tol 2t —or P CrGrenD T - S | it | smooss oo Ty T e | g | CTOHomB [ o | M 24 | roslt | sampls!
eSUl | smac | 0157:H7 esu 10h | Total 10h esu - O157:H7 esu 24h | Total 24h
3501 st - 0 0 - - - - 0 0 - - - - -
3502 st . 0 0 . . 0 0 (lgt“gg_) . . .
3503 0 / st - 0/5 0 0 - - 0/5 0 0 - - - - 0/5
3504 st - 0 0 - - - 0 0 - - -
3505 st . 0 0 . .| 0 0 . N
(latex-) (latex-)
3506 st - - - 34.28 61.58 + +M +M + / + 30.16 61.52 + +M +M + / +
3507 st +M +m + 32.72 61.48 + +M +M + / + 32.08 61.2 + +M +m + / +
3508 st - - 0 0 - - - - - - 0 - - - - - -
3509 st - - - - 29.13 61.5 + +M +M + / + 29.43 61.26 + +M +m + / +
3510 st +m (1) +M +m + 0 0 - - - - - - 0 0 - - - - - :
3511 st - - - 0 0 - - 0 0 - - -
3512 st +p + 0 - - - - - - 0 0 - - - - - :
3513 st - - 33.51 61.4 + +M +M + / + 33.42 61.29 + +M +1/2 + / +
3514 st - 0 - - - - - - 0 0 - - - - - -
3515 st - 40 61.2 + +m + / + 35.22 61.17 + +md +m + / +
3516 Low 1.1 st - 5120 0 0 - - - - - 12/20 0 0 - - - - - - 12/20
+Md +Md
3517 st +m (1) +p +m + 0 st - (latex-) 0 0 - - (latex-)
3518 st st - 31.22 61.41 + +p +M + / + 26.16 61.14 + +M +M + / +
3519 st - - 27.82 61.48 + +M +M + / + 25 61.37 + +M +M + / +
3520 st st 5 3057 | 61.32 + P +p * / + 2736 | 61.28 * +p +M * / +
3521 st st - 0 0 - st - - - - 0 0 - st - - - -
3522 st st - 34.04 61.45 + +md +md + +md + 33.69 61.36 + - - - +md +
3523 st - - 31.12 61.35 + +M +M + / + 31.13 61.04 + +M +1/2 + / +
3524 st st - - 30.79 61.55 + +M +M + / + 28.94 61.36 + +M +m + / +
3525 st - +p +m + 29.03 61.35 + +M +M + / + 30.06 61.07 + +M +M + / +
3697 st +m (1) +p +m + 284 61.41 + +M +m + / + 28.81 61.12 + +1/2 +m + / +
3698 st - +md + 29.71 61.3 + +M +m + / + 27.94 61.27 + +M +1/2 + / +
38.29/ 61.61/
3699 st - 0/0/0 0/0/0 -|-I- - - + 36.2/ 61.5/ +H++ - - + +
35.83 61.31
3700 st st - 30.09 61.4 + +M +M + / + 28.36 61.32 + +M +1/2 + / +
3701 st st - 0 0 - - - - - - 0 0 - - - - - -
3702 st +p - + 29.7 61.43 + +M +M + / + 29.44 61.6 + +M +M + / +
3703 st +p +m + 32.76 61.28 + +M +m + / + 32.64 61.36 + +M +1/2 + / +
3704 st - 00000 | 61.00/0/0 | - (TaTef’_)) . + + 010/40 | 0/0/61.21 | -+ . . +
3705 st - +p +m + 0 0 - - - - - - 0 0 - - - - - -
3706 High 1.6 st +m (3) +M +m + 8/20 31.1 61.21 + +M +M + / + 15/20 30.62 60.79 + +1/2 +m + / + 14/20
3707 st - - - 0 0 - - - - - - 0 0 - - - - - -
3708 st +M +m + 29.03 61.22 + +M +M + / + 2817 61.32 + +M +M + / +
3709 st - - 0 0 - - - - - - 0 0 - - - - - -
3710 st st - 29.73 61.17 + +M +M + / + 29.55 61.47 + +M +M + / +
3711 st st - 28.74 61.05 + +M +M + / + 27.46 61.19 + +M +1/2 + / +
0/ 0/
35.93/ 61.42/ +md
3712 st st st - 40140 | 60.66/61.1 +H++ +m + / + %561?1/ %11 %86/ -[+/+ +m (latex ) + /
3713 +p (10) | +m (10) +p m + 32.66 614 + M +172 + ] + 31.79 61.6 + M 172 + J +
3714 st - - - 29.09 61.09 + +m +m + / + 28.71 61.27 + +m (1) +m + / +
3715 st - 28.56 61.29 + +M +M + / + 27.92 61.45 + +M +1/2 + / +
3716 st - 28.78 61.25 + +M +M + / + 29.38 61.31 + +M +M + / +
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Appendix 6 — Inclusivity / Exclusivity: raw data

INCLUSIVITY

Inoculation PCR result CT-SMAC CT-ChromiD
No Strain Origin level Cp Tm Typical Latex Typical Latex
colonies 0157/H7 colonies 0157/H7
1 | Escherichia coli | O157:H7 | Ad552 Slaughterhouse 51 23.88 61.78 + + + (white edge) +
2 | Escherichia coli | O157:H7 | Ad553 Slaughterhouse 35 23.21 61.51 + + + (white edge) +
3 | Escherichia coli | O157:H7 | Ad554 Slaughterhouse 31 23.44 61.7 + + + (white edge) +
4 | Escherichia coli | O157:H7 | Ad555 Slaughterhouse 50 23.13 61.62 + + + (white edge) +
5 | Escherichia coli | O157:H7 | Ad556 Water purification 44 23.06 61.58 + + + (white edge) +
6 | Escherichia coli | O157:H7 | Ad557 Water purification 29 23.64 61.79 + + + (white edge) +
7 | Escherichia coli | O157:H7 | Ad558 Water purification 31 23.03 61.63 + + + (white edge) +
8 | Escherichia coli | O157:H7 | Ad559 Ground beef 31 23 61.8 + + + +
9 | Escherichia coli | 0157:H7 | Ad560 Ground beef 29 22.98 61.73 + + + +
10 | Escherichia coli | O157:H7 | Ad561 Ground beef 22 22.47 61.46 + + + +
11 | Escherichia coli | O157:H7 | Ad562 Ground beef 39 22.55 61.53 + + + +
12 | Escherichia coli | O157:H7 | Ad563 Ground beef 46 22.63 61.47 + + + +
13 | Escherichia coli | O157:H7 | Ad564 Ground beef 32 25.69 61.54 + + weak + + weak
14 | Escherichia coli | O157:H7 | Ad565 Ground beef 28 23.76 61.61 + + + +
15 | Escherichia coli | O157:H7 | Ad566 Ground beef 30 23.01 614 + + + (white edge) +
16 | Escherichia coli | O157:H7 | Ad567 Slaughterhouse 30 22.85 61.59 + + + (white edge) +
17 | Escherichia coli | O157:H7 | Ad568 Slaughterhouse 36 23.86 61.62 + + + +
18 | Escherichia coli | O157:H7 | Ad569 Slaughterhouse 35 21.91 61.48 + + + +
19 | Escherichia coli | O157:H7 | Ad570 Slaughterhouse 29 21.87 61.7 + + + +
20 | Escherichia coli | 0157:H7 | Ad5T1 Faeces 59 | 2145| 6153 ¥ ¥ * (dark + weak
colonies)
21 | Escherichia coli | O157:H7 | Ad572 Faeces 33 22.1 61.42 + + + +
22 | Escherichia coli | 0157:H7 | Ad573 Faeces 49 | 2182 6152 ¥ ¥ *+ (rough +
colonies)
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Inoculation PCR result CT-SMAC CT-ChromID
No Strain Origin level Cp Tm Typical Latex Typical Latex
colonies O157/H7 colonies 0157/H7

23 | Escherichia coli | O157:H7 | Ad574 Faeces 45 215 61.25 + + weak + + weak
24 | Escherichia coli | O157:H7 | Ad575 Faeces 49 21.63 61.55 + + + +
25 | Escherichia coli | O157:H7 | Ad576 Faeces 46 21.75 61.63 + + + +
26 | Escherichia coli | O157:H7 | Ad577 Faeces 41 21.71 61.53 + + + +
27 | Escherichia coli | O157:H7 | Ad578 Faeces 33 219 61.66 + + + +
28 | Escherichia coli | O157:H7 | Ad579 Faeces 42 22.05 61.7 + + + +
29 | Escherichia coli | O157:H7 | Ad580 Faeces 61 22.01 61.66 + + + +
30 | Escherichia coli | O157:H7 | Ad581 Faeces 57 21.88 61.76 + + + +
31 | Escherichia coli | O157:H7 | Ad582 Faeces 41 21.69 61.57 + + + +
32 | Escherichia coli | O157:H7 | Ad583 Ground beef 53 21.64 61.81 + + + +
33 | Escherichia coli | O157:H7 | Ad584 Ground beef 27 21.88 61.68 + + + +
34 | Escherichia coli | O157:H7 | Ad585 Ground beef 32 22.1 61.22 + + + +
35 | Escherichia coli | O157:H7 | Ad586 Ground beef 38 21.77 61.53 + + + +
36 | Escherichia coli | O157:H7 | Ad587 Ground beef 36 21.61 61.22 + + + +
37 | Escherichia coli | O157:H7 | Ad588 Ground beef 27 21.67 61.36 + + + +
38 | Escherichia coli | O157:H7 | Ad589 Ground beef 24 21.63 61.37 + + + +
39 | Escherichia coli | 0157:H7 | Ad590 Ground beef 28 21.66 61.25 + + + +
40 | Escherichia coli | O157:H7 | Ad591 Ground beef 24 21.68 61.29 + + + (white edge) +
41 | Escherichia coli | O157:H7 | EF190 Faeces 47 21.96 61.38 + + + +
42 | Escherichia coli | O157:H7 | Ad 922 Sr:%unld beef with 37 | 2258 | 6154 + + + +
43 | Escherichia coli | O157:H7 %:;8?571 (ATCC Clinical 47 23.39 61.27 + + + +
44 | Escherichia coli | O157:H7 | ATCC 43888 / 36 22.81 61.38 + + + (white edge)

45 | Escherichia coli | O157:H7 | Ad485 Ground beef 28 22.73 61.51 + + + (white edge)

46 | Escherichia coli | O157:H7 | Ad486 Ground beef 31 22.61 61.49 + + + (white edge)
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Inoculation PCR result CT-SMAC CT-ChromID
No Strain Origin level Cp Tm Typical Latex Typical Latex
colonies O157/H7 colonies 0157/H7

47 | Escherichia coli | O157:H7 | Ad487 Ground beef 38 22.75 61.48 + + + +

48 | Escherichia coli | O157:H7 | Ad488 Ground beef 23 22.73 61.5 + + + +

49 | Escherichia coli | O157:H7 | Ad489 Ground beef 42 22.02 61.4 + + + +

50 | Escherichia coli | O157:H7 | ATCC 700728 / 35 23.36 61.94 + + + (white edge) +
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MICROVAL® [§

EXCLUSIVITY

No Strain Origin Inoculation level Co PCR?;SUH Result
1 | Escherichia coli 092:H33 Ad503 Clinical origin (Mexico) 2.210° 0 0 -
2 | Escherichia coli 03:H2 Ad504 Clinical origin (Chile) 3.8 104 0 0
3 | Escherichia coli 078:H11 ATCC 35401 |/ 1.7105 0 0
4 | Escherichia coli 06:H6 Ad506 Human 3.4 10° 0 0
5 | Escherichia coli 06:H10 Ad507 Clinical origin (Sweden) 51105 0 0
6 | Escherichia coli 0111:H21 Ad508 Clinical origin (USA) 2.310° 0 0
7 | Escherichia coli 086:H43 Ad509 Animal origin (elephant USA) 3.710° 0 0
8 | Escherichia coli 026:H11 Ad510 Clinical origin (USA) 3.110° 0 0
9 | Escherichia coli O111:H8 Ad511 Clinical origin (USA) 25100 0 0
10 | Escherichia coli 0128:H2 Ad512 Clinical origin (USA) 4910° 0 0
11 | Escherichia coli O111:H2 Ad513 Clinical origin (UK) 2.210° 0 0
12 | Escherichia coli 0128:H7 Ad514 Clinical origin (USA) 3.210° 0 0
13 | Escherichia coli 078:K80:H12 | ATCC 43896 | Human 3.9108 0 0
14 | Escherichia coli 0104:H21 Ad516 Clinical origin (USA) 5.8 10° 0 0
15 | Escherichia coli 0157:H43 Ad517 / 6.0 10° 21.93 56.33
16 | Escherichia coli 055:H7 Ad518 Clinical origin (Sri Lanka) 4.310° 0 0
17 | Escherichia coli 044:H18 Ad519 Clinical origin (Peru) 42105 0 0
18 | Escherichia coli 0127:H6 Ad520 Clinical origin (UK) 2.210° 0 0
19 | Escherichia coli 055:H6 Ad521 Clinical origin (USA) 5.310° 0 0

20 | Escherichia coli 018:K1:H7 Ad522 Clinical origin 45105 0 0

21 | Salmonella Landau Ad499 Food product 8.6 10 0 0

22 | Salmonella Sternschanze | Ad500 Food product 21108 0 0

23 | Salmonella Urbana Ad501 Food product 3.010° 0 0

24 | Salmonella Wayne Ad502 Food product 5.8 10 0 0

25 | Hafnia alvei 88 Bakery 3.910° 0 0

26 | Citrobacter freundii 25 Frozen raw spinach 3.510° 0 0

27 | Escherichia vulneris 127 Raw milk 4.0 105 0 0

28 | Escherichia coli 0157 Adb525 Faeces 4.310° 21.92 56.44

29 | Escherichia coli 0157 Adb27 Clinical 3.8 100 21.57 56.39
30 | Escherichia coli 0157:H- Ad535 / 45105 21.53 56.49
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MICRO\/AN!: W

and the expert laboratory

Appendix 7 - Results obtained by the collaborative laboratories

Laboratory A
Aerobic mesophilic flora: 1.4 x 107 CFU/g
Reference method: 1IS016654 Alternative method: GENE-UP E.coli 0157:H7

N° Latex | Final PCR Confirmation Final Agree-

Sample | - CT-SMAC chrom D | Indole (O157/H7) | result | Cp | Tm |Result S(IE/ITA-C chlr[())m (ol{gtf/ﬁn result ment
4 + (2 colonies) | + (2 colonies) | + ++ + / / - - - / - ND
6 - - / / - / / - - - / - NA
8 - - / / - / / - - - / - NA
9 - - / / - / / - - - / - NA
12 - - / / - / / - - - / - NA
15 - - / / - / / - - - / - NA
20 - - / / - / / - - - / - NA
21 - - / / - / / - - - / - NA
2 - + + ++ + [2449]6032| + + + +/+ + PA
5 + + + ++ + [2450(60.36| + + + ++ + PA
11 + + + ++ + 125.01]6033] + + + +/+ + PA
13 - - / / - 2421|6014 + + + +/+ + PD
16 + + + ++ + 2483|6043 | + + + ++ + PA
18 + + + ++ + [24.80]59.96| + + + +/+ + PA
22 + + + ++ + 243316051 + + + ++ + PA
23 - - / / - |23.68(60.09| + + + ++ + PD
1 + + + ++ + [2432]6044| + + + +/+ + PA
3 + + + ++ + 2484|6057 | + + + ++ + PA
7 + + + ++ + |12541]60.09| + + + +/+ + PA
10 + + + ++ + 244216029 + + + ++ + PA
14 + + + ++ + [2360(6042| + + + ++ + PA
17 + + + ++ + 1242916053 + + + +/+ + PA
19 + + + ++ + 249316037 + + + ++ + PA
24 + + + ++ + |2562]6054| + + + +/+ + PA
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Laboratory B

Aerobic mesophilic flora: 2.1 x 108 CFU/g

Reference method: 1ISO016654 Alternative method: GENE-UP E.coli 0157:H7

N° Latex Final PCR Confirmation Final Agree-

Sample | CT SMAC | chrom ID | Indole (O157MH7) |result| Cp | Tm |Result S%AL_C chlrls)m (0%?7%7) result ment
4 - / / - / / - - - / - NA
6 - / / - / / - - - / - NA
8 - / / - / / - - - / - NA
9 - / / - / / - - - / - NA
12 - / / - / / - - - / - NA
15 - / / - / / - - - / - NA
20 - / / - / / - - - / - NA
21 - - / / - / / - - - / - NA
2 + + + +/+ + 2323|6074 + + + ++ + PA
5 + + + ++ + 24126070 + + + ++ + PA
11 + + + +/+ + (2421|6059 + + + ++ + PA
13 + + + +/+ + 2345|6044 | + + + ++ + PA
16 + + + ++ + [2347(60.70| + + + ++ + PA
18 + + + +/+ + [2351(6048| + + + ++ + PA
22 + + + ++ + [23.60[6056| + + + ++ + PA
23 + + + ++ + [2376(6049| + + + ++ + PA
1 + + + +/+ + 123.60(61.01| + + + ++ + PA
3 + + + ++ + (23926071 + + + ++ + PA
7 + + + +/+ + 2397|6074 + + + ++ + PA
10 + + + ++ + [23.65[60.61]| + + + ++ + PA
14 + + + ++ + (23296062 + + + ++ + PA
17 + + + +/+ + [2350|60.72| + + + ++ + PA
19 + + + ++ + [23.56[60.36| + + + ++ + PA
24 + + + ++ + [2339(6069| + + + ++ + PA
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Laboratory c

Aerobic mesophilic flora: 3.9 x 108 CFU/g

Reference method: 1ISO16654 Alternative method: GENE-UP E.coli 0157:H7

N° Latex Final PCR Confirmation Final Agree-

Sample | CT SMAC | chrom ID | Indole (0157MH7) [result| Cp | Tm | Resul S%A-I,:A-C chlr[c;m I(_gt1e5x7/H7) result ment
4 - / / - / / - - - / - NA
6 - / / - / / - - - / - NA
8 - / / - / / - - - / - NA
9 - / / - / / - - - / - NA
12 - / / - / / - - - / - NA
15 - / / - / / - - - / - NA
20 - / / - / / - - - / - NA
21 - - / / - / / - - - / - NA
2 + + + + + [2288[6143[ + + + + + | PA
5 + + + + + [2363|61.15] + + + + + PA
1 + + + + + [2293]61.19] + + + + + | PA
13 + + + + + 2380|6097 | + + + + + PA
16 + + + + + 2261|6117 + + + + + PA
18 - - / / - |2269]61.26| + + + + + PD
22 + + + + + 2354|6118 + + + + + PA
23 + + + + + 23116120 + + + + + PA
1 + + + + + 2256 |61.66| + + + + + PA
3 + + + + + 2277|6152 + + + + + PA
7 + + + + + [2282]61.20] + + + + + | PA
10 + + + + + [2329|61.03| + + + + + PA
14 + + + + + 2303|6124 + + + + + PA
17 + + + + + [2416]61.75] + + + + + | PA
19 + + + + + [2270|61.15] + + + + + PA
24 + + + + + [2282|6145| + + + + + PA
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Laboratory D
Aerobic mesophilic flora; 9.3 x 106CFU/g
Reference method: 1ISO16654 Alternative method: GENE-UP E.coli 0157:H7

N° Latex Final PCR Confirmation Final Agree-

Sample | CT SMAC | chrom D Indole | y157)17) [ resuit | Gp | Tm | Resut sﬁn&c Chlrgm l(-gtf;wm) result| MM
4 + + + ++ + / / - - - / - ND
6 - / / - / / - - - / - NA
8 - / / - / / - - - / - NA
9 - / / - / / - - - / - NA
12 - / / - / / - - - / - NA
15 - / / - / / - - - / - NA
20 - / / - / / - - - / - NA
21 - - / / - / / - - - / - NA
2 + + + ++ + |23.7260.31 + + + ++ + PA
5 + + + ++ + [25.03/60.32| + + + ++ + PA
11 + + + ++ + 123.82(6022| + + + ++ + PA
13 + + + ++ + 2568 |59.77| + + + ++ + PA
16 + + + ++ + |2487|59.85| + + + ++ + PA
18 - - / / - |2762]61.10| + + + ++ + PD
22 + + + ++ + [26.05/60.13| + + + ++ + PA
23 + + + ++ + 2406|6014 | + + + ++ + PA
1 + + + ++ + 12622(6052| + + + ++ + PA
3 + + + ++ + [2469/60.38| + + + ++ + PA
7 + + + ++ + |12472160.06| + + + ++ + PA
10 + + + ++ + [26.23/60.32| + + + ++ + PA
14 + + + ++ + |2455|59.99| + + + ++ + PA
17 + + + ++ + 2465|6017 | + + + ++ + PA
19 + + + ++ + [2495/60.06| + + + ++ + PA
24 + + + ++ + | 2377|6027 | + + + ++ + PA
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Laboratory E

Aerobic mesophilic flora: 5.4 x 108 CFU/g

Reference method: 1ISO16654 Alternative method: GENE-UP E.coli 0157:H7

N° Latex | Final PCR Confirmation Final Agree-

Sample | CT SMAC | chrom ID | Indole (0157M7) | result| Cp | Tm |Result CT- |chrom| Latex result ment

SMAC| ID | (O157/H7)

4 - / / / / - - / - NA
6 - / / / / / - NA
8 - / / / / / - NA
9 - / / / / / - NA
12 - / / / / / - NA
15 - / / / / / - NA
20 - / / / / / - NA
21 - / / / / - - - / - NA
2 - - / / - 1241416000 + + + +/+ + PD
5 + + + +/+ + |23.01[60.01] + + + +/+ + PA
11 + + + +/+ + |22.96(60.06| + + + +/+ + PA
13 + + + +H4+ + |2367[6015] + + + +H+ + PA
16 - / / 23.20(6015] + + + +/+ + PD
18 + + + +/+ + |2348[60.00] + + + +/+ + PA
22 + + + +/+ + |2297[6013] + + + +/+ + PA
23 - - / / - 2263|6000 + + + H/+ i PD
1 + + + +/+ + |2450[60.04| + + + +/+ + PA
3 + + + +/+ + |2297[59.99| + + + +/+ + PA
7 + + + +/+ + 12232[60.02] + + + +/+ + PA
10 + + + +/+ + |2356(60.02| + + + +/+ + PA
14 + + + +/+ + |2250(6010] + + + +/+ + PA
17 + + + ++ + 23.21[5998| + + + +/+ i PA
19 + + + +H+ + |2282[6020] + + + ++ + PA
24 + + + +/+ + 12234[6020] + + + +/+ + PA
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Summary Report

2015LR59 GENE-UP E. coli 0157:H7 MICROVAL i

10 July 2025] NEN
Laboratory F

Aerobic mesophilic flora; 8.4 x 106CFU/g

Reference method: 1ISO16654 Alternative method: GENE-UP E.coli O157:H7

. N°| T SMAC | ehrom D | Latex Final PCR . Confirmation Final Agreti-

ample chrom ndole T- |chrom| Latex men
(O157/H7) result Cp | Tm |Result SMAC| ID | (O157HH7) result

4 - / / / / - - / - NA
6 - / / / / / - NA
8 - / / / / / - NA
9 - / / / / / - NA
12 - / / / / / - NA
15 - / / / / / - NA
20 - / / / / / - NA
21 - / / / / - - - / - NA
2 + + + +/+ + 227416017 | + + + +/+ + PA
5 + + + +/+ + [23.05(6026| + + + +/+ + PA
11 + + + +/+ + [2297(6005| + + + +/+ + PA
13 - / / 2297160.06| + + + +H+ + PD
16 - / / 234516037 + + + +H+ + PD
18 - - / / - 227815997 | + + + +H+ + PD
22 + + + ++ + [23.08]60.01| + + + +H+ + PA
23 + + + ++ + 12255(60.10| + + + ++ + PA
1 + + + +/+ + 12292(6053| + + + +/+ + PA
3 + + + +/+ + 123.09(60.36| + + + +/+ + PA
7 + + + +/+ + [2285(60.05| + + + +/+ + PA
10 + + + +/+ + 12285(60.04| + + + +/+ + PA
14 + + + +/+ + [2276(60.15| + + + +/+ + PA
17 + + + ++ + 12280(6032| + + + ++ + PA
19 + + + ++ + 22725961 + + + ++ + PA
24 + + + ++ + 12255(6029| + + + ++ + PA
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Summary Report
2015LR59 GENE-UP E. coli 0157:H7 MICROVAL i
10 July 2025] NEN
Laboratory G
Aerobic mesophilic flora: 3.2 x 108 CFU/g
Reference method: 1ISO16654 Alternative method: GENE-UP E.coli 0157:H7
. N°| CTSMAC | e | g Latex Final PCR - Confirmation Final Agre(i-
ample chrom ndole T- |chrom| Latex men
(O157/H7) result Cp Tm | Result SMAC| ID | (0157H7) result
4 - / / / / - - - / NA
6 - / / / / - - - / NA
8 - / / / / - - - / NA
9 - / / / / - - - / NA
12 - / / / / - - - / NA
15 - / / / / - - - / NA
20 - / / 24.59/* | 60.15/* | +/-* - - / NA
21 - - / / - / / - - - / - NA
2 + + + + + | 23.74 | 60.36 + + + + + PA
5 + + + + + | 26.01 | 60.26 + + + + + PA
11 + + + + + | 23.85 | 60.54 + + + + + PA
13 + + + + + | 23.79 | 59.76 + + + + + PA
16 + + + + + | 24.88 | 60.16 + + + + + PA
18 + + + + + | 28.76 | 60.44 + + + + + PA
22 + + + + + | 28.16 | 60.16 + + + + + PA
23 + + + + + | 28.99 | 60.15 + + + + + PA
1 + + + + + | 28.39 | 60.32 + + + + + PA
3 + + + + + | 25.24 | 60.48 + + + + + PA
7 + + + + + | 26.70 | 59.62 + + + + + PA
10 + + + + + | 24.84 | 59.76 + + + + + PA
14 + + + + + | 2513 | 60.07 + + + + + PA
17 + + + + + | 24.68 | 59.76 + + + + + PA
19 + + + + + | 25.05 | 59.41 + + + + + PA
24 + + + + + | 2469 | 60.11 + + + + + PA
*: second extraction
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Summary Report

2015LR59 GENE-UP E. coli 0157:H7 MICROVAL i

10 July 2025] NEN
Laboratory H1

Aerobic mesophilic flora: 1.6 x 108 CFU/g

Reference method: 1ISO16654 Alternative method: GENE-UP E.coli 0157:H7

N° Latex | Final PCR Confirmation Final Agree-

Sample | CT SMAC | chrom ID | Indole (0157M7) | result| Cp | Tm |Result CT- |chrom| Latex result ment

SMAC| ID | (O157/H7)

4 - / / / / - - / - NA
6 - / / / / / - NA
8 - / / / / / - NA
9 - / / / / / - NA
12 - / / / / / - NA
15 - / / / / / - NA
20 - / / / / / - NA
21 - - / / - / / - - - / - NA
2 + + + + + |2415[59.99| + + + + + PA
5 + + + + + |2395[59.84| + + + + + PA
11 + + + + + |2315[6047| + + + + + PA
13 + + + + + |2351[60.06] + + + + + PA
16 - - / / - ]2362|6020| + + + + + PD
18 + + + + + 2275(6017| + + + + + PA
22 + + + + + 12295(6024| + + + + + PA
23 + + + + + 12720(59.92| + + + + + PA
1 + + + + + |2355[6025| + + + + + PA
3 + + + + + |2425[5991| + + + + + PA
7 + + + + + |2377[59.89| + + + + + PA
10 + + + + + |2372(6036| + + + + + PA
14 + + + + + |2349(60.09| + + + + + PA
17 + + + + + |2265[6031] + + + + + PA
19 - / / 22706034 + + + + + PD
24 - / / 23486026 + + + + i PD
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Summary Report

2015LR59 GENE-UP E. coli 0157:H7 MICROVAL i

10 July 2025] NEN
Laboratory H2

Aerobic mesophilic flora: 2.0 x 108 CFU/g

Reference method: 1ISO16654 Alternative method: GENE-UP E.coli 0157:H7

S N°| CTSMA [comD | | Latex | Final PCR T ChonfirTStion P Final Agreti-
ampie EHEC | %€ | (0157/H7) | result| Cp | Tm |Result STIAC CErI(-)IrEC (01273’;'7) result| "o
26 - / / / / - - / - NA
28 - / / / / / - NA
30 - / / / / / - NA
3N - / / / / / - NA
34 - / / / / / - NA
37 - / / / / / - NA
42 - / / / / / - NA
45 - / / / / / - NA
27 + + + + + / / / - ND
32 + + + + + / / / - ND
36 - / / / / / - NA
38 - / / / / / - NA
40 - / / / / / - NA
43 - / / / / - - - / - NA
46 - / / 23.03[59.89| + + + + + PD
48 - / / 22976000 + + + + + PD
25 - - / / - 123.31]6017| + + + + + PD
29 + + + + + [23.61]59.62| + + + + + PA
33 - / / - |2423|6026| + + + + + PD
35 - - / / - |23.38|60.19| + + + + + PD
39 + + + + + [2356]59.96| + + + + + PA
4 - / / - / / - - - / - NA
44 - / / 23.5460.13| + + + + + PD
47 - / / 23.34160.06| + + + + + PD
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Summary Report

2015LR59 GENE-UP E. coli 0157:H7 MICROVAL i

10 July 2025] NEN
Laboratory |

Aerobic mesophilic flora: 1.0 x 109 CFU/g

Reference method: 1ISO16654 Alternative method: GENE-UP E.coli 0157:H7
N° D ] - PCR Confirmation - Agree-
chrom atex ina chrom ina
Sample | CTSMAC | “gpiec | Idole | 157147y | result| Cp | Tm | Result SCT' D | LA s | Ment
MAC EHEC (O157/H7)

4 - / / / / - / - NA
6 - / / / / / - NA
8 - / / / / / - NA
9 - / / / / / - NA
12 - / / / / / - NA
15 - / / / / / - NA
20 - / / / / / - NA
21 - - / / - / / - - - / - NA
2 + + + ++ + 272316071 + + + +/+ + PA
5 + + + ++ + [27.00160.64| + + + +/+ + PA
1 + + + ++ + |27.26]6047| + + + ++ + PA
13 + + + ++ + [2711]6060| + + + ++ + PA
16 - - / / - 126.04/6057| + + + ++ + PD
18 + + + ++ + |27.74]60.27 + + + ++ + PA
22 + + + ++ + [3142]59.37| + + + +/+ + PA
23 + + + ++ + [2650(60.35| + + + +/+ + PA
1 + + + ++ + [2842]60.99| + + + +/+ + PA
3 + + + ++ + [2759(6054| + + + +/+ + PA
7 + + + ++ + [26.85(60.70| + + + +/+ + PA
10 + + + ++ + 126.67(6029| + + + +/+ + PA
14 + + + ++ + 127.85(60.26| + + + +/+ + PA
17 + + + ++ + |24.58(60.12] + + + ++ + PA
19 + + + ++ + 12599(6041| + + + +/+ + PA
24 + + + ++ + [27.01]6048| + + + ++ + PA
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Summary Report

2015LR59 GENE-UP E. coli 0157:H7 MICROVAL i

10 July 2025] NEN
Laboratory J

Aerobic mesophilic flora: 6.0 x 108 CFU/g

Reference method: 1ISO16654 Alternative method: GENE-UP E.coli 0157:H7

. N°| T SMAC | ehrom D | Latex Final PCR . Confirmation Final Agreti-

ample chrom ndole T- | chrom | Latex men
(O157/H7) result Cp | Tm |Result SMAC| ID | (O157HH7) result

4 - / / / / - - / - NA
6 - / / / / / - NA
8 - / / / / / - NA
9 - / / / / / - NA
12 - / / / / / - NA
15 - / / / / / - NA
20 - / / / / / - NA
21 - / / / / - - - / - NA
2 - / / 23.86 (6048 | + + + +/+ + PD
5 - / / 23.99(60.60| + + + +/+ + PD
11 - / / 2476 |60.54 | + + + +/+ + PD
13 - - / / - |2432]16061| + + + +H+ + PD
16 + + + ++ + 123.63[61.00| + + + +/+ + PA
18 + + + ++ + 12359(6052| + + + +/+ + PA
22 - - / / - 1229916041 + + + +H+ + PD
23 + + + ++ + 123.26(6047| + + + ++ + PA
1 - - / / - |2361]6068| + + + +/+ + PD
3 + + + +/+ + [2379(6063| + + + +/+ + PA
7 + + + +/+ + [23.66(6063| + + + +/+ + PA
10 - / / 2353|60.64| + + + +/+ + PD
14 - - / / - 12349160.74| + + + +/+ + PD
17 + + + +/+ + |23.14[60.71] + + + +/+ + PA
19 + + + ++ + 123.22]6062| + + + ++ + PA
24 + + + +/+ + |2350[60.71] + + + +/+ + PA
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Summary Report

2015LR59 GENE-UP E. coli 0157:H7 MICROVAL i

10 July 2025] NEN
Laboratory K

Aerobic mesophilic flora: 1.5 x 105 CFU/g

Reference method: ISO16654 Alternative method: GENE-UP E.coli 0157:H7

N° Latex | Final PCR Confirmation Final Agree-

Sample | CT SMAC | chrom ID | Indole (0157M7) | result| Cp | Tm |Result CT- |chrom| Latex result ment

SMAC | ID |(O157/H7)

4 - + ++ + / / - - / - ND
6 + + + ++ + / / / = ND
8 - / / / / / - NA
9 - / / / / / - NA
12 - / / / / / - NA
15 - - / / - / / / - NA
20 + - + ++ + / / / - ND
21 - / / / / - - - / - NA
2 - / / - 1229316054 | + + + ++ + PD
5 + + + ++ + 22.92 | 60.51 + + + +/+ + PA
11 - / / 22.77 16053 | + + + ++ + PD
13 - / / 2310|6051 | + + + H+ + PD
16 - / / 22.6960.65| + + + H+ + PD
18 - / / 22986050 | + + + H+ + PD
22 - / / / / - - - / - NA
23 - / / 2293|6041 | + + + H/+ + PD
1 - / / - 1234116072 + + + ++ + PD
3 + + + ++ + 2274|6062 + + + ++ + PA
7 + + + ++ + (23226043 + + + ++ + PA
10 + - + ++ + 22996047 + + + ++ + PA
14 - / / 2275|6064 | + + + ++ + PD
17 - / / 22996060 + + + H/+ i PD
19 - / / - |22.68|60.55| + + + H/+ + PD
24 + + + +/+ + |2251[6051] + + + +/+ + PA
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Summary Report

2015LR59 GENE-UP E. coli 0157:H7 MICROVAL i

10 July 2025] NEN

Laboratory

Aerobic mesophilic flora; 8.0 x 106CFU/g

Reference method: 1ISO16654 Alternative method: GENE-UP E.coli 0157:H7

N° Final PCR Confirmation Final Agree-

Sample result ™m CT- |chrom| Latex result ment

SMAC| ID | (O157/H7)

4 / / / / - - / - NA
6 / / / / / - NA
8 / / / / / - NA
9 / / / / / - NA
12 / / / / / - NA
15 / / / / / - NA
20 / / / / / - NA
21 / / / / / - NA
2 - / / / / - - - / - NA
5 - / / - 6133 + + + +/+ + PD
11 + + + + 61.29 + + + ++ + PA
13 + + + + 61.16 + + + +/+ + PA
16 + + + + 61.46 + + + +/+ + PA
18 / / 6143| + + + +H+ + PD
22 / / 6143| + + + +H+ i PD
23 - / / - 6144 | + + + ++ + PD
1 + + +/+ + 61.51 + + + +/+ + PA
3 - / / - 6144 + + + +/+ + PD
7 + + + + 61.43 + + + +/+ + PA
10 + + + + 61.16 + + + +/+ + PA
14 + + + + 61.18 + + + +/+ + PA
17 / / 61.64| + + + ++ i PD
19 / / - 61.52| + + + ++ + PD
24 + +/+ + 61.72| + + + ++ + PA
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Summary Report

2015LR59 GENE-UP E. coli 0157:H7 MICROVAL i

10 July 2025] NEN

Laboratory M

Aerobic mesophilic flora; 5.2 x 105CFU/g

Reference method: 1ISO16654 Alternative method: GENE-UP E.coli 0157:H7

. N°| ot svac | crom 1o | ini Latex Final PCR < Confirmation Final Agreti-

ample chrom ndole T- |chrom| Latex men
(O187THT) | rosu| CP | T | Resulti quac| "I | (0157/H7) | result

4 - / / / / - - / - NA
6 - / / / / / - NA
8 - / / / / / - NA
9 - / / / / / - NA
12 - / / / / / - NA
15 - / / / / / - NA
20 - / / / / / - NA
21 - / / / / - - - / - NA
2 - / / 24.38160.08| + + + ++ + PD
5 - / / 244015948 | + + + ++ + PD
11 - / / 2390|6011 | + + + ++ + PD
13 - / / 2344 15993| + + + H+ + PD
16 - / / 24.25(60.24| + + + +/+ + PD
18 - / / 23.97(29.88| + + + +/+ + PD
22 - / / / / / - NA
23 - - / / - / / - - - / - NA
1 + + + ++ + [23.80]60.61| + + + ++ + PA
3 + + + ++ + [24.30(60.07| + + + ++ + PA
7 + + + ++ + [2356(60.09] + + + ++ + PA
10 + + + ++ + [23.77]59.72| + + + ++ + PA
14 + + + ++ + [23.93]59.93| + + + ++ + PA
17 + + + +/+ + |23.88[6029| + + + +/+ + PA
19 - / / 23.19(59.91] + + + +/+ + PD
24 - / / 23466026 + + + H/+ + PD
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

Laboratory

N (ADRIA)

Aerobic mesophilic flora: 5.5 x 108 CFU/g

MlcnovAN!: W

Reference method: 1ISO16654 ¢ Alternative method: GENE-UP E.coli 0157:H7
. N°| Latex Final PCR Confirmation Final Agreti-
ample | CT SMAC | chrom ID | Indole CT- |chrom| Latex men
(O157/H7) result Cp | Tm |Result SMAC| ID | (O157HH7) result
4 - - / / - - / - NA
6 - - / / / - NA
8 - - / / / - NA
9 - - / / / - NA
12 - - / / / - NA
15 - - / / / - NA
20 - - / / / - NA
21 - - / / - - - / - NA
2 - - 24.29(59.68| + + + + + PD
5 - - - - 2386|6004 | + + + + + PD
11 + + + + + [2393]59.89| + + + + + PA
13 - - 2369(59.84| + + + + + PD
16 - - / / - - - / - NA
18 - - 2541/59.18| + + + + + PD
22 - - / / - - - / - NA
23 - - 24.88(60.09| + + + + + PD
1 - - 2518 (59.86 | + + + + + PD
3 - - 2342(59.93| + + + + + PD
7 - - - - 124.08|59.87| + + + + + PD
10 + + + + + |23.54|59.81 + + + + + PA
14 - - - - |2363]59.92| + + + + + PD
17 + + + + + [2517(5999| + + + + + PA
19 - - 2430 |59.58 | + + + + + PD
24 - - 25646021 | + + + + + PD

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available

on www.cofrac.fr)
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Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

MICROVAL® [l

Appendix 8 - Sensitivity study: raw data (Extension study, 2018)

GENERAL PROTOCOL - FRESH AND FROZEN RAW MEATS (25 g sample size)

Alternative method : GENE-UP® E. coli 0157:H7
) BPW 18h at 41.5°C =
Sample N° Product Refelrcsagc? ﬁ'gse :hOd' PCR initial validation PCR extension Agreement pos ,%
PCR result Confirmation | Final result | Agreement Multi dose kit Unit dose kit Multi Dose/ 3
Cp | Tm |Result| final result 8h 18h Cp Tm Result Cp Tm Result | Unit Dose

7708 Fresh beef trim - 0 0 - - - NA 0 0 0 0 NA 1 a
7709 Fresh ground beef - 26.11|61.61 + + + PD 27.12 60.51 + 29.55 60.15 + PA 1 a
7710 Fresh lamb meat + 2367|6162 + + + PA 24.8 60.59 + 25.69 60.43 + PA 1 a
7711 Fresh lamb meat + 28.36 | 61.21 + + + PA 28.46 60.54 + 30.94 59.99 + PA 1 a
7712 Fresh pork meat - 23.72| 61.2 + + + PD 23.48 60.45 + 25.41 60.49 + PA 1 a
460 Fresh ground beef + 28.7 |6152| + + + PA 29.07 60.75 + 30.98 59.74 + PA 1 a
461 Fresh beef trim + 0 0 - - - ND 0 0 0 0 NA 1 a
462 Fresh beef trim + 225116146 + + + PA 23.05 60.54 + 22.79 60.26 + PA 1 a
463 Fresh ground beef - 2542 |61.41 + + + PD 24 .4 60.43 + 25.8 60.3 + PA 1 a
464 Fresh Veal trim + 28.0861.39| + + + PA 28.37 60.81 + 28.36 60.41 + PA 1 a
465 Fresh Veal trim - 0 0 - - - NA 0 0 0 0 NA 1 a
466 Fresh Veal trim - 0 0 - - - NA 0 0 0 0 NA 1 a
785 Veal trim + 28.43|61.56 PA 27.67 61.17 26.74 60.78 PA 1 a
786 Fresh veal trim - 346 |161.23 PD 33.08 61.18 33.7 60.49 PA 1 a
787 Fresh veal trim 0 0 - - - ND 0 0 - 0 0 NA 1 a
788 Fresh veal trim 3049|6162 + + + PA 304 60.9 + 30.52 60.52 + PA 1 a
1698 Fresh lamb meat - 0 0 - - - NA 0 0 0 0 NA 1 a
1699 Fresh beef trim - 0 0 - - - NA 0 0 0 0 NA 1 a
1700 Fresh beef trim - 0 0 - - - NA 0 0 0 0 NA 1 a
1701 Fresh lamb meat - 0 0 - - - NA 0 0 0 0 NA 1 a
2922 Ground beef - 0 0 - - - NA 0 0 0 0 NA 1 a
2923 Ground beef - 0 0 - - - NA 0 0 0 0 NA 1 a
2924 Ground beef - 0 0 - - - NA 0 0 0 0 NA 1 a
7318 Frozen ground veal + 253816133 + + + PA 26.52 60.27 + 29.99 60.49 + PA 1 b
7319 Frozen veal trim - 2517 | 61.5 + + + PD 26.62 60.31 + 28.77 60.38 + PA 1 b
7320 Frozen veal trim + 2378|6155 + + + PA 25.58 60.31 + 33.69 58.16 + PA 1 b
7321 Frozen lamb meat + 2176|6154 | + + + PA 23.07 60.24 + 24.99 60.21 + PA 1 b
7322 Frozen lamb meat + 2143|6153 + + + PA 23.19 60.2 + 25.16 60.14 + PA 1 b
7323 Frozen lamb meat - 2464|6148 + + + PD 25.43 60.3 + 28 60.28 + PA 1 b
7324 Frozen ground beef - 2417 | 61.4 + + + PD 25.15 60.23 + 28.04 60.07 + PA 1 b
7325 Frozen ground beef + 25.99 | 61.61 + + + PA 26.78 60.56 + 29.48 60.44 + PA 1 b
7326 Frozen beef trim + 22626164 + + + PA 24.41 60.63 + 25.82 60.55 + PA 1 b

86 Frozen beef trim + 21.73| 61.4 + + + PA 22.67 60.7 + 23.91 59.66 + PA 1 b

87 Frozen beef trim + 228416139 + + + PA 23.73 60.49 + 23.57 60.28 + PA 1 b
1702 Frozen lamb meat - 0 0 - - - NA 0 0 0 0 NA 1 b
1703 Frozen lamb meat - 0 0 - - - NA 0 0 0 0 NA 1 b
1704 Frozen beef trim - 0 0 - - - NA 0 0 0 0 NA 1 b
1705 Frozen ground beef - 0 0 - - - NA 0 0 0 0 NA 1 b
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7

MICROVAL® [l

10 July 2025] NEN
GENERAL PROTOCOL - FRESH AND FROZEN RAW MEATS (25 g sample size)
Alternative method : GENE-UP® E. coli 0157:H7
) BPW 18h at 41.5°C =
Sample N° Product Refelrcsagc: ﬁ'gse :hOd' PCR initial validation PCR extension Agreement pos ,%
PCR result Confirmation | Final result | Agreement Multi dose kit Unit dose kit Multi Dose/ 3
Cp | Tm |Result| final result 8h 18h Cp Tm Result Cp Tm Result | Unit Dose
1706 Frozen beef trim - 0 0 - - - NA 0 0 - 0 0 NA 1 b
1707 Frozen ground beef - 0 0 - - - NA 0 0 0 0 NA 1 b
1708 Frozen ground beef - 0 0 - - - NA 0 0 0 0 NA 1 b
1709 Frozen veal meat - 0 0 - - - NA 0 0 0 0 NA 1 b
1710 Frozen veal meat - 0 0 - - - NA 0 0 0 0 NA 1 b
2939 Frozen veal meat - 0 0 - - - NA 0 0 - 0 0 NA 1 b
467 Seasoned beef trim - 3475|6123 + + + PD 35.65 61.04 + 34.52 60.64 + PA 1 c
468 Seasoned beef trim + 0 0 - - - ND 0 0 0 0 NA 1 c
469 Seasoned beef meat + 2066|6124 + + + PA 23.69 60.85 + 20.6 60.54 + PA 1 c
470 Seasoned beef meat - 0 0 - - - NA 0 0 0 0 NA 1 c
471 Seasoned ground beef - 0 0 - - - NA 0 0 0 0 NA 11 ¢
472 Seasoned ground beef + 2887|6113 | + + + PA 30.01 61.08 28.59 60.47 PA 11 ¢
473 Seasoned ground beef + 27516143 + + + PA 29.24 61.22 26.86 60.75 PA 1 Cc
474 Seasoned beef meat + 21.71|61.61 + + + PA 24.71 61.1 22.61 60.51 PA 1 c
475 Seasoned beef trim + 0 0 - - - ND 0 0 0 0 NA 1 c
476 Seasoned beef trim + 0 0 - - - ND 0 0 0 0 NA 1 c
477 Seasoned beef meat + 0 0 - - - ND 0 0 0 0 NA 1 c
789 Seasoned beef trim - 21.82|61.58 + + + PD 22.98 60.66 22.89 60.42 PA 1 c
790 Seasoned ground beef + 3058|6157 + + + PA 30.69 60.98 30.65 60.6 PA 1 c
791 Seasoned beef meat - 20.63 | 61.22 + + + PD 22.42 60.7 21.1 60.5 PA 1 c
792 Seasoned beef meat 0 0 - - - ND 0 0 - 0 0 NA 1 c
793 Seasoned beef meat 2208|6117 + + + PA 23.69 60.77 + 22.93 60.47 + PA 1 c
1711 Seasoned beef meat - 0 0 - - - NA 0 0 0 0 NA 1 c
1712 Seasoned beef meat - 0 0 - - - NA 0 0 0 0 NA 1 c
1713 Seasoned beef meat - 0 0 - - - NA 0 0 0 0 NA 1 c
1714 Seasoned beef trim - 0 0 - - - NA 0 0 0 0 NA 1 c
1715 Seasoned ground beef - 0 0 - - - NA 0 0 0 0 NA 11 ¢
2936 Frozen seasoned meat - 0 0 - - - NA 0 0 0 0 NA 1 c
2937 Frozen seasoned meat - 0 0 - - - NA 0 0 0 0 NA 1 c
2938 Frozen seasoned meat - 0 0 - - - NA 0 0 0 0 NA 1 c
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[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

MICROVAL® [l

GENERAL PROTOCOL - CURED AND FERMENTED MEATS (25 g sample size)

Alternative method : GENE-UP® E.coli 0157:H7
) BPW 18h at 41.5°C =
Sample N° Product Refelrcsagc? ﬁ'gse :hOd' PCR initial validation PCR extension Agreement pos ,%
PCR result Confirmation | Final result | Agreement Multi dose kit Unit dose kit Multi Dose/ 38
Cp | Tm |Result| final result 8h 18h Cp Tm Result Cp Tm Result | Unit Dose

7714 Merguez i 294 | 61.6 + + i PA 29.02 60.66 + 31.6 60.86 + PA 2 | a
7715 Sausages - 0 0 - - - NA 0 0 0 0 NA 2 | a
7716 Sausages 8 24.11/61.38| + + 5 PA 24.86 60.51 + 26.11 60.62 + PA 2 | a
7717 Sausages 8 302 [61.27| + + 5 PA 30 60.49 + 33.56 60.41 + PA 2 | a
7718 Sausages 8 2459|6148 | + + 5 PA 24.79 60.49 + 26.16 60.53 + PA 2 | a
7719 Sausages 8 2851|6153 + + 5 PA 29.37 60.63 + 30.84 60.76 + PA 2 | a
7720 Sausages 8 3051|6144 | + + 5 PA 29.85 60.6 + 31.81 60.74 + PA 2 | a
721 Sausages 8 23.09|6143| + + 5 PA 23.86 60.35 + 25.13 60.68 + PA 2 | a
746 Sausages + 0 0 - - - ND 0 0 0 0 NA 2 | a
747 Sausages - 30.93|61.24| + + + PD 30.69 60.62 + 32.69 60.36 + PA 2 | a
748 Sausages + 23.74161.65| + + + PA 26.44 59.93 + 29.1 60.36 + PA 2 | a
749 Sausages + 287216173 + + + PA 30.39 59.83 34.71 60.07 PA 2 | a
2925 Merguez - 0 0 - - - NA 0 0 0 0 NA 2 | a
2926 Sausages - 0 0 - - - NA 0 0 0 0 NA 2 | a
2927 Merguez - 0 0 - - - NA 0 0 0 0 NA 2 | a
2928 Sausages - 0 0 - - - NA 0 0 0 0 NA 2 | a
2929 Sausages - 0 0 - - - NA 0 0 0 0 NA 2 | a
2930 Sausages - 0 0 - - - NA 0 0 0 0 NA 2 | a
2931 Merguez - 0 0 - - - NA 0 0 0 0 NA 2 | a
2932 Cured meat - 0 0 - - - NA 0 0 0 0 NA 2 | a
2933 Cured meat - 0 0 - - - NA 0 0 - 0 0 NA 2 | a
7713 Coppa i 32.11| 61.3 + + i PA 31.55 60.51 + 35.99 59.97 + PA 2 | b

78 Low moisture ham + 0 0 - - - ND 0 0 0 0 NA 2 b

79 Low moisture ham + 0 0 - - - ND 0 0 0 0 NA 2 b

80 Smoked bacon + 21.71|61.57 PA 22.88 61.07 22.19 60.81 PA 2 | b

81 Bacon - 27.04 | 61.45 PD 27.16 60.75 27.88 60.44 PA 2 | b
2943 Dried cured meat - 0 0 - - - NA 0 0 0 0 NA 2 | b
2944 Cured ham - 245 | 61.48 PD 25.45 60.77 25.59 60.65 PA 2 | b
2945 Cured ham - 26.72 6142 PD 27.03 60.62 28.96 60.73 PA 2 | b
2946 Dried cured meat + 0 0 - - - ND 0 0 0 0 NA 2 | b
2947 Dried cured meat - 25.94 1 61.38 PD 24.75 60.96 24.98 61.06 PA 2 | b
2949 Cured ham - 26.49 | 61.26 PD 26.68 60.69 25.95 60.54 PA 2 | b
2958 Dried cured meat - 0 0 - - - NA 0 0 0 0 NA 2 | b
2959 Cured ham - 0 0 - - - NA 0 0 - 0 0 NA 2 | b
2960 Cured ham - 0 0 - - - NA 33.59/0/0 60.88/0/0 +/-- 0 0 ND 2 | b
2961 Low moisture meat - 0 0 - - - NA 0 0 0 0 NA 2 | b
3762 Fermented dried meat - 0 0 - - - NA 0 0 0 0 NA 2 | b
3763 Coppa - 0 0 - - - NA 0 0 0 0 NA 2 | b
3764 Dried beef meat - 0 0 - - - NA 0 0 0 0 NA 2 | b
3765 Fermented dried meat - 0 0 - - - NA 0 0 0 0 NA 2 | b

ADRIA 174/196 Version 3




Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7 M l C R O VA L UUU
10 July 2025] NEN

GENERAL PROTOCOL - CURED AND FERMENTED MEATS (25 g sample size)

Alternative method : GENE-UP® E.coli 0157:H7
) BPW 18h at 41.5°C =
Sample N° Product Refelrcsagc: ﬁ'gse :hOd' PCR initial validation PCR extension Agreement pos ,%
PCR result Confirmation | Final result | Agreement Multi dose kit Unit dose kit Multi Dose/ 38
Cp | Tm |Result| final result 8h 18h Cp Tm Result Cp Tm Result | Unit Dose

3766 Cured ham - 0 0 - - - NA 0 0 - 0 0 - NA 2 | b

82 Salami - 2367|6147 + + + PD 24.12 60.83 + 24.97 60.55 + PA 2 | ¢

83 Salami + 24656146 | + + + PA 25.95 60.82 + 26.56 60.4 + PA 2 | ¢

84 Low moisture sausage + 30.66 | 61.11 + + + PA 30.96 60.84 + 3143 60.42 + PA 2 | ¢

85 Low moisture sausage + 25.08 | 61.42 + + + PA 25.62 61.01 + 26.08 60.6 + PA 2 | c
2948 Fermented meat - 26.06|61.22| + + + PD 26.44 60.52 + 27.86 60.8 + PA 2 | ¢
2950 Salami + 26.16 [ 61.53 | + + + PA 26.55 60.87 + 26 60.77 + PA 2 | ¢
2951 Chorizo - 244116124 + + + PD 24.97 60.67 + 25.73 60.55 + PA 2 | ¢
2952 Low moisture sausage - 25.67 | 61.56 + + + PD 26.49 60.7 + 26.91 60.61 + PA 2 | c
2953 Low moisture sausage - 0 0 - - - NA 0 0 - 0 0 - NA 2 | c
2954 Low moisture sausage + 0 - - - ND 0 0 - 0 0 - NA 2 | c
2955 Low moisture sausage + 242 |6166| + + + PA 24.79 60.9 + 24.91 61.01 + PA 2 | c
2956 Salami - 25.35|61.72| + + + PD 25.49 60.8 + 26.18 60.67 + PA 2 | ¢
2957 Low moisture sausage - 0 0 - - - NA 0 0 0 0 NA 2 | c
2962 Salami - 0 0 - - - NA 0 0 0 0 NA 2 | ¢
2963 Chorizo - 0 0 - - - NA 0 0 0 0 NA 2 | ¢
2964 Low moisture sausage - 0 0 - - - NA 0 0 0 0 NA 2 | c
2965 Low moisture sausage - 0 0 - - - NA 0 0 0 0 NA 2 | c
2966 Low moisture sausage - 0 0 - - - NA 0 0 0 0 NA 2 | c
2967 Low moisture sausage - 0 0 - - - NA 0 0 0 0 NA 2 | c
2968 Low moisture sausage - 0 0 - - - NA 0 0 0 0 NA 2 | c
2969 Salami - 0 0 - - - NA 0 0 0 0 NA 2 | ¢

ADRIA 175/196 Version 3



Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7

MICROVAL® [l

10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MILKS AND RAW DAIRY PRODUCTS (25 g sample size)
Alternative method : GENE-UP® E.coli 0157:H7
BPW + acriflavin 20h at 41.5°C >
Sample N° | Product Refe:;ecr;ieﬁ ;ihod: PCR initial validation . . PCR extension . . Agreement S E;L
PCR result Confirmation rFelrslz:t Agreement Multi dose kit Unit dose kit Multi Dose/ | &S
Cp Tm Result | final result 18h 18h Cp Tm Result Cp Tm Result | Unit Dose

864 Raw ewe milk 21.17 61.71 + + + PA 23.02 60.94 + 21.36 60.78 + PA 3| a
865 Raw ewe milk 0 0 - - ND 33.64 61.19 + 34.99 60.61 + PA 3| a
866 Raw ewe milk 21.56 61.65 + + + PA 22.68 60.92 + 21.14 60.57 + PA 3 | a
867 Raw ewe milk - 21.56 61.58 + + + PD 2212 60.53 + 21.04 60.64 + PA 3| a
868 Raw cow milk + 21.93 61.65 + + PA 22.25 60.79 + 20.92 60.78 + PA 3| a
1320 Raw ewe milk - 0 0 - - NA 0 0 0 0 NA 3| a
1321 Raw ewe milk + 30.63 61.67 + + PA 0/3.,49/31.15* 0/60.66/61.35* i/+/+* 33.8 60.94 + PA 3| a
1322 Raw cow milk - 29.29 61.84 + + PD 31.58 59.97 + 31.67 60.82 + PA 3| a
1334 Raw cow milk - 0 0 - - NA 0 0 0 0 NA 3| a
1335 Raw cow milk + 0 0 - - ND 0 0 0 0 NA 3| a
1336 Raw cow milk - 32.76 61.71 + + + PD 32.62 61.02 + 35.61 60.64 + PA 3 | a
1341 Raw cow milk - 0 0 - - NA 0 0 0 0 NA 3| a
1342 Raw cow milk - 0 0 - - NA 0 0 0 0 NA 3| a
1770 Raw cow milk - 0 0 - - NA 0 0 0 0 NA 3| a
1771 Raw cow milk + 31.97 61.76 + + + PA 0 0 33.55 61.34 + PD 3| a
1781 Raw cow milk - 0 0 - - NA 0 0 0 0 NA 3| a
1782 Raw cow milk - 0 0 - - NA 0 0 0 0 NA 3| a
1783 Raw cow milk - 0 0 - - NA 0 0 0 0 NA 3| a
1784 Raw cow milk - 0 0 - - NA 0 0 0 0 NA 3| a
1785 Raw cow milk - 0 0 - - NA 0 0 0 0 NA 3| a
1786 Raw cow milk - 0 0 - - NA 0 0 0 0 NA 3| a
869 Raw cow milk cheese + 34.44 61.13 + + + PA 33.03 60.73 + 35.69 59.88 + PA 310D
870 Raw cow milk cheese + 40 55.96 - - ND 0 0 0 0 NA 310D
871 Raw cow milk cheese + 37.06 61.71 + + + PA 34.95 60.95 + 36.85 60.21 + PA 310D
872 Raw Ewe milk cheese - 0 0 - - NA 32.49/0/0 60.95/0/0 +/-/- 0 0 ND 3| b
874 Raw goat milk cheese + 0 0 - - ND 0 0 0 0 NA 3 | b
875 Raw goat milk cheese + 33.75 61.5 + + PA 31.23 60.72 + 36.07 60.12 PA 3 | b
876 Raw goat milk cheese + 27.37 61.61 + + PA 25.9 60.42 + 29.99 60.04 PA 310D
1323 Raw goat milk cheese + 31.85 61.35 + + PA 0/33.11/30.08* 0/60.58/61.11* i/+/+* 35.84 60.39 PA 310D
1324 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3| b
1326 Raw goat milk cheese - 27.54 61.52 + + PD 27.52 60.09 33.69 60.54 PA 310D
1327 Raw goat milk cheese + 33.86 61.78 + + PA 33.17 60.86 37.36 61.1 PA 310D
1765 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3|1 b
1766 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3|1 b
1767 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3|1 b
1768 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3|1 b
1775 Raw goat milk cheese - 0 0 - - NA 0 0 0 0 NA 3 | b
1776 Raw Ewe milk cheese - 0 0 - - NA 0 0 0 0 NA 3|1 b

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Summary Report

[2015LR59 GENE-UP E. coli O157:H7

MICROVAL® [l

10 July 2025] NEN
SPECIFIC PROTOCOL @ - RAW MILKS AND RAW DAIRY PRODUCTS (25 g sample size)
Alternative method : GENE-UP® E.coli 0157:H7
BPW + acriflavin 20h at 41.5°C >
Sample N° | Product Refe:;ecr;ieﬁ ;ihod: PCR initial validation . . PCR extension . . Agreement S E;L
PCR result Confirmation rFelrslz:t Agreement Multi dose kit Unit dose kit Multi Dose/ | S
Cp Tm Result | final result 18h 18h Cp Tm Result Cp Tm Result | Unit Dose
1778 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 310D
1779 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 31 b
1780 Raw goat milk cheese - 0 0 - - NA 0 0 0 0 NA 3 | b
2940 Raw Ewe milk cheese 0 0 - - ND 0 0 0 0 NA 31D
2942 Raw goat milk cheese 0 0 - - ND 0 0 - 0 0 NA 3| b
873 Raw cow milk cheese - 0 0 - - NA 35.81/0/0 61.17/0/0 +/-/- 0 0 ND 3| ¢
877 Raw cow milk cheese - 33.73 61.3 + + + PD 31.87 60.65 + 35.48 59.88 + PA 3] ¢
878 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3 c
879 Raw cow milk cheese + 33.67 61.43 + + + PA 31.59 60.68 + 34.38 60.41 + PA 3] ¢
880 Raw cow milk cheese + 0 0 - - ND 0 0 35.72/36.72/0 60.07/60.6/0 +[+/- PD 3| ¢
881 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3 c
882 Raw cow milk cheese + 24.51 61.37 + + + PA 254 60.89 + 24.49 60.45 + PA 3 ] ¢
884 Raw cow milk cheese + 34,51/0/0 | 61,47/0/0 | +/-/- + + PA 33.03 614 + 36.43 60.38 + PA 3 ] ¢
1325 Raw cow milk cheese + 0 0 - - ND 0/0/0* 0/0/0* if-1-* 0 0 NA 3| ¢
1328 Raw cow milk cheese + 25.79 61.43 + + PA 26.4 60.91 31.76 60.3 PA 3 ] ¢
1329 Raw cow milk cheese + 25.82 61.31 + + PA 29.14 60.83 31.55 60.01 PA 3| ¢
1330 Raw cow milk cheese - 2515 61.76 + + PD 27.67 60.75 27.74 60.65 PA 3| ¢
1331 Raw cow milk cheese - 0 0 - - NA 0 0 - 0 0 NA 3| ¢
1332 Raw cow milk cheese - 0/0/0 0/0/0 -[-/- - NA 0/0/0% 0/0/0* if-1-* 0 0 NA 3] ¢
1333 Raw cow milk cheese + 38.34 61.8 + + PA 0/37.31/0* 0/60.47/0* if+/-* 37.87 60.18 + PA 3] ¢
1337 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3 | ¢
1338 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3 | ¢
1339 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3 | ¢
1340 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3 | ¢
1769 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3 | ¢
1777 Raw cow milk cheese - 0 0 - - NA 0 0 0 0 NA 3 | ¢
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Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

MICROVAL® [l

GENERAL PROTOCOL - VEGETABLES (25 g sample size)

Alternative method : GENE-UP® E. coli 0157:H7
) BPW 18h at 41.5°C =
Sample N° Product Refelrcsagc? ﬁ'gse :hOd' PCR initial validation PCR extension Agreement pos ,%
PCR result Confirmation | Final result | Agreement Multi dose kit Unit dose kit Multi Dose/ 38
Cp | Tm |Result| final result 8h 18h Cp Tm Result Cp Tm Result | Unit Dose
7594 Sprouts - 0 0 - - - NA 0 0 0 0 NA 4 | a
7595 Sprouts - 0 0 - - - NA 35.2/0/35.83 | 60.72/0/60.86 | +/-/+ | 35.59/0/35.99 | 61.14/0/60.94 | +/-/+ PA 4 | a
7596 Sprouts - 0 0 - - - NA 0 0 0 0 NA 4 | a
7597 Sprouts + 0 0 - - - ND 0 0 0 0 NA 4 | a
7599 Chive + 20.0361.15| + + PA 21.08 60.59 + 21.9 61.56 + PA 4 | a
7600 Chive + 19.83(61.43| + + PA 21.21 60.62 + 21.97 61.54 + PA 4 | a
243 Sprouts - 0 0 - - - NA 35.5 60.84 + 37.11 60.27 + PA 4 | a
244 Sprouts - 347216162 + + PD 33.83 60.67 + 37.21 60.12 + PA 4 | a
245 Sprouts + 34026179 + + PA 34.36 60.93 + 35.06 60.41 + PA 4 | a
246 Sprouts - 0 0 - - - NA 0 0 0 0 NA 4 | a
247 Sprouts - 0 0 - - - NA 0 0 0 0 NA 4 | a
248 Sprouts 0 0 - - - ND 0 0 0 0 NA 4 | a
249 Sprouts 36.19 | 61.46 PA 35.07 61.25 35.51 60.79 + PA 4 | a
794 Chive - 26.47 | 61.2 PD 284 60.78 27.59 60.26 + PA 4 | a
795 Basil + 0 0 - - - ND 0 0 0/0* 0/0* if-* NA 4 | a
796 Coriander - 25.94161.34 PD 27.63 60.71 27.87 60.31 + PA 4 | a
797 Parsley + 24.42 | 61.37 PA 25.48 60.68 25.74 60.6 PA 4 | a
806 Sprouts - 0 0 - - - NA 0 0 0 0 NA 4 | a
1716 Sprouts - 0 0 - - - NA 0 0 0 0 NA 4 | a
1717 Parsley - 0 0 - - - NA 0 0 0 0 NA 4 | a
2934 Parsley - 0 0 - - - NA 0 0 0 0 NA 4 | a
7601 Baby leaves 3416 61.57 | + + + PA 33.15 60.72 + 34.31 61.44 + PA 4 | b
7602 Baby leaves 0 0 - - - ND 0 0 0 0 NA 4 | b
7603 Baby leaves - 32.79 | 60.41 + + + PD 31.16 60.53 31.99 61.11 PA 4 | b
7604 Baby leaves + 33.22|61.68| + + + PA 33.13 60.42 33.6 61.4 PA 4 | b
7605 Baby leaves - 33.19| 61.3 + + + PD 31.68 60.52 32.45 61.26 PA 4 |b
7606 Baby leaves - 0 0 - - - NA 0 0 0 0 NA 4 | b
7607 Baby leaves 2765|6144 | + + + PA 28.23 60.39 + 28.82 60.6 + PA 4 | b
250 Baby leaves 34.08|61.75| + + + PA 32.88 60.54 + 35.91 59.69 + PA 4 | b
251 Baby leaves - 0 0 - - - NA 0 0 0/0* 0/0* if- NA 4 | b
252 Baby leaves 295416169 + + + PA 30.42 60.75 + 32.89 59.96 + PA 4 |'b
798 Baby leaves 2488 | 61.2 + + + PA 234 60.78 + 22.95 60.73 + PA 4 |'b
799 Baby leaves - 25.61| 61.1 + + + PD 24.7 60.65 + 26.39 60.28 + PA 4 |'b
807 Baby leaves - 29.15161.09| + + + PD 25.86 60.58 + 31.13 59.77 + PA 4 |'b
1720 Baby leaves - 0 0 - - - NA 0 0 0 0 NA 4 | b
1721 Baby leaves - 0 0 - - - NA 0 0 0 0 NA 4 | b
1722 Baby leaves - 0 0 - - - NA 0 0 0 0 NA 4 | b
1723 Baby leaves - 0 0 - - - NA 0 0 0 0 NA 4 | b
1724 Baby leaves - 0 0 - - - NA 0 0 0 0 NA 4 | b
1725 Baby leaves - 0 0 - - - NA 0 0 0 0 NA 4 | b
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Summary Report
[2015LR59 GENE-UP E. coli O157:H7

MICROVAL® [l

10 July 2025] NEN
GENERAL PROTOCOL - VEGETABLES (25 g sample size)
Alternative method : GENE-UP® E. coli 0157:H7
) BPW 18h at 41.5°C =
Sample N° Product Refelrcsagc: ﬁ'gse :hOd' PCR initial validation PCR extension Agreement pos ,%
PCR result Confirmation | Final result | Agreement Multi dose kit Unit dose kit Multi Dose/ 38
Cp | Tm |Result| final result 8h 18h Cp Tm Result Cp Tm Result | Unit Dose
1726 Baby leaves - 0 0 - - - NA 0 0 - 0 0 NA 4 | b
2935 Baby leaves - 0 0 - - - NA 0 0 - 0 0 NA 4 | b
7608 Salad - 20.74 161.18| + + + PD 21.64 60.44 + 22.13 60.99 + PA 4 | ¢
7609 Grated carrots - 0 0 - - - NA 0 0 - 0 0 NA 4 | ¢
7611 Salad + 23.82|61.39| + + + PA 23.64 60.93 + 24.95 61.04 + PA 4 | ¢
7612 Salad - 23.68|61.72| + + + PD 24.05 60.53 + 25.44 60.63 + PA 4 | ¢
7615 Vegetables mix - 2573|6156 + + + PD 26.37 60.55 + 274 60.8 + PA 4 | ¢
7616 Grated cubbage - 0 0 - - - NA 0 0 0 0 NA 4 | ¢
253 Baby leaves + 254116168 + + + PA 25.6 60.69 + 26.99 60.04 + PA 4 | ¢
254 Garted red cubbage + 2041|61.75| + + + PA 21.95 60.71 + 21.13 60.43 + PA 4 | ¢
255 Grated carrots - 2366|6164 | + + + PD 25.51 60.75 + 23.93 60.31 + PA 4 | ¢
256 Vegetables mix + 223416163 + + + PA 24.14 60.94 + 22.69 60.7 + PA 4 | ¢
257 Vegetables mix + 21.48 | 61.51 + + + PA 22.83 60.73 + 22.41 60.74 + PA 4 | ¢
258 Vegetables mix + 26.08|61.75| + + + PA 25.53 60.54 + 27.51 60.11 + PA 4 | ¢
800 Cress - 0 0 - - - NA 0 0 0 0 NA 4 | ¢
801 Grated carrots - 0 0 - - - NA 0 0 0 0 NA 4 | ¢
802 Vegetables mix - 0 0 - - - NA 0 0 0 0 - NA 4 | ¢
803 Salads mix - 0 0 - - - NA 0 0 36.23/0/0 60.74/0/0 +[-/- PD 4 | ¢
804 Vegetables mix - 0 0 - - - NA 0 0 0 0 NA 4 | ¢
805 Garted red cubbage - 0 0 - - - NA 0 0 0 0 NA 4 | ¢
1718 Salad - 0 0 - - - NA 0 0 0 0 NA 4 | ¢
1719 Salad - 0 0 - - - NA 0 0 0 0 NA 4 | ¢
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;%Tﬁggngg%%E-UP E. coli O157:H7 MICROVAL® |l§
10 July 2025] NEN
GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES
Alternative method : GENE-UP® E. coli 0157:H7
) BPW 18h at 41.5°C =
Sample N° Product Refelrcsagc? ﬁ'gse :hOd' PCR initial validation PCR extension Agreement pos ,%
PCR result Confirmation | Final result | Agreement Multi dose kit Unit dose kit Multi Dose/ 38
Cp | Tm |Result| final result 8h 18h Cp Tm Result Cp Tm Result | Unit Dose

7572 Residues (vegetables industry) - 0 0 - - - NA 0 0 0 0 NA 5| a
7573 Residues (vegetables industry) + 22886045 + + + PA 25.79 60.98 + 26.16 61.2 + PA 5| a
7667 Dust from dairy industry + 33.37|59.76 | + + + PA 34.43 60.05 + 37.55 59.92 + PA 5 | a
7668 Dust from dairy industry + 26.49 | 59.81 + + + PA 29.75 59.84 + 34.5 59.5 + PA 5 | a
7669 Dust from dairy industry + 274 |5964| + + + PA 31.01 59.89 + 35.52 59.5 + PA 5 | a
7670 Dust from dairy industry - 0 0 - - - NA 0 0 0 0 NA 5 | a
1777 Residues (delicatessen industry) + 0 |[59.98 + + + PA 35.49 60.68 + 35.47 60.8 + PA 5 | a
7778 Residues (delicatessen industry) + 28.53 | 60.27 + + + PA 29.4 60.52 + 29.16 60.91 + PA 5 | a
7779 Residues (delicatessen industry) + 2742|5878 | + + + PA 28.82 60.44 + 28.43 60.97 + PA 5 | a
7780 Residues (delicatessen industry) - 245916059 + + + PD 27.51 60.56 + 28.58 61 + PA 5| a
7781 Residues (delicatessen industry) + 28826017 | + + + PA 31.18 60.69 + 31.66 60.89 + PA 5| a
7963 Residues (vegetables industry) - 0 0 - - - NA 0 0 0 0 NA 5| a
7964 Residues (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 5| a
7965 Residues (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 5| a
7966 Residues (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 5| a
7967 Residues (Beef meat) - 0 0 - - - NA 0 0 0 0 NA 5 | a
7968 Residues (Beef meat) - 0 0 - - - NA 0 0 0 0 NA 5 | a
7969 Residues (dusts from dairy industry) - 0 0 - - - NA 0 0 0 0 NA 5| a
7970 Residues (dusts from dairy industry) - 0 0 - - - NA 0 0 0 0 NA 5| a
7971 Residues (dusts from dairy industry) - 0 0 - - - NA 0 0 0 0 NA 5| a
7569 Cleaning water (vegetables industry) - 21646056 + + + PD 25.05 61.05 + 25.39 60.91 + PA 51| b
7570 Cleaning water (vegetables industry) + 2567|6042 + + + PA 28.42 60.86 + 28.55 61.22 + PA 5| b
7571 Process water (vegetables industry) - 0 0 - - - NA 0 0 0 0 NA 5| b
7773 Cleaning water (delicatessen industry) - 2063|6056 | + + + PD 234 60.92 + 22.95 60.94 + PA 5 | b
1774 Cleaning water (delicatessen industry) - 2063|6036 | + + + PD 23.49 60.76 + 22.84 60.76 + PA 5 | b
7775 Cleaning water (delicatessen industry) + 2153|6042 + + + PA 24.56 60.96 + 23.48 60.94 + PA 5 | b
7776 Cleaning water (delicatessen industry) + 20.82 | 60.31 + + + PA 23.63 60.71 + 22.16 60.91 + PA 5 | b
7782 Cleaning water (dairy industry) + 19.82160.22| + + + PA 22.64 60.9 + 20.9 61.12 + PA 5| b
7783 Cleaning water (dairy industry) + 20.2 {60.36| + + + PA 22.02 60.55 + 21.06 60.87 + PA 5| b
7784 Cleaning water (dairy industry) - 20.08|60.26 | + + + PD 22.48 60.76 + 21.04 60.88 + PA 5| b
7785 Cleaning water (dairy industry) - 20.01/60.28| + + + PD 21.83 60.53 + 21.6 61.07 + PA 5| b
7972 Cleaning water (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 5 | b
7973 Process water (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 5 | b
7974 Process water (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 51 b
7975 Cleaning water (vegetables industry) - 0 0 - - - NA 0 0 0 0 NA 51 b
7976 Cleaning water (vegetables industry) - 0 0 - - - NA 0 0 0 0 NA 51 b
7977 Process water (vegetables industry) - 0 0 - - - NA 0 0 0 0 NA 51 b
7978 Cleaning water (dairy industry) - 0 0 - - - NA 0 0 0 0 NA 51 b
7979 Cleaning water (dairy industry) - 0 0 - - - NA 0 0 0 0 NA 51 b
7980 Cleaning water (dairy industry) - 0 0 - - - NA 0 0 0 0 NA 51 b
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Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

MICROVAL® [l

GENERAL PROTOCOL - ENVIRONMENTAL SAMPLES

Alternative method : GENE-UP® E. coli 0157:H7
) BPW 18h at 41.5°C =~
Sample N° Product Refelrcsagc? ﬁ'gse :hOd' PCR initial validation PCR extension Agreement pos ,%
PCR result Confirmation | Final result | Agreement Multi dose kit Unit dose kit Multi Dose/ 38
Cp | Tm |Result| final result 8h 18h Cp Tm Result Cp Tm Result | Unit Dose
7661 Wipe (vegetables industry) + 0 0 - - - ND 0 0 - 0 0 NA 51| ¢
7662 Wipe (vegetables industry) - 26.45 | 60.61 + + + PD 29.86 61.25 + 29.87 60.59 + PA 51| ¢
7663 Wipe (vegetables industry) 0 0 - - - ND 0 0 - 0 0 NA 51| ¢
7664 Wipe (vegetables industry) 347316056 | + - (+ at 72h) + PA 34.56 60.68 + 36.71 60.65 + PA 5| ¢
7665 Wipe (dairy industry) - 0 0 - - - NA 0 0 0 0 NA 5| ¢
7666 Wipe (dairy industry) - 0 0 - - - NA 0 0 0 0 NA 5| ¢
7786 Wipe (delicatessen industry) 20.84 | 60.31 PA 23.46 60.84 23.45 60.82 PA 5| ¢
7787 Wipe (delicatessen industry) 20.81|60.17 PA 23.95 60.96 23.41 60.69 PA 5| ¢
7788 m’uesfrf;‘)" cleaning (delicatessen : 2437|6036 + + + PD 27.08 60.98 ; 274 60.95 ; PA 5 | ¢
7789 mpues;f;‘)” cleaning (delicatessen + 2111|6034 + + + PA 2372 60.73 + 2411 61.01 + PA 5 | ¢
7790 mpues;f;‘)” cleaning (delicatessen + 19.87 6014 | + + + PA 22.73 60.53 + 22.41 60.77 + PA 5 | ¢
7791 Wipe (dairy industry) 0 0 - - - ND 31.3 60.77 + 32.76 60.62 + PA 5] ¢C
7792 Wipe (dairy industry) 2046 160.09| + + + PA 22.82 60.51 + 22.43 60.79 + PA 5| ¢
7793 Wipe after cleaning (dairy industry) - 28.76 | 59.9 + + + PD 29.53 60.5 + 30.43 60.48 + PA 5| ¢
7794 Wipe after cleaning (dairy industry) - 20.32160.19| + + + PD 22.56 60.59 + 21.61 60.82 + PA 5| ¢
7795 Wipe after cleaning (dairy industry) + 0 0 - - - ND 0 0 0 0 NA 5] ¢C
7981 Wipe (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 5] ¢C
7982 Wipe after cleaning (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 51| ¢
7983 Wipe after cleaning (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 51| ¢
7984 Wipe (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 51| ¢
7985 Wipe (slaughterhouse) - 0 0 - - - NA 0 0 0 0 NA 5 | ¢
8248 Wipe (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 5 | ¢
8249 Wipe (delicatessen industry) - 0 0 - - - NA 0 0 0 0 NA 5 | ¢C
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MICRO\/A;!: W

Alternative method : GENE-UP® E. coli 0157:H7
BPW 8h at 41.5°C BPW 24h at 41.5°C

Sample Referenc.e PCR initial validation PCR extension Agreement PCR initial validation PCR extension Agreement g o

Ne | Product ik PCRresult | Confir- | o Multi dose kit Unit dose kit Multi PCRresult | Confir- |'m Multi dose kit Unit dose kit Multi | & =
150 16654° mation | FEEL | 0 Dose/ mation | 0| oot Dosol | ©
Cp | Tm |Result| final | =g gh | Cp | Tm |Result| Cp | Tm |Result| UnitDose | cp | Tm |Result| final [, % )" | Cp | Tm |Result| Cp | Tm |Result| UnitDose
result 8h result 24h

547 | Fresh veal trim - 3331|6188 + ¥ + | PD [3389[6057| + [3461[6099] + PA | 324 |6168| + ¥ + | PD |328[609] + [3388]605]| + PA 6| a
548 | Fresh veal trim + 2003]61.23] + ¥ + | PA [3004]6055] + [3081[6033] + PA  [2550|61.58] + + + | PA [2595(6068] + |2568|607| + PA 6| a
549 | Fresh veal trim + 2862|6156 + ¥ + | PA [2068]6084| + [207 6037 + PA  [2468(6143] + + + | PA |[2586(61.02] + [2499|60.84] + PA 6| a
550 | Fresh lamb meat + 3161|6156 + ¥ + | PA [3187]6081| + [3481[6005] + PA  [27.48|6155| + + + | PA |[2837]6071| + [2885|60.26] + PA 6| a
551 | Fresh lamb meat + 3186|6156 + ¥ + | PA [3219]6071] + [3289|6042] + PA (2004|6156 + + + | PA [2007]607| + [2868|6047] + PA 6| a
552 | Fresh ground beef + 3115|6152 + ¥ + | PA [3118]6078] + [3281[60.16] + PA  [2538(6154| + + + | PA |[2539]6061| + |2587|6048] + PA 6| a
553 | Fresh ground beef + 30.91]61.25| + ¥ + | PA [3168]6077| + [3176051] + PA  [3283[6143| + + + | PA [3162]6064| + [3288|6069] + PA 6| a
554 | Fresh ground beef + 30.96|61.11| + ¥ + | PA [3151]6096| + [3216|6046] + PA  [2446| 616 | + + + | PA |2468[6058| + [2868|60.14] + PA 6| a
555 | Fresh beef trim + 2847|6166| + ¥ + | PA [2094]6037| + [3356[60.06] + PA  [2175|6157| + + + | PA [2307]6053] + [2275|60.84] + PA 6| a
556 | Fresh beef trim + 27.15(60.99] + ¥ + | PA [3054[6108] + |[3165|507| + PA |2364] 61 | + + + | PA [2485[6022] + 2508|6059 + PA 6| a
1162 | Fresh beef trim - 0o | o - - - NA | 0 | 0 - 0o | o - NA 0| o0 - - - NA | 0 | 0 - 0| o - NA 6| a
1163 | Fresh beef trim - 0o | o - - - NA | 0 | 0 - 0o | o - NA 0| o - - - NA | 0 | 0 - 0| o - NA 6| a
1164 | Fresh beef trim - 0o | o - - - NA | 0 | 0 - 0o | o - NA 0| o0 - - - NA | 0 | 0 - 0| o - NA 6| a
1165 | Fresh ground - 0o | o - - - NA | 0 | 0 - 0o | o - NA 0| o - - - NA | 0 | 0 - 0| o - NA 6| a
1166 | Fresh ground - 0o | o - - - NA | 0 | 0 - 0o | o - NA 0| o0 - - - NA | 0 | 0 - 0| o - NA 6| a
1167 | Fresh veal trim - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 6| a
1168 | Fresh veal trim - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 6| a
1169 | Fresh veal trim - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 6| a
1170 | Fresh lamb meat - 0o | o - - - NA | 0 | 0 - 0o | o - NA 0| o0 - - - NA | 0 | 0 - 0| o - NA 6| a
1171 | Fresh lamb meat - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 6| a
3682 | Pork meat + 0/0/0 | 0/0/0 | - + - ND | 0 | 0 - 0o | o - NA  [2872]6153] + ¥ + | PA [2042]6024] + |2961|6027| + PA 6| a
3683 | Pork meat - 0| o0 - - - NA | 0 | 0 - 0| o - NA 0| o - - - NA | 0 | 0 - 0| o - NA 6| a
3684 | Pork meat ¥ 3227|6142 + ¥ + | PA [3076]6039] + [31.71]6021| + PA 2745|6134 + + + | PA [2778]61.14] + |2642|6032| + PA 6| a
7327 | Frozen veal trim - 2726|6152 + ¥ + | PD [2006]606| + | 40 [5935| + PA 2254|6158 + + + | PD [2477]6057| + 3103|6005 + PA 6| b
7328 | Frozen veal trim + 0 0 - - - ND 0 0 - 0 0 - NA 0 | 478 - - - ND 0 0 - 0 0 - NA 6| b
7329 | Frozen veal trim + 2086|6143 + ¥ + | PA [3043[6020] + | 40 [5925| + PA | 2426139 + + + | PA [2573[6072| + |27.04|6044| + PA 6| b
7330 | Frozen lamb meat + 2687|6146 + ¥ + | PA [2807]602| + |36750.16] + PA | 2186147 + + + | PA [234(6056| + |2562/6034| + PA 6| b
7331 | Frozen lamb meat + 2844|6148| + ¥ + | PA [2032]6023] + |[3512[6022] + PA | 279 |6144] + + + | PA [2884]6061| + [31.79]60.38| + PA 6| b
7332 | Frozen lamb meat + 2001|6144 + ¥ + | PA [2883[6019| + [37.11[5020] + PA  |2189]6151] + + + | PA [2364(6046| + |2644/6026| + PA 6| b
7333 E;‘;e" ground + 2852|6118 + " + | PA |2847(6017| + |[3046|6042| + PA 2565|6141 + + + | PA |2657(6051| + |2805|6046| + PA 6| b
7334 E;‘;e“ ground + 26.78|6152| + ¥ + PA |2695(6048| + |28.79|60.94| + PA  [2488|6157| + + ¥ PA |2546|6079| + |2658|60.92| + PA 6| b
7335 E;‘(’;‘*" ground : 0] 0| - : N oo - ]o o] - NA 0| 0| - i N |0 lo ] - ool - NA | 6|b
7336 E;‘;e“ ground + 0| o0 - - - ND | 0 | O - 0] 0 - NA 0 [4772] - - - ND | 0 | O - 0] 0 - NA 6| b
7337 E;‘;e" ground - 0| o0 . - - NA | 0 | 0 - 0| o0 - NA 0| 0 - - . NA | 0 | 0 - 0| o0 - NA 6| b

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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MICRO\/AMIE;" I

Alternative method : GENE-UP® E. coli 0157:H7
BPW 8h at 41.5°C BPW 24h at 41.5°C
Sample Product Ref‘iLe“:e PCR initial validation PCR extension Agreement PCR initial validation PCR extension Agreement g o
roduc method: : - - ; ; ; : - - - - . 2 S
° PCR result Confir- | _. Multi dose kit Unit dose kit Multi PCR result Confir- | . Multi dose kit Unit dose kit Multi 2
N ISO 16654¢ resu mation ::elg:llt Aﬂ?;?:' Ultl dose Ki nit dose Ki Dose! resu mation '!:eI::IIt Ang];i:' ultli dose Ki nit dose Ki Dose! 8 —
Cp | Tm |Result| final | =g gh | Cp | Tm |Result| Cp | Tm |Result| UnitDose | cp | Tm |Result| final [, % )" | Cp | Tm |Result| Cp | Tm |Result| UnitDose
result 8h result 24h

7338 | Frozen beef trim + 31.79|6157| + ¥ PA (30876054 + |3638]59.72] + PA |2282(6144| + ¥ PA [2536]6029| + |27.25/60.51 PA 6| b
7339 | Frozen beef trim - 28.93(6138] + ¥ PD 27386011 + |33.71]5958] + PA  |2105] 614 | + ¥ PD |2341]6003| + |26.83]59.87 PA 6| b
7340 | Frozen beef trim + 0| 0 - - ND | 0 | 0 - 0] 0 - NA 0 | 479 - i ND | 0 | 0 } 0| o - NA 6| b
7341 | Frozen beef trim - 26946133 + ¥ PD 2847|6038 + |3277|59.85| + PA  |2176]6133| + ¥ PD |2436]6021| + |2658|60.23 PA 6| b
7342 | Frozen beef trim + 25.79(6147| + ¥ PA | 262 (6029] + [3069]6032] + PA | 2245|6164 + ¥ PA | 235]605| + |2583|60.62 PA 6| b
1154 | Frozen ground beef - 0| 0 - - NA | 0 | 0 - 0] 0 - NA 0| 0 i i NA | 0 | 0 } 0| o - NA 6| b
1155 | Frozen beef trim - 0| 0 - - NA | 0 | 0 - 0] 0 - NA 0| 0 i i NA | 0 | 0 } 0| o - NA 6| b
1156 | Frozen ground beef - 0| 0 - - NA | 0 | 0 - 0] 0 - NA 0| 0 i i NA | 0 | 0 } 0| o - NA 6| b
1157 ;rggte” beef trim i ol o | - i NA Lol o] - ool - NA 0o o | - i NA Lo lo | - ol o] - NA | 6D
1158 | Frozen ground veal - 0 0 - - NA 0 0 - 0 0 - NA 0 0 - - NA 0 0 - 0 0 - NA 6| b
1159 | Frozen ground beef - 0 0 - - NA 0 0 - 0 0 - NA 0 0 - - NA 0 0 - 0 0 - NA 6| b
1160 | Frozen lamb meat - 0| 0 - - NA | 0 | 0 - 0] 0 } NA 0| 0 i i NA | 0 | 0 } 0| o i NA 6| b
1161 | Frozen ground veal - 0| 0 - - NA | 0 | 0 - 0] 0 } NA 0| 0 i i NA | 0 | 0 } 0| o i NA 6| b
7343 ;:gﬁi’;iﬁmd i 0ol o | - i N oo - o o] - NA 0o o | - i NA Lol o - oo - NA |6 ¢
7344 ;:gﬁi’;sb‘:ffmed + 2752|6117 + ¥ PA [2844|6047| + |2867|6028| + PA  |2585(6133| + ¥ PA (2773|6055 + |29.83|6063| + PA 6| ¢
7345 E;‘;ﬁ:‘i;"a““ed + 2947 |6146| + + PA | 207|604 | + |3315] 60 | + PA  |2487|6136| + + PA |2694|6053| + |27.96|60.65| + PA 6| c
7346 E;‘;ﬁ:‘i;ea““ed + 3152(6096| + ¥ PA [3018|6046| + |3541(59.88| + PA  |2537|6128| + ¥ PA (2672|6038 + |3022|6047| + PA 6| ¢
7347 E;if:rf;a“"ed + 0 |4736] - i ND | 0| 0| - ol o] - NA 0ol o | - i ND | 0| o - o o] - NA |6 c
7881 E;Zﬂrf;a“"ed + 288 |6127| + + PA |2899(6048| + |3275(60.17| + PA  |2532|6126| + + PA |2672(6037| + |2966(6046| + PA 6| c
7882 ;:gz';:iii‘;"ed i 0| o | - i N oo - o o] - NA 0o o | - i NA Lo lo | - ol o] - NA |6 ¢
7883 E;ii':nift'“"ed s 0o 0| - i ND | 0| 0| - | o o] - NA 0| o | - i ND | 0| o | - | ol o] - NA | 6|
7884 ;:gz';:iii‘;"ed + 3229|6157| + + PA [3218(6081| + |3504(60.73| + PA  |3169|6115| + + PA [3238(59.83| + |37.83/60.13| + PA 6| c
7885 E;Zﬂrf;a““ed - 28.45|6137| + + PD [2935(60.18| + |33.82(60.04| + PA  |2566/61.32| + + PD |2742(6015| + |33.61[5995| + PA 6| c
7886 E;i?':ni‘::“"ed + 3165(6145| + ¥ PA (3061|604 | + |3239|6064| + PA  [3187]6129| + * PA |[3157|6064| + |33.17/60.33| + PA 6| ¢
172 Egisf*:nsee;””e‘j i 0ol o | - i Nl oo - | o o] - NA 0o o | - i NA Lo |lo | - o] o] - NA |6 c
173 Egisfr;nieaatsoned i oo | - i N oo - oo - NA 0o o | - i NA Lo lo | - oo - NA |6 ¢
1174 Egisf*:nsee;””e‘j i 0ol o | - i Nl oo - | o o] - NA 0o o | - i NA Lo |lo | - o] o] - NA |6 c
1175 Egisfr;nieaatsoned i oo | - i N oo - oo - NA 0o o | - i NA Lo lo | - oo - NA |6 ¢
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Alternative method : GENE-UP® E. coli 0157:H7

BPW 8h at 41.5°C BPW 24h at 41.5°C

Sample Product Ref‘iLe“:e PCR initial validation PCR extension Agreement PCR initial validation PCR extension Agreement g o
roduc method: - , : . , : : _ : : : : S &

° PCR result Confir- | . Multi dose kit Unit dose kit Multi PCR result Confir- | .. Multi dose kit Unit dose kit Multi 2
N 1S 16654¢ resu Confi rFe'::llt An?;ﬁ' ulti dose ki nit dose ki Mult resu Confir rF‘;:::t An?;i:' ulti dose Ki nit dose Ki W

Cp | Tm |Result| final | =g gh | Cp | Tm |Result| Cp | Tm |Result| UnitDose | cp | Tm |Result| final [, % )" | Cp | Tm |Result| Cp | Tm |Result| UnitDose
result 8h result 24h

1176 E;if;risn‘ja””ed : 0o 0| - : N o] o] - oo | - NA 0| 0| - : N 0] o] -] oo - NA | 6|
177 Egzsfrzrismea“”ed : o | o | - : - N oo - |o] o] - NA 0| o | - : - N oo - |o]o] - NA |6 c

1178 | Fresh seasoned i o | o | - : - Na oo - o] o] - NA oo | - i - NA oo - ]o o] - NA |6 c
ground beef

Fresh seasoned

1179 ; . 0| 0 ; . . NA | 0 | 0 ; 0| 0 . NA 0| 0 ] ] . NA | 0 | 0 . 0 | 0 . NA 6| ¢
beef trim

1915 | Fresh seasoned i o | o | - : - Na oo - o] o] - NA oo | - i - NA oo - ]o o] - NA |6 c
beef trim

3244 ‘:;i?f““ed pork i ol o | - i N o]l o] - Lolo] - NA 0o o | - i N oo - Llolo] - NA |6 ¢

3245 ;‘ﬁ“"ed pork o 23.466131| + + " PA |2443(6041| + |2511[60.39| + PA  |2245|6114| + + + PA |2327]6043| + |2452(60.12| + PA 6| c

3246 ;‘;sf""ed pork + 2313|6158 + ¥ + PA (2464|6074 + |2546|6067| + PA  |2244|6136| + ¥ + PA [2466|5967| + |2559|60.79| + PA 6| ¢

3685 zﬁm"ed pork - 0/0/0 | 0/0/0 | /- + - NA | 0 | 0 - 0] 0 . NA 40 |6145| + * + PD (3473|6122 + |3632| 61 | + PA 6| ¢

3686 ;‘;sf""ed pork i ol o | - i N ol o] - Lolo] - NA o o | - i N oo - Lol - NA |6 ¢
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* Lysate 1:3

*kkk

Lysate 1:5
° Lysate 1:10

MICRO\/AN!; Wi

SPECIFIC PROTOCOL @ - RAW MEATS (EXCEPT POULTRY) (375 g sample size)
Alternative method : GENE-UP® E. coli 0157:H7
BPW 10h at 41.5°C BPW 24h at 41.5°C
Sampl Reference PCR initial validation PCR extension PCR initial validation PCR extension S o
a’:]wop © Product method: = . . - - Agreement . . . . . Agreement | | <
ISO 16654* PCR result COQ " Final Agree Multi dose kit Unit dose kit Multi Dose/ PCR result Con. ir- | Einal Agree- Multi dose kit Unit dose kit Multi Dose/ | & =
mation UnitD mation UnitD
final result | ment nit Uose final result| ment nit Dose
Cp Tm | Result 10h | 10n Cp Tm |Result| Cp Tm | Result 8h Cp Tm | Result 24h | 24h Cp Tm |Result| Cp Tm | Result 24h
result result
0/ 0/
3187 | Ground beef - 35.36 | 61.54 + + + PD | 35.89 | 60.43 + 3599 | 61.3 + PA 35.39/ | 61.66/ | -/+/+ + - NA | 33.95 | 61.06 + 36.96 | 61.31 + PA 71| a
35.48 | 61.59
3188 | Beef trim + 0 0 - - - ND 0 0 - 0 0 - NA 0 0 - - - ND 0 0 - 0 0 - NA a
3189 | Beef trim + 3146 | 61.63 + + + PA | 31.46 | 60.82 + 32.12 | 60.98 + PA 30.55 | 61.43 + + + PA | 31.39 | 60.95 + 31.04 | 60.88 + PA a
0/ 0/ -/
3190 | Beef trim + 0 61.39 + + + PA |33.88/|60.83/ | + |36.31]61.23 + PD 40 | 61.26 + + + PA | 3521 | 60.67 + 36.03 61 + PA 71| a
34.32 | 60.54 +
3191 | Beef trim + - - - ND - - NA - - - ND - - NA 71| a
3192 | Beef trim - - - - NA - - NA - - - NA - - NA 71| a
3193 | Ground beef + - - - ND - - NA - - - ND - - NA 7] a
3248 | Beef trim + 31.32 | 61.41 + + + PA | 31.63 | 60.39 + 31.79 | 60.52 + PA 3043 | 60.8 + + + PA | 29.34 | 59.88 + 322 | 60.52 + PA 71| a
0/ o/ if
3249 | Veal trim - 34.05 | 61.59 + + + PD |3532/(6087/| +/ | 33.59 | 60.64 + PA 37.23 | 59.56 + + + PD | 32.69 | 60.14 + 36.36 | 60.1 + PA 71 a
35.06* | 60.94% | +*
3250 | Veal trim - - - - NA 0 0 - 0 0 - NA - - - NA - 0 0 - NA a
3251 | Lamb trim + - - - ND 0 0 - 0 0 - NA - - - ND - 0/0* 0/0* if-* NA a
3252 | Lamb trim - - - - NA 0 0 - 0 0 - NA - - - NA - 0 0 - NA a
o/ o/ -/ 0 0
3253 | Lamb trim - 33.16 | 61.36 + + + PD |34.74/|60.87/ | +/ . o i PD 33.77 | 61.2 + + + PD | 33.04 | 60 + 0/0/0 | 0/0/0 -I-I- ND 71| a
32.63* | 60.96
33.29 | 61.41 t
3254 | Beef trim - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 71 a
3255 | Beeftrim - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 71 a
3256 | Beeftrim - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 71 a
3257 | Veal trim - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA | 0/0/0% | 0/0/0* | i/--* 0 0 - PA 71| a
3259 | Pork meat - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 7| a
3260 | Pork meat i 0 o | - - f Mmoo - XY NA o | o | - | - b= Nl olo| -] o] o : NA 7| a
o/ o/ if
3262 | Pork meat - 27.82 | 56.49 - - - NA o/ o/ - 0 0 - NA 29.13 | 56.31 - - - NA 0 0 - 0 0 - NA 71| a
0* 0* _*
0/ o/
3466 | Pork meat + 35,06/ | 61,82/ | -/+/- + - ND | 33.81 | 60.77 + 34.87 | 60.57 + PA 37.62 | 61.35 + + + PA | 34.27 | 60.84 + 36.98 | 60.3 + PA 71| a
0 0
3467 | Pork meat + 3315 | 61.71 + + + PA | 32.14 | 59.88 + 33.56 | 60.14 + PA 34.88 | 61.49 + + + PA | 33.05 | 60.19 + 35.02 | 60.37 + PA a
3680 | Pork meat - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA a
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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[2015LR59 GENE-UP E. coli O157:H7
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10 July 2025]
SPECIFIC PROTOCOL @ - RAW MEATS (EXCEPT POULTRY) (375 g sample size)
Alternative method : GENE-UP® E. coli 0157:H7
BPW 10h at 41.5°C BPW 24h at 41.5°C
Sampl Reference PCR initial validation PCR extension PCR initial validation PCR extension g o
ample Product method: . . . - - Agreement . . . . . Agreement | | <
N ISO 16654° PCR result Confir | ginal | Agree | Multi dose kit Unit dose kit Multi Dose/ PCR result Confir- | ginal | Agree- | Multi dose kit Unit dose kit Multi Dose/ | S| &
mation UnitD mation UnitD
. result | ment nit Dose . result | ment nit bose
Cp Tm |Result| final 10h | 10n Cp Tm |Result| Cp Tm | Result 8h Cp Tm |Result| final 24h | 24h Cp Tm |[Result| Cp Tm | Result 24h
result result
o | o -
3681 | Pork meat ; 3575 | 6167 | + ¥ + | PD | 344/ |60.85/| + |3399|6033| -+ PD 3742 | 611 | + ¥ + | PD | 3469|6142 + |3535| 6065 | + PA 71 a
3498 | 607 | +
3201 | Frozen beef trim ¥ 0 0 - - - | N | o0 0 ] 0 0 - NA 0 0 - - - | No | o 0 - 0 0 ; NA b
3202 | Frozen beef trim ] 3256 | 6118 | + + + | PD | 3174|5089 | + |[3353]6042]| + PA 3235 | 612 | + ¥ + | PD |3206]606| + | 357 | 6041 | + PA b
0/ 0/ o | o ] ]
3203 | Frozen ground beef § 3257 | 6132 | + * + | PA |3246|6106| + |[3243|6043| + PA 3213/ | 6145/ | 4+ |+ - | ND |[3285/|6034/ | -+/+ | 40/ | 5976/ | i+ PD 710
3245 | 61.37 32.82 | 60.19 28,91* | 61,38*
3204 | Frozen ground beef f 335 | 56.3 - - - I no | o 0 - 0 0 - NA 325 | 564 | - - - | N0 | o 0 - 0 0 ; NA 71 b
] ]
3205 | Frozen ground beef ; 3174 | 6139 | + + + | PD |3142|6035| + |[3335|6003| + PA 3498 | 609 | + ¥ + | PD |3391(6003| + |3985 | 5991 | i+ PA 710
29* | 61,08*
3206 | Frozen ground beef ; 3248 | 6128 | + ¥ + | PD | 3163|605 | + |[3491]6013] + PA 3316 | 6129 | + ¥ + | PD |3269]6063| + | 3544 6106 | + PA 71 b
3207 | Frozen ground veal ¥ 0 0 - - - | N | o0 0 - 0 0 - NA 0 0 - - - | No | o 0 - 0 0 ; NA 710
3208 | Frozen veal trim ] 3378 | 60.83 | + * + | PD |3187|6041| + |[3552[6030| + PA 2052 | 6141 | + ¥ + | PD | 2055|6093 + | 3181 6088 | + PA 710
3200 | Frozen veal trim i 0 0 i i S Y T T g/ 8/ i NA 0 0 i i - N o] o | - 0 0 i NA 71 b
o | o
3210 | Frozen lamb trim y 3447 | 6124 | + * + | PA |3419|6089| + o | o | i PA 357 | 6084 | + ¥ + | PA | 3404|6016 | + | 3754 | 5092 | + PA 710
33.66* | 615"
o | o
3211 | Frozen lamb trim 5 2041 | 6123 | + ¥ + | PA | 2057 |5985| + | 40/ |59.22/| if+/+* PA 2957 | 6118 | + " + | PA | 2062|5985 | + |3429| 598 | + PA 710
28.52* | 60.89
3263 | Frozen pork meat - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 710D
3774 | Frozen lamb trim ; 0 0 - - - I Na | 0 0 - 0 0 - NA 0 0 - - - | Na | 0 0 - 0 0 - NA 71 b
3775 | Frozen lamb trim - 0 0 ; ; - I Na | 0 0 ; 0 0 ; NA 0 0 - - - | Na | 0 0 - 0 0 ; NA 71 b
3776 | Frozen pork meat - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 710D
3777 | Frozen veal trim - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 710D
3778 | Frozen ground veal - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 710D
] ] 004 | 00 | i
3779 | Frozen ground beef - 0 0 ; ; - | NA | O 0 ; 0 0 ; NA 0 o | il ; = | ONA [ 000 | 000/0* | il | Ome | o | e NA 71 b
0 0 0° 0° K
3780 | Frozen ground beef - 0 0 - - - N o0 0 - 0 0 - NA 0 0 . . - | Na | 0 0 - 0 0 - NA 710
] ]
3781 | Frozen ground beef - 0 0 ; ; - | NA | O 0 ; 0 0 ; NA o o | il ; - | NA | O 0 - | ot | oot | i NA 710
0 0
3194 | Seasoned beef trim - 3486 | 6185 | + ¥ + | Pp [3501| 611 + |3558]6150| + PA 3737 | 6171 | + ¥ + | PD 3476|612 | + |3565| 613 | + PA 71 ¢
3195 | Seasoned beef trim i 3372 | 6147 | + ¥ + | PA [3454 6131 + |[3507] 61 ¥ PA 328 | 6173 | + ¥ + | PA [3284] 606 | + |3342] 6112 | + PA 71 ¢
3196 | Seasoned beef trim ; 3345 | 6109 | + ¥ + | Pp | 331 |6067| + |3369]6035| + PA 3277 | 6111 | + ¥ + | PD [3225|6053| + |3338] 6002 | + PA 71 ¢c
3197 | Seasoned beef trim ; 3509 | 6138 | + ¥ + | PD |3399|6065| + |[3502]6054| + PA 335 | 6133 | + ¥ + | PD |3323|6066| + 34 | 6118 | + PA 7| ¢
3198 gzzf““ed ground + 3132 | 6122 | + " + | PA |3198|6103| + |3066|6089| =+ PA 3141 | 6132 | + " + | PA |[3179| 606 | + |3177| 6127 | + PA 7| ¢
3199 ﬁz:f““ed ground + 3404 | 6146 | + " + | PA |3366|6091| + |[3387|6097| + PA 3444 | 6151 | + " + | PA | 332|607 | + |3428| 613 | + PA 7| ¢
3200 §§2:°"ed ground + 3475 | 6157 | + ¥ + | PA | 3491|6084 | + |3467| 611 | + PA 3474 | 6157 | + " + | PA |[3349|6087| + | 3432|6123 | + PA 71
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Standardized report -Qualitative methods

Summary Report

[2015LR59 GENE-UP E. coli O157:H7

MICRO\/AN!; Wi

10 July 2025]
SPECIFIC PROTOCOL @ - RAW MEATS (EXCEPT POULTRY) (375 g sample size)
Alternative method : GENE-UP® E. coli 0157:H7
BPW 10h at 41.5°C BPW 24h at 41.5°C
Sampl Reference PCR initial validation PCR extension PCR initial validation PCR extension g o
ample Product method: . : : - - Agreement - . , , . Agreement | & <
N ISO 16654° PCR result Confir | ginal | Agree | Multi dose kit Unit dose kit Multi Dose/ PCR result Confir- | ginal | Agree- | Multi dose kit Unit dose kit Multi Dose/ | S| &
mation UnitD mation UnitD
- result | ment nit Uose - result| ment nit Uose
Cp Tm | Result flna: 10h | 10n Cp Tm |Result| Cp Tm | Result 8h Cp Tm | Result flna: 24h | 24h Cp Tm |[Result| Cp Tm | Result 24h
result result
3244 | Seasoned pork meat - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0/0* 0/0* if-* NA 71¢
o | o | v | 90
3245 | Seasoned pork meat + 2751 | 61.39 + + + PA 0/ 0/ -fil+ ND 26.08 | 61.33 + + + PA | 2715 | 59.5 + 0 57.49 + PA 71¢c
29,03 | 59,74 +
37.09 | 59.13
o 00 | oo
3246 | Seasoned pork meat + 32.1 61.45 + + + PA | 31.83 | 60.92 + 33.57 | 59.98 + PA 3143 | 61.34 + + + PA | 32.61/|60.99/ | il+/+* " o | - PA 71¢c
" . 27.49% | 60.63
28.99* | 60.96
0/ 0/
3047 | Seasoned ground * 3488 | 6159 | + + + | PA [3477|6027| + |[3451|6068| + PA 34.87 | 6167 | + ¥ + | PA | 3354|6036/ | ieer | OO0 | 00605 ND 71 ¢
beef " " 36.28 9
27.72* 1 60.09
3258 | Marinated Beef trim - - - - NA - - NA - - - NA 0 0 - 0 - NA c
3261 | Seasoned pork meat - - - - NA - - NA - - - NA 0 0 - 0 - NA c
38,38/ | 58,76
3465 | Seasoned pork meat + 0 0 - - - ND 0 0 - 0 0 - NA 0 0 - - - ND 0/ 10/ +-/+ 0 0 - ND 71|c
38,14 | 60,29
3767 | Seasoned pork meat - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 71c¢c
3768 | Seasoned pork meat - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 71c¢c
3769 | Seasoned pork meat - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 71c¢c
3770 | Seasoned pork meat - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0/0* 0/0* if-* NA 71|c
3771 | Seasoned pork meat - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 71c¢c
3772 | Seasoned beef trim - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 71 ¢c
3773 | Seasoned ground beef - 0 0 - - - NA 0 0 - 0 0 - NA 0 0 - - - NA 0 0 - 0 0 - NA 71|c
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Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

Matrix : Ground beef
Strain : E. coli 0157:H7 Ad485
Aerobic mesophilic flora: 2.8 x 103CFU/g

MlcnovAN!: Wi

Appendix 9 - RLOD: raw data (Extension study, 2018)

Reference method:

Alternative method : GENE-UP® E. coli 0157:H7

I1SO 16654 ¢
N° Contamination PCR initial validation PCR Extension Final Number Number
Level level- Number . Number Multi Dose Unit Dose positive Final positive
sample (cfu/sample) | Result positive P ™ Result Confir Flnallt positive agiﬁeg‘ ent/ Confir- r&sTtl.t samples/ result | samples/
samples/Total esu mation resu samples/Total CP ™ Result CP ™ Result i vose mation o Total Unit Dose | Total
Unit Dose Dose Mult .
ulti Dose Unit Dose
372 0 0 - 0 0 0 0 NA -
373 0 0 - 0 0 0 0 NA - -
374 0 / 0/5 0 0 - 0/5 0 0 0 0 NA - 0/5 - 0/5
375 0 0 0 0 0 0 NA -
376 0 0 - 0 0 0 0 NA -
377 - 0 0 - - - 0 0 - 0 0 - NA - - -
378 + 30.55 61.64 + + + 294 60.46 + 29.83 60.57 + PA + + +
379 - 30.47 61.99 + + + 30.38 60.88 + 30.46 60.84 + PA + + +
380 - 0 0 - - - 0 0 - 0 0 - NA - - -
381 + 32.24 61.5 + + + 31.96 60.94 + 0/33.54/32.73* | 0/60.56/61.07* | i/+/+* PA + + +
382 - 0 0 - - - 0 0 - 0 0 - NA - - -
383 + 0 0 - 0 0 0 0 NA -
384 + 0 0 - 0 0 0 0 NA -
385 + 0 0 - - - 0 0 - 0 0 - NA - - -
386 - 30.6 61.44 + + + 30.94 60.59 + 31.54 60.12 + PA + + +
387 Low 0.7 n 10/20 0 0 - - . 8/20 0 0 - 0 0 - NA - . 8/20 . 8/20
388 + 30.12 61.91 + + + 30.61 60.78 + 30.84 60.73 + PA + + +
389 - 31.66 61.59 + + + 31.97 60.75 + 31.91 60.64 + PA + + +
390 0 0 - - - 0 0 - 0 0 - NA - - -
391 0 0 - 0 0 0 0 NA -
392 - 0 0 0 0 0 0 NA
393 + 0 0 - - - 0 0 - 0 0 - NA - - -
394 + 32.24 61.61 + + + 32.44 60.6 + 32.41 60.65 + PA + + +
395 - 0 0 - - - 0 0 - 0 0 - NA - - -
396 + 31.84 61.9 + / + 32 60.83 + 32.35 60.87 + PA + + +
397 + 31.42 61.65 + + + 31.53 60.68 + 32.63 60.34 + PA + + +
398 + 30.1 61.73 + + + 30.8 60.76 + 30.86 60.65 + PA + + +
399 + 31.02 61.72 + + + 31.09 60.84 + 32.08 60.05 + PA + + +
400 + 32.85 61.75 + + + 32.6 60.75 + 33.56 60.32 + PA + + +
401 + 33.06 61.81 + + + 32.85 60.74 + 33.57 60.37 + PA + + +
402 + 31.91 61.59 + + + 31.62 60.64 + 34.92 59.73 + PA + + +
403 + 32.9 61.82 + + + 32.17 60.82 + 3313 60.81 + PA + + +
404 + 31.64 62 + + + 31.74 60.9 + 31.75 60.89 + PA + + +
405 + 29.15 61.77 + + + 29.59 60.77 + 28.88 60.67 + PA + + +
406 . - 30.13 61.79 + + + 30.09 60.74 + 29.84 60.59 + PA + + +
o7 | Man 18 . 15/20 34 | 6172 |+ v ¥ 18/20 31.28 | 60.74 ¥ 32.07 60.39 ¥ PA ¥ ¥ 18/20 ¥ 18/20
408 + 31.25 61.61 + + + 30.89 60.71 + 31.52 60.6 + PA + + +
409 - 0 0 - - - 0 0 - 0 0 - NA - - -
410 + 3147 61.52 + + + 31.68 60.51 + 33.12 60.41 + PA + + +
411 - 30.54 61.71 + + + 30.67 60.24 + 30.76 60.93 + PA + + +
412 - 36.17 61.81 + + + 33.59 61.11 + 35.13 60.54 + PA + + +
413 + 28.89 61.66 + + + 28.94 60.56 + 30.34 60.07 + PA + + +
414 + 0 0 - - - 0 0 - 0 0 - NA - - -
415 + 30.65 61.69 + + + 30.59 60.5 + 31.69 60.22 + PA + + +
416 + 29.69 61.62 + + + 30.45 60.54 + 30.15 60.43 + PA + + +
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

Matrix : Sausage meat
Strain : E. coli 0157:H7 Ad552
Aerobic mesophilic flora : 7.1 x 106 CFU/g

MlcnovAN!: Wi

Refﬁg%‘ﬁ:;ith°d' Alternative method : GENE-UP® E. coli 0157:H7
Contamination PCR initial validation PCR Extension Number Number
N° sample | Level level Numper . Numper Multi Dose Unit Dose Agreement Final result positive Final result positive
(clulsample) | Result positive CP TM | Result | Confirmation AN CEETS positive Multi Dose/ | Confirmation | Multi Dose samples/ Unit Dose samples/
samples/Total samples/Total | CP TM | Result| CP TM | Result Unit Dose Total Total
Multi Dose Unit Dose
3420 0 0 - - 0 0 - 0 0 - NA - -
3421 0 0 - - 0 0 - 0 0 - NA - -
3422 0 / 0/5 0 0 - - 0/5 0 0 - 0 0 - NA - 0/5 - 0/5
3423 0 0 - - 0 0 - 0 0 - NA - -
3424 - 0 0 - - 0 0 - 0 0 - NA - -
3445 + 0 0 - - - 0 0 - 0 0 - NA - - -
3446 + 31.92 | 61.96 + + + 32.73 | 60.93 + 34.94 | 61.91 + PA + + +
3447 + 35.02 | 62.13 + + + 34.21 | 60.91 + 34.54 | 60.8 + PA + + +
3448 + 319 | 61.96 + + + 31.63 | 61.04 + 31.51 | 60.67 + PA + + +
3449 - 34.23 | 62.1 + + + 33.09 | 60.87 + 33.69 | 60.71 + PA + + +
3450 + 33.7 | 61.86 + + + 33.22 | 61.02 + 34.08 | 60.42 + PA + + +
3451 + 38.01 | 61.48 + + + 34.86 | 60.96 + 34.85 | 60.8 + PA + + +
3452 + 33.41 | 61.68 + + + 31.79 | 60.85 + 32.36 | 60.67 + PA + + +
3453 35.29 | 61.98 + + + 34.74 | 60.76 + 34.74 | 60.48 + PA + + +
S Low 08 10120 R : 11120 T e . : 11120 : 11120
3456 - 0 0 - - - 0 0 - 0 0 - NA - - -
3457 + 341 | 619 + + + 33.28 | 60.81 + 33.75 | 60.62 + PA + + +
3458 + 0 0 - - - 0 0 - 0 0 - NA - - -
3459 34.06 | 61.93 + + + 33.7 | 60.94 + 34.66 | 60.78 + PA + + +
3460 3447 | 61.75 + + + 326 | 61.13 + 33.44 | 60.71 + PA + + +
3461 0 0 - - 0 0 - 0 0 - NA - -
3462 31.61 | 56.78 - 0 0 0 0 NA
3463 - 33.69 | 56.96 - - 0 0 - 0 0 - NA - -
3464 + 0 0 - - 0 0 - 0 0 - NA - -
3425 + 0 0 - - - 0 0 - 0 0 - NA - - -
3426 + 33.68 | 62.02 + + + 33.54 | 60.94 + 34.53 | 60.65 + PA + + +
3427 + 335 | 62.31 + + + 325 | 61.1 + 33.85 | 60.55 + PA + + +
3428 + 0 0 - - 0 0 - 0 0 - NA - -
3429 + 0 0 - - - 0 0 - 0 0 - NA - - -
3430 + 32.86 | 61.79 + + + 3245 | 60.85 + 33.05 | 60.41 + PA + + +
3431 - 0 0 - - - 0 0 - 0 0 - NA - - -
3432 + 3255 | 62 + + + 32.65 | 60.6 + 335 | 604 + PA + + +
3433 + 36.81 | 61.85 + + + 34.44 | 60.93 + 35.27 | 60.74 + PA + + +
3434 . - 32.22 | 61.73 + + + 32.83 | 60.51 + 34.27 | 60.16 + PA + + +
3435 | Mo 21 ¥ 1820 3500 6195 | + ¥ ¥ 1620 3384 (6095 + | 357 | 6059 | + PA ¥ ¥ 16120 ¥ 16120
3436 + 34.39 | 61.98 + + + 33.85 | 60.76 + 34.42 | 60.86 + PA + + +
3437 + 33.62 | 61.62 + + + 33.14 | 60.68 + 34.48 | 60.28 + PA + + +
3438 + 32.88 | 62.05 + + + 32.57 | 60.73 + 32.94 | 60.55 + PA + + +
3439 + 33.45 | 61.9 + + + 33.14 | 60.84 + 33.42 | 60.62 + PA + + +
3440 + 33.66 | 61.74 + + + 33.01 | 60.64 + 33.42 | 60.71 + PA + + +
3441 + 31.84 | 61.85 + + + 31.7 | 60.73 + 32.03 | 60.39 + PA + + +
3442 + 33.77 | 61.78 + + + 32.71 | 60.57 + 34.51 | 60.39 + PA + + +
3443 + 3296 | 62 + + + 33.51 | 60.91 + 34.33 | 60.53 + PA + + +
3444 + 32.48 | 61.55 + + + 31.9 | 60.69 + 329 | 60.65 + PA + + +
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
ADRIA 189/196 Version 3


http://www.cofrac.fr/

Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

Matrix : Raw milk

Strain : E. coli 0157:H7 Ad1745
Aerobic mesophilic flora : 2.4 x 107 CFU/g

MlcnovAN!: Wi

Reference method:

Alternative method : GENE-UP® E. coli 0157:H7

ISO 16654
Contamination PCR initial validation . PCR Extepsion - Numper Number
N°sample | Level level- Number Number Multi Dose Unit Dose Agreement malt posmlve y Final positive
(cfu/lsample) | Result positive cP ™ Result | Confirmation Final result positive Multi Confirmation rmlljﬁ Sa.lr.T:)FtJa?S result | samples/
samples/Total samples/Total CP ™ Result CP ™ Result | Dose/Unit Dose Mult Unit Dose | Total
Dose D Unit Dose
0se
1573 0 0 - - 0 0 - 0 0 - NA - -
1574 0 0 - - 0 0 - 0 0 - NA - -
1575 0 / 0/5 0 0 - - 0/5 0 0 - 0 0 - NA - 0/5 - 0/5
1576 0 0 - - 0 0 - 0 0 - NA - -
1577 0 0 - - - 0 0 - 0 0 - NA - - -
1578 31.21 62.07 + + + 31.75 60.96 + 30.98 61.26 + PA + + +
1579 - 31.98 61.93 + + + 32.67 60.82 + 32.55 60.9 + PA + + +
1580 + 31.3 62.1 + + + 31.54 61.12 + 31.33 61.34 + PA + + +
1581 0 0 - - - 0 0 - 0 0 - NA - - -
1582 28.53 61.75 + + + 29.92 60.81 + 30.03 61.68 + PA + + +
1583 29.94 61.84 + + + 32.1 60.78 + 30.93 61.09 + PA + + +
1584 - 0 0 - - - 0 0 - 0 0 - NA - - -
1585 + 27.88 61.92 + + + 29.71 60.88 + 28.09 60.93 + PA + + +
1586 - 0 0 - - - 0 0 - 0 0 - NA - - -
T Low 07 : 8/20 B DL : i * 12120 208 OO i e _ " * : 12120 : 12120
1589 - 0 0 - - - 0 0 - 0 0 - NA - - -
1590 + 32.72 61.57 + + + 32.63 61 + 32.76 61.12 + PA + + +
1591 - 0 0 - - - 0 0 - 0 0 - NA - - -
1592 + 28.34 61.66 + + + 28.67 60.88 + 27.88 61.14 + PA + + +
1593 - 32.62 61.66 + + + 32.7 60.9 + 3247 61.06 + PA + + +
1594 + 0 0 - - 0 0 - 0 0 - NA - -
1595 - 0 0 - - - 0 0 - 0 0 - NA - - -
1596 + 31.57 61.74 + + + 31.72 60.74 + 31.53 61.51 + PA + + +
1597 28.66 61.69 + + + 29.85 60.7 + 29.42 61.12 + PA + + +
1598 - 28.38 61.37 + + + 28.93 60.56 + 28.83 60.88 + PA + + +
1599 + 29.94 61.65 + + + 30.24 60.66 + 30.36 60.86 + PA + + +
1600 + 33.06 61.87 + + + 32.29 60.75 + 34.38 60.87 + PA + + +
1601 + 31.93 61.77 + + + 30.86 60.84 + 325 61.03 + PA + + +
1602 30.81 61.83 + + + 30.14 60.82 + 31.49 61.05 + PA + + +
1603 - 29.6 61.56 + + + 30.18 60.55 + 30.59 60.9 + PA + + +
1604 + 3047 61.83 + + + 30.07 60.79 + 31.12 61.44 + PA + + +
1605 + 30.78 62.04 + + + 30.72 61.1 + 31.69 61.17 + PA + + +
1606 + 30.13 61.49 + + + 30.59 60.83 + 30.59 60.96 + PA + + +
T High 17 ! 16/20 235 OLES * * * 18120 2P | 05 * S ' A * * 18120 * 18120
1609 + 29.69 61.63 + + + 30.02 60.73 + 30.73 60.79 + PA + + +
1610 + 31.58 61.48 + + + 31.63 60.82 + 32.76 61.01 + PA + + +
1611 + 29.69 61.34 + + + 29.88 60.5 + 30.12 60.89 + PA + + +
1612 + 0 0 - - - 0 0 - 0 0 - NA - - -
1613 + 27.11 61.78 + + + 28.1 60.92 + 28.05 61.12 + PA + + +
1614 + 29.09 61.37 + + + 30.64 61.29 + 29.69 60.76 + PA + + +
1615 - 3142 61.71 + + + 30.83 60.9 + 31.91 60.88 + PA + + +
1616 + 29.84 61.79 + + + 31.59 61.63 + 30.12 60.94 + PA + + +
1617 + 31.03 61.48 + + + 31.85 61.72 + 30.82 60.87 + PA + + +
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

Matrix : Fresh spinach
Strain : E. coli 0157:H7 Ad556
Aerobic mesophilic flora : 7.1 x 108 CFU/g

MlcnovAN!: Wi

Reference method:

Alternative method : GENE-UP® E. coli 0157:H7

ISO 16654 ¢
Contamination PCR initial validation . PCR Extension . Number . Number
N° sample | Level level- Number Number Multi Dose Unit Dose Agreement Flnallt posn:ve/ Fmallt posmlve/
(cfulsample) | Result posiive CP ™ Result | Confirmation i el positive Multi Confirmation rI\?I?Jlljti Sa'lr%?aﬁs rail;t Sa‘PZ)Ft)a?S
samples/Total samples/Total CP ™ Result CP ™ Result | Dose/Unit e Multi [ Unit
Dose Dose Dose
1432 0 0 - 0 0 0 0 - NA - -
1433 0 0 - 0 0 0 0 - NA - -
1434 0 / 0/5 0 0 - 0/5 0 0 0 0 - NA - 0/5 - 0/5
1435 0 0 - 0 0 0 0 - NA - -
1436 0 0 - - - 0 0 - 0 0 - NA - - -
1437 - 25.72 61.94 + + + 33.99 58.94 + 27.03 60.19 + PA + + +
1438 + 0 0 - - - 0 0 - 0 0 - NA - - -
1439 + 0 0 - - - 0 0 - 0 0 - NA - - -
1440 + 23.35 61.51 + + + 23.63 60.4 + 26.67 60.34 + PA + + +
1441 - 0 0 - - - 0 0 - 0 0 - NA - - -
1442 + 23.54 61.42 + + + 27.56 59.94 + 26.39 60.27 + PA + + +
1443 + 0 0 - - - 0 0 - 0 0 - NA - - -
1444 - 0 0 - 0/0/0 0/0/0 if--* 0 0 - NA - -
1445 0 0 - - - 0 0 - 0 0 - NA - - -
1446 - 24.48 61.28 + + + 0/24.59/25.74* | 0/60.49/61.04* | i[+/+* 30.5 59.67 + PA + + +
1447 Low 1.0 T 9/20 0 0 - - . 9/20 0 0 - 0 0 - NA - - 9/20 - 9/20
1448 - 0 0 - - - 0 0 - 0 0 - NA - - -
1449 - 23.84 61.3 + + + 26.5 59.74 + 27.48 59.77 + PA + + +
1450 + 22.39 61.63 + + + 0/24.4/25.05* | 0/60.24/60.95% | il+/+* 26.14 59.98 + PA + + +
1451 + 23.32 61.54 + + + 26.17 59.88 + 30.69 58.94 + PA + + +
1452 - 0 49.46 - - - 0 0 - 0 0 - NA - - -
1453 + 2343 61.54 + + + 27.78 60.21 + 26.78 60.25 + PA + + +
1454 - 23.68 61.39 + + + 0/25.64/25.5* | 0/60.39/61.19% | il+/+* 27.41 60.13 + PA + + +
1455 0 0 - - - 0 0 - 0 0 - NA - - -
1456 - 0 0 - - - 0 0 - 0 0 - NA - - -
1457 + 23.8 61.28 + + + 23.78 60.17 + 29.57 59.55 + PA + + +
1458 + 0 0 - - - 0 0 - 0 0 - NA - - -
1459 + 22.6 61.57 + + + 0/25.55/24.74* | 0/60.36/31.15* | i[+/+ 26.88 59.96 + PA + + +
1460 + 0 0 - - - 0 0 - 0 0 - NA - - -
1461 + 2247 61.57 + + + 0/25.43/24.7* | 0/60.4/61.29* i/+/+* 25.94 60.1 + PA + + +
1462 + 22.78 61.39 + + + 23.47 60.07 + 27.23 59.95 + PA + + +
1463 + 24.76 61.4 + + + 24.73 60.4 + 27.84 60.33 + PA + + +
1464 + 22.27 61.78 + + + 23.46 59.66 + 26.62 60.21 + PA + + +
1465 + 22.56 61.59 + + + 23.38 59.34 + 27.47 60.02 + PA + + +
1466 . + 23.39 61.64 + + + 24.92 60.73 + 28.91 59.95 + PA + + +
14e7 | Hion 26 5 2020 23.14 | 61.62 ¥ ¥ 5 18/20 24.15 50.4 ¥ 26.86 | 6042 ¥ PA ¥ v 1820 — 18/20
1468 + 241 61.54 + + + 24.71 60.11 + 27.45 60.24 + PA + + +
1469 + 24 47 61.56 + + + 24.53 60.17 + 28.66 60.19 + PA + + +
1470 + 23.86 61.41 + + + 24.05 59.99 + 29 59.85 + PA + + +
1471 + 23.78 61.4 + + + 23.12 59.87 + 31.61 59.72 + PA + + +
1472 + 24.35 61.75 + + + 28.64 61.56 + 29.98 59.7 + PA + + +
1473 + 2347 61.42 + + + 25.61 60.76 + 32.57 59.24 + PA + + +
1474 + 23.37 61.66 + + + 26.11 58.87 + 31.74 59.34 + PA + + +
1475 + 23.94 61.58 + + + 23.96 60.15 + 32.18 59.38 + PA + + +
1476 + 23.44 61.5 + + + 23.36 60.23 + 31.06 59.51 + PA + + +
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report
[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

Matrix : Process water
Strain : E. coli 0157:H7 Ad1248
Aerobic mesophilic flora : 1.0 x 102CFU/g

MlcnovAN!: Wi

Reference method: Alternative method : GENE-UP® E. coli O157:H7
\° I Lovel Contamination Nuh PCRinitial validation Nurh — F[JCRt’ I:Iixtension Numtl_)er Numtber
sample eve umber umber ulti Dose nit Dose g ositive - ositive
level- (cfu/sample) Result positive cp ™ | Result | Confirmati Final result positive Agre_ementl Confirmati I;/'ln‘ﬁl. Besult s%mples/ Fdnatl Besult s%mples/
samples/Total esult | Confirmation samples/Total | CP TM | Result CP ™ Result Multi Dose onfirmation ulti ose Total nitbose Total
Unit Dose Multi Dose Unit Dose
8050 0 0 - - - 0 0 0 0 NA -
8051 0 0 - - - 0 0 0 0 NA -
8052 0 / 0/5 0 0 - - - 0/5 0 0 0 0 NA - 0/5 0/5
8053 0 0 0 0 0 0 NA
8054 0 0 - - - 0 0 0 0 NA -
8055 0 0 - - - 0 0 - 0 0 - NA - - -
8056 28.72 | 60.28 + + + 30.09 | 60.62 + 28.97 60.68 + PA + + +
8057 - 27.6 | 60.54 + + + 28.74 | 60.59 + 28.18 61.07 + PA + + +
8058 i 0 0 - - - 0 0 - 35.75/0/0 | 61.08/0/0 | +/-/- PD - - -
8059 - 2549 | 60.17 + + + 28.21 | 60.93 + 26.52 60.68 + PA + + +
8060 0 0 - - - 0 0 - 0 0 - NA - - -
8061 0 0 - - - 0 0 - 0 0 - NA - - -
8062 26.29 | 60.22 + + + 29.36 | 60.63 + 27.39 60.65 + PA + + +
8063 25.9 | 60.32 + + + 28.38 | 60.75 + 27.16 60.57 + PA + + +
8064 0 0 - - - 0 0 - 0 0 - NA - - -
8065 Low 0.8 1120 0 0 - - - 8/20 0 0 0 0 NA - 8/20 8/20
8066 0 0 0 0 0 0 NA
8067 0 0 - - - 0 0 0 0 NA -
8068 0 0 - - - 0 0 - 0 0 - NA - - -
8069 25.98 | 60.34 + + + 28.09 | 60.68 + 275 60.54 + PA + + +
8070 0 0 - - - 0 0 - 0 0 - NA - - -
8071 0 0 - - - 0 0 - 0 0 - NA - - -
8072 24.46 | 60.19 + + + 27.02 | 60.33 + 26.44 60.41 + PA + + +
8073 26.91 | 60.42 + + + 30.73 | 61.2 + 29.04 60.88 + PA + + +
8074 - 0 0 - - - 0 0 - 0 0 - NA - - -
8228 + + + + 2613 | 61 + 24.96 60.83 + PA + + +
8229 - + + + 25.96 | 60.65 + 2543 60.77 + PA + + +
8230 + + + 26.12 | 60.29 + 25.85 60.72 + PA + + +
8231 - - - 0 0 - 0 0 - NA - - -
8232 + + + 25.7 | 60.74 + 24.46 60.56 + PA + + +
8233 + + + 25.75 | 60.72 + 24.68 60.53 + PA + + +
8234 + + + 25.94 | 60.73 + 24.96 60.55 + PA + + +
8235 + + + 25.62 | 60.5 + 25.51 61.02 + PA + + +
8236 + + + 25.08 | 60.61 + 25.03 60.85 + PA + + +
8237 . + + + 27.15 | 60.86 + 26.43 60.17 + PA + + +
8238 High 4.4 1120 T m T 19/20 2669 16001 m KK 6029 m PA T m 19/20 T 19/20
8239 + + + 25.77 | 60.36 + 25.47 60.65 + PA + + +
8240 + + + 25.13 | 60.55 + 254 60.69 + PA + + +
8241 + + + 24.05 | 60.25 + 24.54 60.55 + PA + + +
8242 + + + 25.51 | 60.76 + 24.87 60.59 + PA + + +
8243 + + + 27.77 | 61.17 + 27.42 60.95 + PA + + +
8244 + + + 28.07 | 61.42 + 25.97 60.65 + PA + + +
8245 + + + 26.21 | 60.66 + 25.86 60.42 + PA + + +
8246 + + + 25.56 | 60.93 + 245 60.62 + PA + + +
8247 + + + 26.71 | 60.92 + 25.7 60.55 + PA + + +
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

Matrix : Ground Veal meat
Strain : E. coli 0157:H7 Ad486
Aerobic mesophilic flora : 4.9 x 108 CFU/g

MlcnovAN!: Wi

Reference method:

Alternative method : GENE-UP® E. coli 0157:H7

I1SO 16654 ¢
BPW 41.5°C | 8h
- PCR initial validation PCR Extension Number
N° sampl Level Contla m|r|1_at|on Multi Dose Unit Dose Final positive . Number
ple| Leve eve Number =t Number Aareement result | samples/ Final positive
(cfu/sample) | Result positive el positive gMuIti Multi ToFt)aI result Unit | samples/
samples/Total | CP ™ Result | Confirmation 8h samplseﬁ/TotaI cp ™ Result cp ™ Result | Dose/Unit Confirmation Blote Multi Dé)ﬁe Un-!-tolgﬂse
Dose 8h Dose 8h
8h
1870 0 0 0 0 - 0 0 NA - -
1871 0 0 0 0 - 0 0 NA - -
1872 0 / 0/5 0 0 0/5 0/0 0/0 i/- 0 0 NA - - 0/5 0/5
1873 0 0 0 0 - 0 0 - NA - -
1874 - 0 0 - - - 0 0 - 0/0 0/0 i/- NA - - -
1895 + 31.71 61.58 + + + 32.16 61.41 + 31.9 61 + PA + + +
1896 - 0 0 - - - 0 0 - 0 0 - NA - - -
1897 + 0 0 0 0 - 0 0 NA - -
1898 + 0 0 - - - 0 0 - 0 0 - NA - - -
1899 + 30.58 | 61.28 + + + 32.03 59.31 + 29.7 61.28 + PA + + +
1900 - 31.6 61.62 + + + 31.85 61.06 + 31.56 61.2 + PA + + +
1901 + 30.89 | 61.86 + + + 31.03 61.01 + 31.68 61.18 + PA + + +
1902 + 0 0 - - - 0 0 - 0 0 - NA - - -
1903 + 0 0 0 0 - 0 0 NA - -
1904 + 0 0 - - - 0 0 - 0 0 - NA - - -
1905 | oW 08 ¥ 1820 =353 [ olea | + ; 3 10720 32,91 61.07 ¥ 3267 6132 ¥ PA ¥ ¥ 10/20 ¥ 10/20
1906 - 0 0 - - - 0 0 - 0 0 - NA - - -
1907 - 32.15 61.8 + + + 32.1 61.09 + 31.76 61.45 + PA + + +
1908 + 0 0 - - - 0 0 - 0 0 - NA - - -
1909 + 32.47 62.08 + + + 32.06 61.07 + 32.46 61.25 + PA + + +
1910 - 0 0 - - - 0 0 - 0 0 - NA - - -
1911 32.66 | 61.82 + + + 32.11 60.96 + 32.61 61.27 + PA + + +
1912 - 33.65 61.9 + + + 33.34 61.9 + 33.03 61.23 + PA + + +
1913 + 32.07 | 61.87 + + + 32.01 60.96 + 31.5 61.25 + PA + + ¥
1914 + 0 0 - - - 0 0 - 0 0 - NA - - -
1875 + 32.93 61.9 + + + 0/33.25/33.07 | 0/60.55/60.48 | -/+/+ 33.23 61.53 + PD + - +
1876 + 33.31 61.71 + + + 32.97 60.8 + 33.33 59.98 + PA + + +
1877 + 3292 | 61.93 + + + 32.94 61.2 + 33.44 61.19 + PA + + +
1878 + 31.87 | 61.85 + + + 32.16 61.31 + 32.65 61.41 + PA + + +
1879 + 3158 | 61.11 + + + 33.45 59.06 + 30.74 61.35 + PA + + +
1880 + 31.82 | 61.61 + + + 35.91 61.43 + 32.42 60.64 + PA + + +
1881 - 32.51 61.74 + + + 35.88 59.85 + 0/33.81/33.44 | 0/60.36/60.74 | -/+/+ ND + + -
1882 + 3226 | 61.77 + + + 34.7 59.47 + 32.38 60.46 + PA + + +
1883 + 3322 | 61.79 + + + 33.48 61.66 + 33.44 59.87 + PA + + +
1884 . + 3299 | 61.81 + + + 33.03 60.22 + 33.32 61.42 + PA + + +
1885 | g 20 ¥ 1820 3743 o186 | + ¥ ¥ 19720 3147 61.19 ¥ 31.76 61.89 ¥ PA ¥ ¥ 17120 ¥ 1820
1886 + 3364 | 61.94 + + + 33.18 60.87 + 34.46 61.75 + PA + + +
1887 + 3428 | 61.62 + + + 0/34.13/31.37 | 0/60.32/60.57 | -/+/+ 34.92 60.79 + PD + - +
1888 + 3253 | 61.86 + + + 32.58 60.78 + 32.75 60.83 + PA + + +
1889 + 3243 | 61.73 + + + 35.55 58.82 + 0/35.97/32.96* | 0/60.21/61.59* | i/+/+* PA + + +
1890 + 3243 | 61.61 + + + 32.46 60.53 + 32.85 60.07 + PA + + +
1891 + 32.51 61.78 + + + 32.68 60.62 + 32.94 61.35 + PA + + +
1892 + 3223 | 61.68 + + + 31.87 60.85 + 32.67 61.49 + PA + + +
1893 - 31.63 | 61.76 + + + 31.69 61.23 + 32.26 61.39 + PA + + +
1894 + 0 0 - - - 0 0 - 0 0 - NA - - -
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

Summary Report
[2015LR59 GENE-UP E. coli O157:H7

10 July 2025]

Matrix : Ground Veal meat
Strain : E. coli 0157:H7 Ad486
Aerobic mesophilic flora : 4.9 x 108 CFU/g

MlcnovAN!: Wi

Reference method:

Alternative method : GENE-UP® E. coli 0157:H7

I1SO 16654 *
BPW 41,5°C | 24h
- PCR initial validation PCR Extension Number Number
N° sample | Level Cont@r\m—atlon Number i Number Multi Dose Unit Dose A Finallt positilve/ Finallt positilve/
(cfu/lsample) | Result positive relgjlt positive gr“ﬁﬁment rl\?l?,llljti Sa-F;FtJa?S razl;t Sa_Pz)Ft)a?S
samples/Total | CP ™ Result | Confirmation 24h sampétz;/Total cp ™ Result cp ™ Result | Dose/Unit Confirmation e Multi e Unit
Dose 24h Dose 24h Dose
24h 24h
1870 0 0 - 0 0 - 0 0 - NA - -
1871 0 0 - 0 0 - 0 0 - NA - -
1872 0 / 0/5 0 0 - 0/5 0 0 - 0 0 - NA - 0/5 - 0/5
1873 0 0 - 0 0 - 0 0 - NA - -
1874 - 0 0 - - - 0 0 - 0 0 - NA - - -
1895 + 31.92 61.53 + + + 32.13 60.48 + 31.75 60.62 + PA + + +
1896 - 0 0 - - - 0 0 - 0 0 - NA - - -
1897 + 0 0 - 0 0 - 0 0 - NA - -
1898 + 0 0 - - - 0 0 - 0 0 - NA - - -
1899 + 30.79 61.69 + + + 30.68 60.04 + 29.89 59.91 + PA + + +
1900 - 32.56 61.54 + + + 3247 60.65 + 32 61.15 + PA + + +
1901 + 32.08 61.79 + + + 31.23 60.74 + 315 61.32 + PA + + ¥
1902 + 0 0 - - - 0 0 - 0 0 - NA - - -
1903 + 0 0 - 0 0 - 0 0 - NA - -
1904 + 0 0 - - - 0 0 - 0/0 0/0 i/- NA - - -
1905 | oW 08 ¥ 1320 3285 | 616 ¥ ¥ ¥ 10720 357 59.62 ¥ 36.95 59.9 ¥ PA ¥ | 00— 920
1906 - 0 0 - - - 0 0 - 0/0 0/0 i/- NA - - -
1907 - 32.5 61.61 + + + 32.86 60.13 + 31.89 60.89 + PA + + +
1908 + 0 0 - - - 0 0 - 0 0 - NA - - -
1909 + 33.17 61.59 + + + 32.79 60.95 + 32.62 61.25 + PA + + +
1910 - 0 0 - - - 0 0 - 0 0 - NA - - -
1911 33.56 61.64 + + + 33.32 60.92 + 0/37.58/37.5 | 0/59.26/59.82 | -/+/+ ND + + -
1912 - 34.2 61.85 + + + 33.63 61.11 + 34.76 62.43 + PA + + +
1913 + 33.71 61.83 + + + 32.35 61.09 + 34.8 62.44 + PA + + ¥
1914 + 0 0 - - - 0 0 - 0 0 - NA - - -
1875 + 33.72 61.75 + + + 32.18 60.5 + 32.2 60.99 + PA + + +
1876 + 33.71 61.12 + + + 31.96 60.71 + 32.17 61.04 + PA + + +
1877 + 35.11 61.59 + + + 32.7 60.88 + 33.17 61.18 + PA + + +
1878 + 3243 61.6 + + + 32.2 60.98 + 324 61.4 + PA + + +
1879 + 31.51 61.46 + + + 3149 60.79 + 31.36 60.93 + PA + + +
1880 + 31.08 61.63 + + + 31.68 60.18 + 30.62 61.04 + PA + + +
1881 - 32.68 61.69 + + + 35.35 59.49 + 33.61 60.13 + PA + + +
1882 + 32.49 61.67 + + + 32.38 59.91 + 32.72 59.51 + PA + + +
1883 + 33.64 61.51 + + + 34.38 58.83 + 32.96 60.82 + PA + + +
1884 . + 33.37 61.59 + + + 33.33 60.98 + 33.29 60.82 + PA + + +
1885 | Hidh 20 ¥ 18/20 3214 | 6178 |+ ¥ ¥ 1920 32.09 60.04 ¥ 31.43 60.0 ¥ PA ¥ v 1820 ——— 19720
1886 + 35.04 61.94 + + + 33.14 60.85 + 34 61.26 + PA + + +
1887 + 35.62 61.69 + + + 33.85 60.56 + 34.1 60.75 + PA + + +
1888 + 32.93 61.9 + + + 32.95 60.34 + 0/36.25/32.15* | 0/60.22/61.54* | i/+/+* PA + + +
1889 + 32.13 61.78 + + + 32.96 59.9 + 32.08 60.5 + PA + + +
1890 + 32.93 61.67 + + + 38.32 62.09 + 33.57 60.3 + PA + + +
1891 + 32.99 61.76 + + + 0/33.76/34.64 | 0/61.01/61.13 | -/+/+ 31.62 61.03 + PD + - +
1892 + 33.25 61.74 + + + 33.81 61.24 + 32.54 61.07 + PA + + +
1893 - 31.76 61.81 + + + 31.28 61.09 + 31.21 61.28 + PA + + +
1894 + 0 0 - - - 0 0 - 0 0 - NA - - -
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

Matrix : Beef trim (375 g)
Strain : E. coli 0157:H7 Ad1248
Aerobic mesophilic flora : 1.1 x 108 CFU/g

MlcnovAN!: Wi

Reference method:

Alternative method : GENE-UP® E. coli 0157:H7

ISO 16654 ¢
BPW 41.5°C / 10h
Contamination PCR initial validation . PCR Extension _ Number . Number
N sample Level level- Number . Number Multi Dose Unit Dose Final | positive | Final | positive
(cfu/sample) |Result| positive rFelgallt positive Agnﬁement rﬁSTtl-t Sa-?(])rt’;?y raantlt Sa-P:)Ft);?S/
o u ulti S ulti i
samples/Total CP ™ Result | Confirmation 10h samp1l%sh/TotaI cp ™ Result cp ™ Result Dose/ Confirmation Do Multi Deaa Unit
Unit Dose 8h Dose 8h Dose
8h 8h
3501 0 0 - 0 0 - 0 0 - NA
3502 0 0 - 0 0 - 0 0 - NA
3503 0 / 0/5 0 0 0/5 0 0 0 0 NA 0/5 0/5
3504 0 0 - 0 0 - 0 0 - NA
3505 0 0 - - - 0 0 - 0 0 - NA - - -
3506 - 34.28 61.58 + + + 33.13 60.53 + 33.17 | 60.52 + PA + + +
3507 + 32.72 61.48 + + + 32.57 59.15 + 3297 | 60.36 + PA + + +
3508 - 0 0 - - - 0 0 - 0 0 - NA - - -
3509 - 29.13 61.5 + + + 30.55 61.09 + 30.41 60.76 + PA + + +
3510 + 0 0 - - - 0 0 - 0 0 - NA - - -
3511 - 0 0 - 0 0 - 0 0 - NA
3512 + 0 0 - - - 0 0 - 0 0 - NA - - -
3513 - 33.51 61.4 + + + 32.77 60.95 + 33.66 | 60.46 + PA + + +
3514 0 0 - - - 0 0 - 0 0 - NA - - -
3515 40 61.2 + + + 34.89 60.2 + 36.02 60.5 + PA + + +
3516 Low 1.1 - 5/20 0 0 - - - 12/20 0 0 - 0 0 - NA - - 1220 - 12/20
3517 + 0 0 - - - 0 0 - 0 0 - NA - - -
3518 - 31.22 61.41 + + + 31.7 61.15 + 31.08 | 60.34 + PA + + +
3519 271.82 61.48 + + + 28.97 60.93 + 2785 | 60.49 + PA + + +
3520 30.57 61.32 + + + 30.7 60.6 + 30.16 | 60.52 + PA + + +
3521 0 0 - - - 0 0 - 0 0 - NA - - -
3522 34.04 61.45 + + + 33.98 60.8 + 3415 | 60.63 + PA + + +
3523 31.12 61.35 + + + 3.7 60.85 + 31.78 | 60.53 + PA + + +
3524 - 30.79 61.55 + + + 31.69 61.09 + 31.73 | 60.81 + PA + + +
3525 + 29.03 61.35 + + + 28.6 60.1 + 29.36 | 60.07 + PA + + +
3697 + 284 61.41 + + + 29.68 60.85 + 2959 | 60.82 + PA + + +
3698 + 29.71 61.3 + + + 29.74 60.43 + 30.41 60.44 + PA + + +
3699 - 0/0/0 0/0/0 -[-I- + - 0/34,93/36 | 0/60,17/59,71 -[+/+ 0 60.81 + PD + - +
3700 30.09 61.4 + + + 30.56 60.63 + 30.83 60.4 + PA + + +
3701 - 0 0 - - - 0 0 - 0 0 - NA - - -
3702 + 20.7 61.43 + + + 29.72 60.5 + 30.44 60.6 + PA + + +
3703 + 32.76 61.28 + + + 32.29 60.64 + 33.81 60.56 + PA + + +
3704 - 0/0/0 61,09/0/0 +/-/- + + 0/0/0 0/0/0 --I- 0/0/0 0/0/0 -I-l- NA + - -
3705 + 0 0 - - - 0 0 - 0 0 - NA - - -
3706 . + 31.1 61.21 + + + 30.55 60.74 + 30.67 | 60.36 + PA + + +
3707 High 1.6 - 8/20 0 0 - - - 15/20 0 0 - 0 0 - NA - - 13/20 - 15/20
3708 + 29.03 61.22 + + + 29.58 60.84 + 28.78 | 60.46 + PA + + +
3709 - 0 0 - - - 0 0 - 0 0 - NA - - -
3710 29.73 61.17 + + + 30.42 60.65 + 30.79 60.4 + PA + + +
371 28.74 61.05 + + + 31.95 61.07 + 28.62 60.6 + PA + + +
3712 - 35,93/40/40 | 61,42/60,66/61,1 | +/+/+ + + 34.02 60.77 + 35.68 | 61.05 + PA + + +
3713 + 32.66 61.4 + + + 32.98 59.3 + 35.2 59.99 + PA + + +
3714 - 29.09 61.09 + + + 33.68 60.42 + 3112 | 59.32 + PA + + +
3715 28.56 61.29 + + + 0/31,56/0 | 0/59,08/0 -[+- 28.79 | 60.53 + PD + - +
3716 28.78 61.25 + + + 27.61 59.27 + 28.72 | 60.36 + PA + + +
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
Summary Report

[2015LR59 GENE-UP E. coli O157:H7
10 July 2025]

Matrix : Beef trim (375 g)
Strain : E. coli 0157:H7 Ad1248
Aerobic mesophilic flora : 1.1 x 08 CFU/g

MlcnovAN!: Wi

Reference method:

Alternative method : GENE-UP® E. coli 0157:H7

I1SO 16654 ¢
BPW 41.5°C | 24h
- PCR initial validation PCR Extension Number Number
N° sample Level Cont@r\m—atlon Number . Number Multi Dose Unit Dose Final positive | Final | positive
(cfu/sample) | Result positive r@gﬁllt positive Aglﬁell?ent rﬁilljtllt sa_mﬁs/ rtLeJ?]tthlt sa_ltr(\)rt);?s/
\ , ulti X .
samples/Total CP ™ Result | Confirmation 24h sampétz;/Total cp ™ Result cp ™ Result Dose/ Confirmation [ Multi e Unit
Unit Dose 24h Dose 24h Dose
24h 24h
3501 0 0 - - 0 0 0 0 - NA -
3502 0 0 - - 0 0 0 0 - NA -
3503 0 / 0/5 0 0 0/5 0 0 0 0 NA 0/5 0/5
3504 0 0 - - 0 0 0 0 - NA -
3505 0 0 - - - 0 0 - 0 0 - NA - - -
3506 - 30.16 61.52 + + + 30.61 60.68 + 31.04 61.09 + PA + + +
3507 + 32.08 61.2 + + + 32.66 60.59 + 33.39 61.15 + PA + + +
3508 - 0 0 - - - 0 0 - 0 0 - NA - - -
3509 - 29.43 61.26 + + + 29.62 60.74 + 30.81 60.7 + PA + + +
3510 + 0 0 - - - 0 0 - 0 0 - NA - - -
3511 - 0 0 - - 0 0 0 0 - NA -
3512 + 0 0 - - - 0 0 - 0 0 - NA - - -
3513 - 33.42 61.29 + + + 0 0 + 33.6 60.3 + PA + + +
3514 0 0 - - - 0 0 - 0 0 - NA - - -
3515 35.22 61.17 + + + 33.37 60.59 + 34.69 60.77 + PA + + +
3516 Low 1.1 = 5120 0 0 - - = 12120 0 0 - 0 0 - NA - . 12120 = 12120
3517 + 0 0 - - - 0 0 - 0 0 - NA - - -
3518 - 26.16 61.14 + + + 26.93 60.48 + 28.06 60.26 + PA + + +
3519 25 61.37 + + + 25.72 60.85 + 25.63 60.58 + PA + + +
3520 27.36 61.28 + + + 27.47 60.7 + 27.81 60.52 + PA + + +
3521 0 0 - - - 0 0 - 0 0 - NA - - -
3522 33.69 61.36 + + + 32.82 60.8 + 33.79 60.44 + PA + + +
3523 31.13 61.04 + + + 30.07 60.49 + 31.34 60.48 + PA + + +
3524 - 28.94 61.36 + + + 29.37 60.64 + 30.14 60.71 + PA + + +
3525 + 30.06 61.07 + + + 29.81 60.85 + 31.98 60.52 + PA + + +
3697 + 28.81 61.12 + + + 29.03 60.52 + 29.68 60.37 + PA + + +
3698 + 27.94 61.27 + + + 27.27 59.71 + 27.58 60.61 + PA + + +
3699 - 38.29/36.2/35.83 | 61.61/61.5/61.31 | +/+/+ + + 34.85 60.1 + 36.53 60.31 + PA + + +
3700 28.36 61.32 + + + 28.82 60.73 + 30.14 60.27 + PA + + +
3701 - 0 0 - - - 0 0 - 0 0 - NA - - -
3702 + 29.44 61.6 + + + 29.6 60.81 + 30.67 60.56 + PA + + +
3703 + 32.64 61.36 + + + 32.35 60.31 + 35.36 60.19 + PA + + +
3704 - 0/0/40 0/0/61.21 -[-[+ + - 0/0/0 0/0/0 ~[-/- 36.4 61.09 + PD + - +
3705 + 0 0 - - - 0 0 - 0 0 - NA - - -
3706 . + 30.62 60.79 + + + 31 60.88 + 31.18 60.42 + PA + + +
3707 High 1.6 - 8/20 0 0 - - - 14/20 0 0 - 0 0 - NA - - 15/20 - 16/20
3708 + 28.17 61.32 + + + 27.06 60.66 + 27.6 60.25 + PA + + +
3709 - 0 0 - - - 0 0 - 0 0 - NA - - -
3710 29.55 61.47 + + + 29.75 60.77 + 31.2 60.24 + PA + + +
3711 27.46 61.19 + + + 35.05 59.29 + 30.52 60.22 + PA + + +
3712 - 0/35.73/36.44 0/61.68/61.66 | -/+/+ + - 347 60.75 + 0 60.65 + PA + + +
3713 + 31.79 61.6 + + + 0 0 - 0 0 - NA + + +
3714 - 28.71 61.27 + + + 29.38 60.6 + 29.17 60.67 + PA + + +
3715 27.92 61.45 + + + 28.48 60.75 + 28.51 60.74 + PA + + +
3716 29.38 61.31 + + + 29.76 60.78 + 29.61 60.77 + PA + + +
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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