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Foreword

MlcnovANEI{ W

The technical protocol and the result interpretation were carried out according to the ISO
16140-2:2016, ISO 16140-2/A1:2024 and the MicroVal technical rules.

Validation protocols

Reference method*

Alternative method

Scope

Certification organism

ISO 16140-1:2016 - Microbiology of the food chain -
Method validation - Part 1: Vocabulary

ISO 16140-2:2016 & 1ISO 16140-2/A1:2024 -
Microbiology of the food chain - Method validation -
Part 2: Protocol for the validation of alternative
(proprietary) methods against a reference method
MicroVal Technical Committee interpretation of

ISO 16140-2 v.2.6.

ISO 6579-1: 2017 - Microbiology of the food chain -
Horizontal method for the detection, enumeration and
serotyping of Salmonella -Part 1: Detection of
Salmonella spp. Annex D was not carried out during the
validation studly.

ISO 6579-1/A1:2020 - Microbiology of the food chain -
Horizontal method for the detection, enumeration and
serotyping of Salmonella spp. - Part 1: detection of
Salmonella spp. Amendment 1: Broader range of
incubation temperatures, amendment to the status of
Annex D, and correction of the composition of MSRV
and SC

Salmofast PCR method

Broad range of food products (excluding raw
poultry) — up to 25¢g

Production environmental samples (excluding
dust) — up to 25g or ml or sampling devices

Lloyd’s Register

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope

available on www.cofrac.fr)

ADRIA

4/130 version 1



Standardized report -Qualitative methods

MICROVAL® |l§
NEN

02 March 2026]

LIST OF ABBREUVIATIONS

Method & protocol

CFU Colony Forming Units

Dw Deep Well

IAC Internal Amplification Control

ILS Interlaboratory Study

MCS Method Comparison Study

Novo Novobiocin

RLOD Relative Level of Detection

RT Relative Trueness

RTC Ready to cook

RTE Ready to eat

RTRH Ready to reheat

SE Relative Sensitivity

SP Relative Specificity

QS5 QuantStudio 5

Interpretation

AL Acceptability Limit

alt Alternative method

D Average difference

FN False Negative results

FNR False Negative Ratio

FP False Positive results

FPR False Positive Ratio

LOD Limit of Detection

NA Negative agreement

NAFN (ait Negative Agreement due to false negative alternative-method results
ND Negative Deviation

NDEN (atty Negative Deviation due to false negative alternative-method results
PA Positive Agreement

PAFP (ai) Positive Agreement due to false positive alternative-method results
PD Positive deviation

PDep (it Positive Deviation due to false positive alternative-method results

ref Reference method

TNA Total Negative Agreement

TND Total Negative Deviation

Raw data

-A No typical colonies but presence of high level of background microflora
-B No typical colonies but presence of medium level of background microflora
-C No typical colonies but presence of low level of background microflora
(x) Number of colonies in the plate

* Dilution of the extract in case of inhibition according to the alternative protocol (1/10)
** Dilution of the extract in case of inhibition according to the alternative protocol (1/100)
112 50% level of target analyte

at Atypical curve

d Doubtful result

i Inhibition

ne New DNA extraction

NC Non-characteristic colony

ni Not isolated colony

m Minority level of target analyte

M Majority level of target analyte

p Pure culture level of target analyte

st Plate without any colony

w Weak reaction

Bold typing Artificially inoculated samples

ADRIA 5/130 version 1



Standardized report -Qualitative methods

MICROVAL® |l§
NEN

02 March 2026]

1 INTRODUCTION

In this project, a MicroVal validation study, based on ISO 16140-2 (2016) & ISO
16140-2/A1 (2024), of alternative method, the Salmofast PCR method from
Microbial Systems S.L. for the detection of Salmonella spp. in broad range of food
products, and production environmental samples was carried out by ADRIA as the
MicroVal Expert laboratory.

The following protocol is concerned by this validation study:

- Two enrichment protocols are available depending on the tested items: Enrichment
step in Buffered peptone water supplemented or not with novobiocin (20 mg/L)
incubated for 16-20 h at 34-38°C

- DNA extraction using DNA ready reagent.
- PCR using the Salmofast PCR kit

- Confirmation by direct streaking onto selective agar plates and performing a latex
test on isolated typical colonies or using the tests described in the ISO 6579-1
method.

The reference method used is:

- 1SO 6579-1: 2017 - Microbiology of the food chain - Horizontal method for the
detection, enumeration and serotyping of Salmonella - Part 1. detection of
Salmonella spp.

- 1SO 6579-1/A1:2020 - Microbiology of the food chain - Horizontal method for the
detection, enumeration and serotyping of Salmonella spp. - Part 1: detection of
Salmonella spp. Amendment 1: Broader range of incubation temperatures,
amendment to the status of Annex D, and correction of the composition of MSRV
and SC.

Three thermocyclers were included in the validation:
- QS5 from Thermo Fisher Scientific

- CFX96 standard from Bio-Rad
- CFX Opus DW from Bio-Rad.

ADRIA 6/130 version 1
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The 6 categories included are:

- Raw, RTC, RTE and RTRH meat products (excluding raw poultry)
- Raw and heat-processed milk and dairy products

- Fresh produces and fruits

- Multicomponent foods or meal components

- Raw and RTC fish and seafood

- Production environmental samples (excluding dust).

Four criteria are evaluated during the validation study according to the ISO 16140-
2:2016 & ISO 16140-2/A1:2024:

- Method comparison study
= Sensitivity study,
= Relative level of detection study,
= Inclusivity / Exclusivity,

- Inter-laboratory study.

2 METHOD PROTOCOLS
The Method Comparison Study was carried out using 25 gram portions of sample
material.

2.1 Reference method*

See the flow diagram in Appendix 1.

Sample preparations used in the reference method and the alternative method were
done according to ISO 6887-series.

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope
available on www.cofrac.fr)

ADRIA
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The reference method used for this study was the following:

- 1SO 6579-1: 2017 - Microbiology of the food chain - Horizontal method for the
detection, enumeration and serotyping of Salmonella spp. - Part 1: detection of
Salmonella spp.

- 1SO 6579-1/A1:2020 - Microbiology of the food chain - Horizontal method for the
detection, enumeration and serotyping of Salmonella spp. - Part 1: detection of
Salmonella spp. Amendment 1: Broader range of incubation temperatures,
amendment to the status of Annex D, and correction of the composition of MSRV
and SC.

2.2 Alternative method
2.2.1 Principle

Salmofast® has been specifically designed to provide a simple and reliable method
for detecting the presence of Salmonella in various samples by real-time PCR. The
kit contains all the necessary components to perform PCR amplification and
detection: master mix including primers and probes and an internal control, and
positive and negative controls for quality assurance. This user-friendly kit allows for
accurate and sensitive detection of Salmonella in a variety of sample types, including
food, water, and environmental swabs.

2.2.2 Protocol

See the flow diagram of the alternative method in Appendix 2.

See attached the kit instruction in Appendix 3: Instrucciones Salmofast_v20.pdf.

The different steps are the following:

- Enrichment in BPW for all food products (except raw poultry, raw dairy, raw fish
and seafood) and production environmental samples.

- BPW + novobiocin (20 mg/L) for raw dairy, raw fish and seafood for 16-20 h at 34-
38°C.

- The preparation of the samples is performed according to the ISO 6887 parts.

ADRIA 8/130 version 1
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- Lysis step: 55 uL of enriched sample + 55 uL DNA ready, heat treatment for 56°C
10 min, 95°C 15 min, 25°C 10 min. Centrifugation for 1 min between 2000 and
4000g.

- PCR on 5uL of DNA extract + 15 yL mix PCR with the Salmofast kit using QS5
from Thermo Fisher Scientific or CFX96 standard or CFX Opus DW from Bio-Rad.

- Confirmation by:

o Direct streaking onto XLD and Oxoid™ Brilliance™ Salmonella. The typical
colonies are confirmed by Thermo Scientific Salmonella Latex Agglutination
or test from the ISO 6579-1 method (serological test and biochemical gallery)
on well isolated colonies.

o IS0 6579-1 test: subculture RVS and MKTTn before streaking onto XLD and
a second selective agar plate. The typical colonies are confirmed
biochemical and serological test.

It is possible to store the enriched samples for 72 h at 5°C + 3°C before performing
the lysis step and confirmatory tests.

In case of PCR inhibition, the following strategy can be applied: extract can be diluted
1/10 in water.

2.2.3 Restriction

Based on results obtained during the MCS study, dust and raw poultry meat samples
were excluded from the scope of the method.

For dust samples, a total of 12 samples were evaluated (10 positive and 2 negative).
The analysis showed a high level of interference, with 33% inhibition and two false-
negative results. It is suspected that the high particle contents in these samples
negatively impacted PCR performance. Following discussions with the manufacturer
and considering the limited interest in testing this type of product in the field, it was
decided to remove dust samples from the scope of the method.

Regarding raw poultry meat, a high number of negative deviations was obtained when
testing this type of product using the BPW + novobiocin protocol (ND= 5; TND-PD =
4). As a result, this matrix was also excluded from the scope. Additional investigations
conducted by Microbial suggested that the novobiocin protocol is not suitable for
poultry products, as it does not effectively suppress the specific microbiota associated
with this matrix. Consequently, Salmonella spp. may not grow sufficiently to reach the
detection threshold required for both PCR and plating methods.

ADRIA 9/130 version 1
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Moreover, several studies have documented the prevalence of antimicrobial
resistance in poultry microbiota, often showing higher resistance levels compared to
other meats—Iargely attributed to intensive antibiotic use in poultry farming (Grobbel
et al., 2022; Johnson et al., 2017; Hedman et al., 2020). These findings, in conjunction
with Microbial observations, suggest that the poor performance observed is likely due
to the limited effectiveness of novobiocin in this specific food matrix.

2.3 Studydesign

The study is a paired study design when BPW is used for the enrichment step of the
alternative method, as the reference and the alternative methods have the same
enrichment procedure.

The study is an unpaired study design when BPW + novobiocin is used for the

enrichment step of the alternative method (addition of the novobiocin supplement), as
the reference and the alternative methods have different enrichment procedures.

3 METHOD COMPARISON STUDY

3.1 Sensitivity study

The sensitivity (SE) is the ability of the method to detect the analyte by either the reference or alternative
method.

3.1.1 Categories and sample types

Five food categories, and one production environmental samples category were
included in this validation study with a total of 390 samples analysed. A minimum of
60 items for each category were tested by both the reference method and the
alternative method in the sensitivity study, with a minimum of 30 positive samples per
category. Each category was made up of 3 types, with at least 20 items representative
for each type.

The distribution per tested category and type is given in Table 1. Positive results were
considered if being found positives confirmed with at least one of the tested methods
(reference or one of the alternative protocols).

ADRIA 10/130 version 1
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Table 1 - Categories, types and number of samples

Alternative o .
Positive  Negative
Category method Total
samples  samples
protocol
Raw, RTC,RTEand | a| RTE and RTRH meats BPW 13 8 21
RTRH meat products | b| Raw and RTC meat (except poultry) | BPW 14 1" 25
(excluding raw poultry) | ¢c| Raw meat delicatessen BPW 11 1 22
(combined) Total 38 30 68
Raw and heat- a Raw milk-based products BPWT . 12 8 20
d milk and novobiocin
2 p";‘;’:ssem ot b| Pasteurized milk products BPW 12 13 25
C’l":bine p ¢| Milk powders BPW 8 12 20
Total 32 33 65
a| Raw vegetables BPW 11 1 22
3 Fresh produce and b| Raw fruits BPW 10 1" 21
fruits c| Sprouts BPW 11 9 20
Total 32 31 63
a| Composite foods with substantial
raw ingredients (excluding BPW 10 10 20
patisseries)
4 Multicomponent foods | b Regdy to eat and reheat foods BPW 14 10 o4
or meal components refrigerated
c| Ready to eat and reheat foods BPW 8 19 20
frozen
Total 32 32 64
3| Raw fish BPW + 13 10 23
novobiocin
Raw and RTC fish and | °| Raw seafood BPW+ 12 10 22
5 seafood novobiocin
c¢| Ready to cook fish and seafood BPW 11 10 21
(processed)
Total 36 30 66
. a| Surfaces (swabs, sponges, wipes) BPW 1 12 23
6 envirof\:::tc;llzgm les b| Waste and residues BPW 8 12 20
(excludin dust;a c| Process water BPW 12 9 21
9 Total | 31 3 64
Total 201 189 390

3.1.2 Testsample preparation

Naturally contaminated samples were preferentially analyzed. A total of 96 samples
were tested uncontaminated. Six samples were found positive with four originated
from meat and two linked to meat industry (multicompnent with meat or process water
with meat ).

ADRIA 11/130 version 1
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Due to the low level of natural contamination, artificial contaminations were required.
They were obtained by:

- Spiking with injured cells after heat treatment

- Seeding by direct inoculations of high moisture matrices using liquid cell
suspensions, followed by storage periods of 48-72 h at 5 £ 3°C or 1 to 2 weeks at
-20°C. For low moisture products, lyophilized strains were used for inoculation and,
the samples were stored for 2 weeks at ambient temperature before analysis.

When spiking the strains were stressed using various injury protocols. The injury
efficiency was evaluated by comparing enumeration results onto selective and non-
selective agars (respectively PCA and XLD). The artificial contaminations are
presented in Appendix 4.

The same strain was not used to inoculate more than 6 samples.

Twenty-two samples were artificially contaminated by spiking after a heat treatment
between 10 and 12 min at 56°C, using 10 different strains. Eighteen gave a positive
result. All the spiking inoculations, after injury protocols on the inoculum, were lower
or equal to 5 CFU/sample.

272 samples were artificially contaminated by seeding, using 88 different strains and
three seeding protocols (liquid at 5 + 3°C or frozen -20°C or lyophilized). 177 gave a
positive result. Most of the seeding inoculations were lower or equal to 5 CFU/sample.

The repartition of the positive samples per inoculation protocol and inoculation level
is given in Table 2.

Table 2 - Repartition of the positive samples
per inoculation protocol and inoculation level

Artificial contamination

Naturally
contaminated
3<x<10CFU 5<x<10CFU
Number of
positive 6 172 5 18 0 201
samples
% 3.0% 85.6% 2.5% 9.0% 0.0% 100.0%

ADRIA 12/130 version 1
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3.0% of the samples were naturally contaminated. A large majority of the
positive samples were tested with an artificial contamination at low level of

inoculation (below 3 or 5 CFU/test portion).

3.1.3 Protocols applied during the validation study

> Incubation times

The minimum incubation time was applied for the enrichment step: 16 h at 37 £ 1°C
and the two enrichment protocols were evaluated depending on the categories and
type tested as described in Table 1.

> PCR

All samples were tested on the three thermocyclers and interpretation was made
using their associated software and following Salmofast® IFU — Annex 1:

- QS5 from Thermo Fisher Scientific with the QuantStudio™ Design & Analysis
v.1.5.2

- CFX 96 standard from Bio-Rad with CFX Manager™ Software v 3.1

- CFX Opus DW from Bio-Rad with CFX Manager™ Software v 3.1

Different channels are used depending on the thermocycler: Cy5 and VIC for QS5
and Cy5 and HEX for CFX 96 standard and CFX OPUS DW.

Interpretations are made according to the kit insert as follow:

o For QS5, the threshold is automatically given by the software and a cut off at
39 is applied manually.

o For CFX96 and Opus, the analysis is done manually by determining the
threshold based on the maximum RFU of the positive control for the Cy5
channel or of the negative control for the HEX channel:

o If the threshold of the automatically is placed above the 10% of the
maximum RFU, no modification is applied
o If not, the threshold is manually adjusted at 10% of the maximum RFU

A positive result is obtained when an amplification is obtained in the Cy5 channel (Cq
value available). For CFX96 and CFX Opus Deepwell, curves showing a low
sigmoidal shape below the threshold must be considered as potentially positive. The
end user must proceed to confirmation.

ADRIA 13/130 version 1
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A negative result is obtained when no amplification is observed in the Cy5 channel,
and an amplification is observed in the VIC or HEX channel with a Cq not greater than
3 Cq units compared to the NTC. If more than 3 Cq or no amplification is observed in
the VIC/HEX channel and no amplification is observed on the Cy5 channel, the
sample should be considered as inhibited.

In case of PCR inhibition, the extract was diluted 1/10 in water and tested again.

As the CFX Opus was not included at the beginning of the study, it was agreed with
the technical committee to use frozen DNA extracts generated previously to complete
the dataset for this instrument.

> Confirmation

For the purpose of the validation, all the samples were confirmed by direct streaking
onto XLD and Oxoid™ Brilliance™ Salmonella and following 1ISO 6579-1 (subculture
in RVS and MKTTn and streaking into XLD and a chromogenic media). The typical
colonies will be confirmed by Thermo Scientific Salmonella Latex Agglutination and
test from the ISO 6579-1 method (serological test and biochemical gallery).

> Enrichment broths storage for 72 h at 5°C * 3°C

The enrichment broths from positive and discordant samples were stored for 72 h at
5°C £ 3°C and the PCR was tested again. Storage for 72h at 5°C £ 3 °C is a possibility
offered in the ISO 6579-1 method, the confirmatory tests were thus not tested again
except for samples enriched in BPW + novobiocin and in case of change is observed
between both PCR results (before / after storage).

3.1.4 Sensitivity study results

All raw data per category are given in Appendix 5. Sample numbers in bold indicate
artificial inoculation of the sample.

Table 3 shows the summary of results of the reference method and the alternative
methods for all Categories.

ADRIA 14/130 version 1
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Table 3 — Summary of sensitivity study results — all categories and protocols

Reference method positive (R+)  Reference method negative (R-) ‘

Alternative method Positive agreement (R+/A+) Positive deviation (R-/A+)
positive (A+) PA=177 PD=10
QS5 . Total Negative deviation (R+/A-) Total Negative agreement (R-/A-)
Alternative method
. TND=12 TNA= 191
negative (A-) . .
(Wlth NDFN(an): 5and PAFp(an): 1) (Wlth NAFN(an): 2 and PDFp(an): 12)
Alternative method Positive agreement (R+/A+) Positive deviation (R-/A+)
positive (A+) PA=177 PD=11
CFX96 . Total Negative deviation (R+/A-) Total Negative agreement (R-/A-)
Alternative method
. TND=12 TNA =190
negative (A-) . .
(Wlth NDFN(an): 5and PAFp(an): 1) (Wlth NAFN(a|t)=1 and PDFp(a|t)=16)
Alternative method Positive agreement (R+/A+) Positive deviation (R-/A+)
CFX positive (A+) PA= 175 PD=12
Opus . Total Negative deviation (R+/A-) Total Negative agreement (R-/A-)
Alternative method
DW . TND =14 TNA =189
negative (A-) . .
(Wlth NDFN(an): 7 and PAFp(an): 2) (Wlth NAFN(an): 0 and PDFp(an): 17)
With TND = ND + NDgy (@l t PArp (alt) TNA = NA + NAgy (@l t PDrp (alt)

3.1.5 Sensitivity study calculations

The sensitivity study parameters as specified in Table 4 were calculated for all categories
and types, and the overview is given in Table 5.

Table 4 — Formula to calculate the sensitivity parameters — All categories

Qs5 CFX96 | CFXOpus DW

Sensitivity for the B (PA+ PD) 0 0 0
alternative method | (PA+TND + PD) 100% 0% | N0k 0%
Sensitivity for the _ (PA+TND) o 0 0
reference method TS TP T2 el B% | 0% 0%

. _ (PAFTNA)

Relative trueness x100 % 94.4% 93.8% 93.3%

False positive ratio

for the alternative FPR
method TNA
False negative .ratlo  NArwcan+ NDengain . . .
for the alternative FNR = x 100 % 3.5% 2.5% 3.5%

_ PAgpaity + PDrp (a1t x100% | 6.8% 9.0% 10.1%

PA+TND+PD
method

ADRIA 15/130 version 1
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Table 5 — Overview calculated sensitivity parameters per category and type

MICRO\/AN!;“ Wi

Categories

PAFp(at)

NA  NArN@r

QS5

PD

ND  NDen@aty PDrpaty TND ~ TNA

Raw, RTC, RTE and RTE and RTRH meats Paired 0 0 0 0 0 0 0 0.0 )
1 R;r'sz:t b Sfcvgst”goﬁl{r‘; meat Paired | 14 0 11 0 0 | o 0 0 0 | 11 |1000 | 1000 | 1000 | 00 | 00
(excluding raw | ¢ | Raw meat delicatessen Pared | 11 0 11 0 0 | 0 0 0 0 | 11 | 100.0 | 1000 | 1000 | 00 | 00
poultry) (combined) Total | 38 0 30 0 0 | 0 0 0 0 | 30 |100.0 | 100.0 | 100.0 | 0.0 | 0.0
Rawand heat- | a | Raw milk-based products | Unpaired | 8 0 8 1 2 | 1 0 0 1 | 9 | 909 | 818 | 850 | 00 | 9.1
| Processed milk and | b | Pasteurized mik products | Paired | 12 0 12 0 0 | 0 0 1 0 | 13 | 100.0 | 1000 | 1000 | 7.7 | 00
dairy products | ¢ | Milk powders Paired 7 0 12 0 0 0 1 0 1 12 | 875 [ 100.0 | 95.0 | 0.0 | 125
(combined) Total| 27 0 32 1 2 [ 1 1 1 2 | 34 | 9355 | 9355 | 93.85 | 294 | 65
a | Raw vegetables Paired 11 0 9 0 0 0 0 2 0 11 1 100.0 | 100.0 | 100.0 | 18.2 | 0.0
3| Fresh produce and [b | Raw fus Paired | 10 0 11 0 0 | 0 0 0 0 | 11 | 100.0 | 100.0 | 100.0 | 0.0 | 0.0
fruits ¢ | Sprouts Pared | 9 0 9 0 0 | 0 2 0 2 | 9 | 818 | 1000 | 900 | 0.0 | 182
Total| 30 0 29 0 0 | 0 2 2 2 | 31 | 938 | 1000 | 9.8 | 65 | 63

Composite foods with
a | substantial raw ingredients | Paired | 9 0 10 0 0 | o 1 0 11 10 | 900 | 1000 | 950 | 0.0 | 100

Multicomponent (excluding patisseries)
4| foodsormeal b o e e | paired | 13 | 0 | 9 | 0 |0 | 0| 1 1| 1 | 10 | 929 | 1000 | 958 [ 100 | 7.
P ¢ | peady eatandreheal | pyireg | g 0 12 0 0 | o 0 0 0 | 12 | 1000 | 1000 | 1000 | 00 | 00
Total | 30 0 31 0 0 | 0 2 1 2 | 32 | 938 | 1000 | 969 | 31 | 63
a| Raw fish Unpaired | 6 1 9 0 4 | 2 0 1 3 | 10 | 769 | 692 | 696 | 20.0 | 0.0
Raw and ready-to- | b | Raw seafood Unpaired | 5 0 9 0 4 3 0 1 3 10 | 75.0 | 66.7 | 682 | 100 | 0.0
J °°‘;';;'f223“d ¢ E:aa}ggé"(;fo%‘ggzgda)”d Paired | 11 | 0 9 0 0 | o 0 1 0 | 10 | 1000 1000 | 1000 | 100 | 0.0
Total| 22 1 27 0 8§ | 5 0 3 6 | 30 | 833 | 778 | 788 | 133 | 00
Production | a fgfﬁ;::%iﬁf Paired | 11 0 12 0 0 | o 0 0 0 | 12 |1000 1000 | 1000 00 | 0.0
g| environmental " ageand residues Paired 8 0 9 0 0 0 0 3 0 12 1 100.0 | 100.0 | 100.0 | 250 | 0.0
samples (excluding 15/, coss water Paired | 11 0 7 1 0 | 0 0 2 0 | 10 | 100.0 | 100.0 | 100.0 | 20.0 | 9.1
dust) Total| 30 0 28 1 0 | 0 0 5 0 | 34 | 1000 | 100.0 | 100.0 | 147 | 33
Protocol paired 158 | 0 | 151 | 1 0 | 0 5 10 | 5 | 162 | 96.9 | 1000 | 985 | 62 | 3.7
Protocol unpaired 19 1 26 1 10 6 0 2 7 29 | 806 | 722 | 738 [ 103 | 2.8
All categories 77 1 |7 2 10 | 6 5 12 | 12 | 191 | 94.0 | 950 | 944 | 68 | 35
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CFX96
Categories Types ::::’):1 PA  PArraty NA  NAmay PD ND  NDen@ty PDepaty TND  TNA SE%a“ SEAref Ro}: F';,R FEZR
Raw, RTC, RTE and | a | RTE and RTRH meats Paired 13 0 8 0 0 0 0 0 0 8 100.0 | 100.0 | 100.0 | 0.0 0.0
g RIRAmeat | Raw and RICmeat Paired | 14 | 0 | 11 0 0 | o 0 0 0 | 11 |1000 | 100.0 | 1000 | 00 | 0.0
products except poultry

(excluding raw | c | Raw meat delicatessen Paired 11 0 11 0 0 0 0 0 0 11 1100.0 | 100.0 | 100.0 | 0.0 | 0.0
poultry) (combined) Total | 38 0 30 0 0 0 0 0 0 30 | 100.0 | 100.0 | 100.0 | 0.0 0.0
Raw and heat- | a | Raw milk-based products | Unpaired 8 0 6 0 3 1 0 2 1 8 917 | 75.0 | 80.0 | 25.0 | 0.0
2 processed milk and | b | Pasteurized milk products | Paired 12 0 13 0 0 0 0 0 0 13 1100.0 | 100.0 | 1000 | 0.0 | 0.0
dairy products ¢ | Milk powders Paired 7 0 12 0 0 0 1 0 1 12 87.5 | 1000 | 950 | 0.0 | 125
(combined) Total | 27 0 31 0 3 1 1 2 2 33 |93.75| 90.63 | 92.31 | 6.06 | 3.1
a | Raw vegetables Paired 11 0 9 0 0 0 0 2 0 11 100.0 | 100.0 | 100.0 | 182 | 0.0
3 Fresh produce and | b | Raw fruits Paired 10 0 11 0 0 0 0 0 0 11 100.0 | 100.0 | 100.0 | 0.0 0.0
fruits ¢ | Sprouts Paired 9 0 9 0 0 0 2 0 2 9 81.8 | 1000 | 90.0 | 0.0 | 18.2
Total | 30 0 29 0 0 0 2 2 2 31 93.8 | 1000 | 96.8 | 6.5 6.3

Composite foods with
a | substantial raw ingredients | Paired 9 0 9 0 0 0 1 1 1 10 90.0 | 100.0 | 95.0 | 10.0 | 10.0

Multicomponent (excluding patisseries)
4| foodsormeal |b ;f)fj‘:yré‘;riegaetr:[‘e‘;rehea‘ Paired | 13 | 0 | 10 | 0 0 | o0 1 0 1 | 10 | 929 | 1000 | 958 | 0.0 | 7.1

components Ready to eat and reheat
c f Paired 8 0 11 0 0 0 0 1 0 12 | 100.0 | 100.0 | 100.0 | 8.3 0.0

oods frozen

Total | 30 0 30 0 0 0 2 2 2 32 93.8 | 1000 | 969 | 6.3 6.3
a | Raw fish Unpaired 6 1 8 0 4 2 0 2 3 10 769 | 69.2 | 696 | 300 | 0.0
Raw and ready-to- | b | Raw seafood Unpaired 5 0 9 0 4 3 0 1 3 10 | 75.0 | 66.7 | 68.2 | 100 | 0.0
°| cookfshand |, Ejaﬁ,g(y);"(;fo%‘;‘:zg de;”d Pared | 1 | 0 | 9| o | o | o o 1| o | 10 {1000 1000 | 1000 | 100 | 00
Total | 22 1 26 0 8 5 0 4 6 30 833 | 778 | 788 | 16.7 | 0.0
Production  |a f:f:;:g%iﬁf Pared | 11 | 0 | 11| o0 0 | 0 0 1 o | 12 1000/ 100.0 | 100.0| 83 | 0.0
6 sa;’;‘f;:?g&":g:ng b | Waste and residues Pared | 8 0 8 0 0 [ 0 0 4 0 | 12 [100.0100.0 [ 100.0 | 33.3 | 0.0
dust) ¢ | Process water Paired 11 0 8 0 0 0 0 1 0 10 [100.0] 91.7 | 952 | 111 | 0.0
Total| 30 0 27 0 0 0 0 6 0 34 [100.0| 96.8 | 984 [ 18.2] 0.0
Protocol paired 158 0 150 0 0 0 5 11 5 161 | 97.0 | 994 | 98.2 | 6.8 | 3.0
Protocol unpaired 19 1 23 0 11 6 0 5 7 28 | 811 | 70.3 | 723 | 214 | 0.0
All categories 177 1 173 0 12 6 5 16 12 | 189 | 94.0 | 94.0 | 93.8 | 9.0 | 25
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MICRO\/A;!;“ Wi

CFX Opus DW

SE at FPR FNR

Categories PA  PArraty NA  NAmvay PD ND  NDenaity PDepay TND  TNA %
Raw, RTC, RTE and | a | RTE and RTRH meats Paired 13 0 8 0 0 0 0 0 0 8 [100.0]100.0 | 100.0 | 0.0 | 0.0
RTRH meat Raw and RTC meat .
1| products excluding | ° | except poultry Paired | 14 | o | 11| o 0 | o 0 0 0 | 11 ]1000]1000 1000} 00 | 00
(raw poultry) ¢ | Raw meat delicatessen Paired 11 0 10 0 0 0 0 1 0 11 1100.0 | 100.0 | 100.0 | 9.1 0.0
(combined) Total| 38 0 29 0 0 0 0 1 0 30 | 100.0 | 100.0 | 1000 | 3.3 | 0.0
Raw and heat a | Raw milk-based products | Unpaired 8 0 8 0 3 1 0 0 1 8 917 | 750 | 80.0 | 0.0 | 0.0
el Pasteurized milk .
2 pr%:?ssegorgbllét:nd b oroducts Paired 12 0 1" 0 0 0 0 2 0 13 | 100.0 | 100.0 | 100.0 | 154 | 0.0
(crgn';'bined) ¢ | Milk powders Paired | 7 0 12 0 0 [ 0 1 0 1 | 12 | 875 [ 1000 | 950 | 0.0 | 125
Total | 27 0 31 0 3 1 1 2 2 33 |93.75 | 90.63 | 92.31 | 6.06 | 3.1
a | Raw vegetables Paired 11 0 9 0 0 0 0 2 0 11 | 100.0 | 100.0 | 100.0 | 182 | 0.0
3 Fresh produce and | b | Raw fruits Paired 10 0 10 0 0 0 0 1 0 11 1100.0 | 100.0 | 100.0 | 941 0.0
fruits c | Sprouts Paired 8 0 8 0 0 0 3 1 3 9 72.7 | 100.0 | 850 | 111 | 273
Total | 29 0 27 0 0 0 3 4 3 31 90.6 | 100.0 | 952 | 129 | 94
Composite foods with
substantial raw .
@ | ingredients (excluding Paired 1 10 | 90.0 | 100.0 | 95.0 | 10.0 | 10.0
Multicomponent patisseries) 9 0 9 0 0 0 1 1
4 foods or meal Ready to eat and reheat .
components b | foods refrigerated Paired 13 0 9 0 0 0 1 1 1 10 | 92.9 | 100.0 | 958 | 10.0 | 71
Ready to eat and reheat .
¢ | foods frozen Paired 8 0 12 0 0 0 0 0 0 12 | 100.0 | 100.0 | 100.0 | 0.0 | 0.0
Total | 30 0 30 0 0 0 2 2 2 32 | 938 [ 1000 | 969 | 63 | 6.3
a | Raw fish Unpaired | 6 1 9 0 4 2 0 1 3 10 | 76.9 | 69.2 | 69.6 | 20.0 | 0.0
Raw and ready-to- | b | Raw seafood Unpaired 5 1 9 0 4 2 0 1 3 10 | 75.0 | 66.7 | 68.2 | 200 | 0.0
5 cook fish and Ready to cook fish and .
seafood € | seafood (processed) Paired 10 0 9 0 0 0 1 1 1 10 90.9 | 1000 | 952 | 10.0 | 91
Total | 21 2 27 0 8 4 1 3 7 30 | 806 | 778 | 773 | 16.7 | 2.8
. Surfaces (swabs, .
Pr_oductlon 2| sponges, wipes) Paired 1 0 12 0 0 0 0 0 0 12 | 100.0 | 100.0 | 100.0 | 0.0 | 0.0
e"‘ff°"mel'“g! b | Waste and residues Paired 8 0 9 0 0 0 0 3 0 12 1100.0 | 100.0 | 100.0 [ 25.0 | 0.0
o (e’“‘l“ "9 ¢ | Process water Pared | 11 | 0 7 0 1 [0 0 2 0 [ 9 [1000[ 917 [ 952 [222 [ 00
ust samples) Total |30 0 28 0 1 0 0 5 0 | 33 [ 1000 968 | 984 | 152 | 0.0
Protocol paired 156 0 146 0 1 0 7 15 7 161 | 95.7 | 994 | 97.5 | 9.3 | 43
Protocol unpaired 19 2 26 0 11 5 0 2 7 28 | 811 | 703 | 723 [ 143 | 0.0
All categories 175 2 172 0 12 5 7 17 14 | 189 | 93.0 | 940 | 933 | 101 | 35
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3.1.6 Discordant results

> Negative deviations

Between 12 to 14 total negative deviations (TND) were observed depending on the
thermocycler tested, all coming from artificially contaminated samples.

The presence of Salmonella spp in the enrichment broth was confirmed for 5 samples
with the QS5 and CFX 96 (NDenry = 5) and for 7 samples with the CFX Opus DW
(NDengaity = 7). All of those samples were tested with a paired protocol with 3 of them
coming from sprouts type. For 5 of them, no typical colonies or few number of typical
colonies (below 10) were observed after direct streaking. Replicate of the PCR was
carried on but in most of the cases, negative PCR results were obtained again.
However, after storage, four samples became positive with all the thermocycler
evaluated.

The samples are listed Table 6.
> Negative agreement (False negative)

According to ISO 16140-2, samples in negative agreement were also evaluated by
the confirmation method. For two of them with QS5, the Salmonella strain was
confirmed in the enriched broth (NArnar). Samples originated from two different
categories (1561: Raw cow milk; 253: Process water before cleaning). The DNA
extract was tested two additional times and fractional positive results were obtained
indicating that the level growth was just at the limit of detection of the method.

The samples are listed Table 7.
> Positive deviations
Between 10 and 12 positive deviations were observed depending on the thermocycler
tested, all coming from artificially contaminated samples.
As expected, they concern only samples tested with the unpaired protocol.
Most of the results were consistent between the three thermocyclers. Only two

samples showed negative results in some conditions (NArNat)).

The samples are listed Table 8.
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Table 6 - Negative deviations

Salmofas®t PCR Kit
Artificial contamination 16 hat 37 £1°C 16 hat37 1°C +72 hat 5% 3°C
Agreement Agree‘r:nent -
B PCR result PCR result 72h at5°C +3°C
—_
» = 5
21, A g 2
s | Z o138 Qs5 CFX96 standard CFX Opus DW e QS5 CFX96 standard CFX Opus Deepwell e | o
< 2 c | 2| .= > > | o
& s | Product sl=|® g = g = g| &
) £ €| 35| = = =) = =) T | E
e © S 7} 1] = © %) e © [72] (@]
] (2] . e D | = 0 o > = 2] °‘ =1
> Strain B s | E| @ o a 5 S| & = 2
> el 8ls| = =z = S| @ | 5| o | = =3 g = s| 9| 85| o
S|E]8| S| S S | _ k) © | x| S| _ S _ £ € | _ o e
& 5l & | §| % s o=l 3 o 5 5 |=< S| | 8|5 = S| 5 |[<| = S| 5 |< S
o 2 Ty 3 2 <o 3 S o 3 2 o |8 S o 3 3 S ey 3
glele] ¢ € g |8 @ gl 2% 5|2 &5 2|2
3 3 3 3 3 8 3
£
2024 | 1564 CR;G‘:‘;::‘”S"‘"" S. Montevideo 510 14 + | U | NA |3155] - NA | 3428 | - NA | 3345 ; ND | ND | ND | NA | 3343 NA | 3409 | - [No| NA |3447| - ND | ND | ND | 2] a
Semi-skimmed milk NIA/ | 33.35/ NA | 34.72] NAva | 463
2024 | 138 | 2 S-AnatumAd2718 (30| + | P | NA/ [3406/ [ k- | N | 3469/ | ok | oV | 3520 | dfatft | + | NDe | NDmwen | NDa | 3054 | 3357 | + | 3508 | 3462 | + |No| 3416 [3427 | + [+ | PA | PA | PA |2 |
P NA | 33.67 NA | 34.34 : 34.1
Sprouts (organic NI/A (at)/ | 34.03/
2023 | 4982 | S VirchowAd2569  [16| + | P | 2399|2873 | + 3457 | 3255 | + NIA/ | 35.15/ |at-+-(ne) | + | PA | PA | NDmy| 2657 | 31.01 | + | 3439 | 3252 | + |Yes| 3605 | 348 | + |+ | PA | PA | PA |3 | c
alfalfa, leeks, lentils) 3507 | 3448
NIA | 28.01/ NI | 29.69/ NA/ | 3529/ NIA | 27.85/ NAI | 30.38/ NA | 343/
2023 | 5488 | Sprouts S. Oranienburg Ad1724 [ 12| + | P | NIA/ [3154/ | - | NA/ | 3218/ | - | NA | 3415/ | - | + | NDeway | NDevy | NDew | NIA/ | 3197/ |--| NI | 3247/ | - |Yes| NIA | 3446/ | -+ | + | NDeay | NDeva [ NDeay | 3 | ¢
N/A | 31.63 NA | 32.15 NA | 34.93 NA | 3277 NA | 32.54 NA | 34.09
NIAT | 28271 NAI | 29.86/ NA | 353/ NIA | 28.76/ NAT | 3019/ NAI | 34.38/
2023 | 5491 | Sprouts S.PanamaAd1733 |08 | + | P | NA/ [31.27/| - |36.42aty| 335 | -at- | NA/ | 3453/ | - | + | NDeway | NDeve | NDewan | NIA/ | 3213/ | - | 3657(at) | 337/ | -lat- |Yes| NIAV | 344/ | -+ | + | NDeey | NDevs | NDean | 3 | c
NA | 31.27 NA | 33.94 NA | 34.61 NA | 3117 NA | 33.82 NA | 34.96
NIA | 31.97) NI | 3054/ N/A/ NIAJ=| 33.06/ 692 | 37.48/
NIAY | 3011/ NAY | 32.95% Ny | NA NIA-| s2.71/ NAJ-) NI NAY | 33.96
2023 | 5161 | Chocolate mousse S. Montevideo Ad1686 |22 | + | P . ' if=*[-*[-* . omsr | A . 33.97* | il + | NDenga) | NDengaiyy | NDewgay | N/A/ | 32.13/ | -/-/- N/A/ N/A/ | -fifil+*-* | Yes . awy |- 5|+ | NDeniy | NDengaty | NDenary | 4 | @
NIAY | 32.02/ NIAY | 31.824 NI | S NA | 3269 2581 | 3361 NIAY | 35.21%
N/A* | 31.55 NA* | NIA* N/A* : © o N/A* | 33.8*
NA* | 33.14
NIA | 3343/ NA | 34.74] NA/ | 34.38/
2024 | 5168 | RTE (lasagne) S. Infantis 12 08| + | P | NI | 3476/ | i | 3894/ | 3471/ | 44+ | NA | 3471/ | - | + | NDeway | NDevan | NDevay | 19.32 | 33.06 | + | 2554 | 3461 | + [Yes| 2505 | 3414 | + |+ | PA | PA | PA | 4 | D
NA | NA 3471 | 353 NA | 34.46
2024 | 1747 EZ‘;"n:fnh)f'”e‘ S. Hadar F106 18] + | U | NA {2926 - NA | 3365 | - | NA | 3368 - ND | ND | ND | N/A | 3054 NA | 3362 | - [No| NA |3205| - ND | ND | ND |5 |a
30.84/ | 27.44] 3324 | 34.26/ 32.65/ | 34.83/
2024 | 1753 | Raw fish filet (saithe) | S. Derby Ad1093 06| + | U |2853/|35.15/ | +/+/+ | 30.39/ | 3531/ | +4+/+ | 30.16/ | 3536/ | +/+/+ PAssiat) | PAroay | PAme@y | N/A | 32.21 NA | 3478 | - |[No| NA |3368| - ND | ND | ND |5 a
28.24 | 33.36 3023 | 36.02 3051 | 37.77
2023 | 4799 E‘;‘;Vr:fn")f"'et S. Wandworth Ad2335 |26 | + | U | NA | 3157 | - NA [ 3248 | - | NA |3549 | - ND | ND | ND | NA | 3206 NA 3265 | - |No| NA |3478 | - ND | ND | ND | 5| a
2023 | 4973 | Raw squid S. Indiana Ad1409 14 + [ U | NA |3063 ] - NA | 3226 | - NA | 3542 - ND | ND | ND | NA | 3077 NA | 3128 | - |[Yes| NA |3428| - ND | ND | ND |5 ] b
3891/ | 35.03/
2023 | 4974 | Raw langoustine S.Rubislaw Ad2332  [1.2| + | U | NA | 3144 | - NA | 3267 | - | 3775/ | 3458 | +4I- ND | ND | ND | NA | 3199 NA | 3224 | - |Yes| NA |3506| - ND | ND | ND | 5| b
NA | 3651
629 @)/ | 37 64
. NIA/ :
2023 | 4978 | Raw mussel S.Rubislaw Ad2332  [1.2| + | U | NA | 3138 | - NA | 3221 | - NA | 37.73 - ND | ND | ND | NA | 3078 NA | 315 - |Yes| g3 | 35741 | - ND | ND | ND | 50D
(no amp) 35.11
NA | NIA
NA | NN [ o | NIAY 32444 | s NACL L | NA N NIA/ Ao
2024 | 384 | Salted cod flakes S. Agona F118 10 + | P | 37,09 / + 3301* | 33.06* i+ 36.75% | 3283/ il-*[+*[+ + PA PA | NDenr) 29.96* | 32.04* i+ 2901* | 3319 i+ No 27 93* 132.84 i+ + PA PA PA 51 ¢
36.38* | 32.7*
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Table 7 - Negative agreement (false negative)

ADRIA

Salmofas®t PCR Kit
Artificial contamination 16hat37+1°C 16hat37+1°C+72hat5+3°C
3 Agreement Agree(r}nent -
£ PCR result PCR result 72hat5°C£3°C
| g
o3 @ @ =
Year of Sample N° Product 2= QS5 CFX96 standard CFXOpusDW | & QS5 CFX96 standard | CFX Opus Deepwell | & 2| o
analysis 5| & > = w |-
@D 1] S = [} = O
2la S o kS a
i onl B| 5 El 8 |88 B Elw |83
Strain CFUflestporion | £ | B | = = £l & BB 5 = gl = SIS |E|8
el < —_ S5 —_ | - = X 2| = SR . 5 S| = = x
gl €l35/5 8|3 ¢|83/7 5518|5158 |32 2|85/F 5
sl g &g E|¢g|é8 AR IHE B IER
3 3 T 3 s N s
%3 %3 n %3 %] ol »
[
N/IA/ | 3247/
2024 1561 Raw cow's milk S. Meleagridis 505 1.6 - | U |31.82/|33.68/3|-/+/+| 33.81 | 33.94 | + |34.60(33.91| + | + | NAen@y |PD [PD|30.71|32.77 | + |32.46|3328| + |No [31.92(3335| + | + |PD | PD [ PD | 2 | a
32.08 | 3.48
Process water before N/A/ | 33.79/ 13.14/ | 34.36/
2024 253 cleaning (seafood S. Derby F81 0.6 - | P | N/A/ | 33.07/ | -I-I- | 38.66/ | 34.35/ | +/+/- | 22.74 | 3359 | + | + |NAen@y |PD|PD| N/A |34.79 N/A |3507| - [No| N/A |3025| - | - [ NA|NA | NA| 6 |¢C
products industry) N/A | 34.23 N/A | 33.8
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Table 8 - Positive deviations

Salmofast® PCR Kit
Artificial contamination 16 hat 37 £1°C 16hat37£1°C +72hat 5+ 3°C
=)
- % Agreement Agreement - 72 h at 5°C £ 3°C
& | & PCR result PCR result
(2] ~ >
@ . 8|5
=) = oo %) 2 =
s | 5 Product 2| £ 8 3 2| &
s £ = | 8 QS5 CFX96 standard CFX Opus Deepwell = QS5 CFX96 standard CFX Opus Deepwell = 21
5 ] S| 8|/ £ = £ = | ©
3 » 2| £l a © ©
] = — (=] (=]
> SI2l5| = - gl = El o | 8 |2 = - gl = El . 2 @
Strain g|=|8| S S £l 8 sl g | x |2]|S S 2| 8 sl 4 x =
2 S|l T |l 5 |l=| T | 5|l=|2| 5| 5|=|2 5 |9 5| T l=|l5 | 5|l=|%° 5| 5|l=|2| ©° 5 S
= a| 2 o | 5| = S |3|zs| 2| cl3|= < | = c |3 =2 C |3z 2 S |3 = >
= Sl o8&l 8| o8Bl LB 5| 2| o8| 2| |88l 8 o8 b5
g < o g < o = g < o g < o g < o = g < o
K © N < K K N ©
% n S| » % % | »
L L
N/A/ | 32.47/
2024 | 1561 | Raw cow's milk S. Meleagridis 505 16| - | U [31.82/]33.68/ |-/+/+|33.81 3394 | + | No [34.60|3391| + [ + | NAr@y PD PD | 30.71| 3277 | + | 3246|3328 | + | No [3192|3335| + | + PD PD PD 2| a
32.08 | 33.48
2024 | 1569 | Raw butter S. Montevideo 510 14 U | 16.59 | 33.00 | + | 19.44 | 35.91 + | No | 1796|3550 | + | + PD PD PD|16.85| 327 | + |19.02|3445| + | No [18.48| 3453 | + | + PD PD PD 2| a
2023 | 4806 | Raw cow milk cheese | S. Cerro Ad2707 0.8 U |1786 3316 | + |19.02 | 3346 | + |Yes|1857(3840| + | + PD PD PD | 2092 | 36.38 | + | 2037 | 3293 | + |Yes|23.66| 3492 | + | + PD PD PD 2| a
2024 | 1755 Ef;’:‘;:?hﬁ"et(sea S. Hadar F106 18 U |17.89 (3094 | + |2012| / | + |No[1977|37.73| + | + | PD PD |PD|1835|32.81 | + [20.33|3688 | + | No [1985| 33 | + | + [ PD PD PD | 5| a
2023 | 4797 | Raw tuna S. Wandworth Ad2335 | 2.6 U | 29.42 | 31.61 + 3230 (3246 | + |Yes|3265(3573| + | + PD PD PD | 28.83]30.92 | + |2257| N/A | + |Yes|3156| 3366 | + | + PD PD PD 51 a
2023 | 4798 (?smﬂzt)ﬁ"et S. Wandworth Ad2335 | 2.6 U 22393199 | + |2502 3280 | + |[Yes|2392|36.16| + | + PD PD PD (2255|3044 | + |27.33| N/A | + |Yes| 257 | 36.05| + | + PD PD PD 51 a
2023 | 4801 | Raw fish fillet (saithe) | S. Wandworth Ad2335 | 2.6 U [1936 |31.04 | + | 2413|3284 | + |Yes|2451(36.00| + | + PD PD PD | 2234|3274 | + |2349| 312 | + |Yes|2412|3532 | + | + PD PD PD 51 a
N/A/ | 32.67/ N/A/ | 34.98/ N/A/ | 33.07/
2024 | 1759 | Raw hollow oysters S. Hadar F106 18] - | U [ 2465|3118 | + |[2645 (3504 | + | No |27.31|3500| + | + PD PD PD | N/A/ | 33.68/ | -/-I-| N/A/ | 35.68/ | -/-l-| No | N/A/ | 35.55/ | /- | + | NArn@ry | NArnity | NArn@y | 5 | b
N/A | 33.85 N/A | 34.64 N/A | 36.85
2023 | 4977 | Raw shrimp S. Indiana Ad1409 14| - | U [1954 3128 | + |2291 | 33.21 + | Yes|2257 3630 + | + PD PD PD | 17.63|30.99 | + |20.98 3249 | + |Yes|20.88|3556 | + | + PD PD PD 510b
2023 | 4979 | Raw cuttlefish S. Rubislaw Ad2332 12 - | U [1803 3179 | + [2154 3535| + |Yes|2129|37.03| + | + PD PD PD|19.26| 31.75 | + |2048 3217 | + |Yes|21.18|3866 | + | + PD PD PD 510b
2023 | 4981 | Raw cockles S. Indiana Ad1409 14| - | U | 24153135 | + |[2657 3282 | + |Yes|27.23|36.18| + | + PD PD PD 2669 | 31.75 | + |27.98 (3249 | + |Yes|3228|3472| + | + PD PD PD 51 Db
Process water before N/A/ | 33.79/ N/A/ | 34.36/
2024 | 253 | cleaning (seafood S. Derby F81 06| - | P | NIA/ |33.07/ | -I-I- | 38.66/ | 34.35/ | +/+/- | No | 22.74 [ 3359 | + | + | NArnalt) | NArn@y [PD| N/A | 3479 | - | N/A | 3507 | - [ No | NA | 3025 | - - NA NA NA 6 | c
products industry) N/A | 34.23 N/A | 338
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The analyses of discordant results according to the ISO 16140-2:2016 and I1SO
16140-2/A1 for a mixed study is the following (See Table 9).

With the agreement of the technical committee, the calculation of TND+PD for the
mixed analysis was not included in the report.

Table 9 - Interpretation of the sensitivity study results

Qs5

TND- TND TND -
N+ TND PD PD AL -PD AL PD
2

Raw, RTC, RTE | 5 | RTE and RTRH Paired | 13| 0 | 0| © 0 0
meats
and RTRH meat Raw and RTC meat '
1 products b except poultry Paired 141 0 |0 0 0 0
(excluding raw Raw meat '
poultry) C | gelicatessen Paired M| 0|0 0 0
(combined) Total 8000306l I 3 3
Raw and heat- |a | R2Wmikbased | yyongieq | 11 | 1 | 2 7 o 1
. products Z 7
processed, milk Pasteurized milk .
2 and dairy b products Paired 121 0 |0 0 0 0
products "o Tyl powders Pared | 8 | 1 | 0| 1 1 1
(combined) Total M| 2 2] 1 3] 1 |8 3 |0 ] 3
a | Raw vegetables Paired |11] 0 | 0] O 0 7, 0
5| Fresh produce |b | Rawfruis Pared [10] 0 [0 0 0 7 0
and fruits C | Sprouts Paired 1] 2 |0 2 2 2
Total 32| 2 0 2 3 2 6 2 3
Composite foods 7
with substantial raw
a | ingredients Paired 10 1 0 1 1 1
(excluding
Multicomponent patisseries)
4 | foods or meal Ready to eat and
components | b | reheat foods Paired 1411 |0 1 1 1
refrigerated
Ready to eat and .
¢ rehea};foods frozen Paired 8 0 0 0 0 0
Total 32| 2 0 2 3 2 6 2 3
a | Raw fish Unpaired | 13| 3 | 4 7 -1
Raw and ready- b | Raw seafood _ Unpaired |12 | 3 |4 V7 7 -1
5 | to-cook fish and | | Ready to cook fish .
¢ | and seafood Paired 11 0 0 0 0 0
seafood (processed)
Total 36| 6 |8 / | 3] ] |6 3 -2 3
Production [a | o * > e | Paied |11 0 [ 0| 0 0 0
6 environmental " T\ygte and residues | Paired 81 01010 0 0
san.lples c | Process water Paired 1] 0 |0 0 0 0
(excluding dust) Total 300 [0 0 3 o 6] | |
Protocol paired (BPW) 163 5 | 0 14 7% ////// ///% //////
Protocol unpaired (BPW + novobiocin) 36 7 [10 //// /%///%// | 3 | 3 V7777
All categories 1912110077 %77/ 2 | 6 |

ADRIA 23/130 version 1



Standardized report -Qualitative methods

ggzsfﬁ‘_liﬁszé? _e g::tmofast PCR method - M I C R O VA L UUH
NEN

02 March 2026]

CFX 96 standard

Study TND- .. TND- .. TND- TND-
design '\ TND PD 5y AL oy AL oy AL pp

Category

Raw, RTC, RTE || RTE 20 RTRA Paired | 13| 0 [0 ] 0 0
and RTRH meat Raw and RTC meat

1 products b except poultry Paired [ 14| 0 | O 0 0

(excluding raw Raw meat .

(pou;t_ry)d) C | elicatessen Paired |11 0 [0 O 0
combine Total 38|l 0 0] o0 [3] 06
Raw and heat- |a Egvéu";;':'based Unpaired | 12 | 1

rocessed milk : .

B and dairy  |b Eﬁ)ﬂﬁg{gedm”k Paired |12 0 | 0] 0 0 0
products [Tyl powders Paired | 8 | 1 | 0| 1 1 1
(combined) Total 322 2 [3| 1 3] 1 [6 3| 1 |3

a | Raw vegetables Paired | 11] 0 | O 0 0 0
3 Fresh produce |b | Raw fruits Paired |10 0 | O 0 0 0
and fruits ¢ | Sprouts Paired 11| 2 | 0 2 2 2
Total 32|12 |0 2 | 3] 2 |6 2 8
Composite foods
with substantial raw
a | ingredients Paired | 10 | 1 0 1 1 1
(excluding
Multicomponent patisseries)
4| foods or meal Ready to eat and
components | b | reheat foods Paired | 14 | 1 0 1 1 1
refrigerated
Ready to eat and .
¢ rehea}tlfoods frozen Paired 8 0 0 0 0 0
Total 32| 2 |0 3 6 / 2 3
a | Raw fish Unpaired | 13 | 3 | 4 //// //// -1 -1
Raw and ready- | 2 andsetafoodkf h Unpaired | 12 | 3 |4 7771 7/ -1 -1
. eady 10 COOoK TIS
J to.cg::fgiz and ¢ | and seafood Paired 11| 0 | O 0 0
(processed)
Total 36| 6 |8
Production | a| Sieree oo | Paired | 11| 0 | 0

6 environmental b | Waste and residues Paired 8 0 |0

san]ples ¢ | Process water Paired |12 | 0 1

(excluding dust) Total 31 0 |1
Protocol paired (BPW) 164 5 [ 1

Protocol unpaired (BPW + novobiocin) 3|7 [P
All categories 201] 12 [12 7
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CFX Opus DW

TND- TND- TND- TND-

Category ) N+ TND PD PD AL PD AL PD AL PD

Raw, RTC, RTE |a |RTEand RTRHmeats | Paired | 13| 0 | 0 | 0 0 7 0
and RTRH meat |, | Rawand RTC meat . 7/
| producs D | cugentpoulty Paired | 14| 0 | 0] 0 0 % 0
(excluding | ¢ | Raw meatdelicatessen | Paired | 11| 0 |0 | O 0 7 0
rawpoultry)
(combined) e 38| 0 o] o l3|o]s 3 0| 3
o 7
Raw and heat- | a | Ra% mik-based Unpaired | 12 | 1 % 2
. products %
processed milk Pasteurized milk .
2 and dairy b products Paired 121 0 |0] O 0 0
products [Tyl powders Pared | 8 | 1 | 0| 1 1 1
(combined) Total 32| 2 (3| 1 3] 1 |6 3] 1 | 3
a | Raw vegetables Paired 1110 |0 0 0 0
3 Fresh produce | b | Raw fruits Paired 10101101 0 0 0
and fruits c | Sprouts Paired 111 3 10 3 3 3
Total 3213 10 3 3 3 6 3 3
Composite foods with
substantial raw .
a ingredients (excluding Paired 10 1 0 1 1 1
. patisseries)
4 N:cultlcomponent Ready to eat and
oods or meal |y | eneat foods Paired | 14| 1 | 0 [ 1 1 1
components refrigerated
Ready to eat and .
€| reheat foods frozen Paired 8 0 0 0 0 0
Total 21 2 0] 2 [3] 2 |6]| [ 2 3
a | Raw fish Unpaired |13 | 3 | 4 -1 -1
Raw and ready- | b | Raw seafood Unpaired | 12| 3 | 4 -1 -1
5 | to-cook fish and Ready to cook fish and , 7
seafood ¢ seafood (processed) Paired " 1 0 ! ! /% !
Total 6| 7 (8] /L |3 /1 16| 1 3]+ 3
Production Surfaces (swabs, . 7
environmental | - | sponges, wipes) Pared |10 0] 0 0 0
6 samples b | Waste and residues Paired 8 0 |0 0 0 0
(excluding dust | C | Process water Paired 12 0 1 -1 1 -1
samples) Total 311 0 [ 1] - 3 1 6
Protocol paired (BPW) 164 7 [ 1 8 |14 //// // ///%/////
Protocol unpaired (BPW + novobiocin) 39| 1 MM // 727 IER | &é=
All categories / protocols 200014 (120 7777 7%/7/77/, 2 |

For QS5 and CFX96, the individual category, paired and unpaired protocols and all
categories/protocols combined meet the acceptability limits.

For CFX Opus DW, the individual category as well as, the unpaired protocol and all
categories/protocol combined met the acceptability limits.

However, the combined paired protocol failed the criteria (TND-PD = 6 for an AL at
5).
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A root cause analysis was conducted in order to investigate those differences.

> Root cause analysis

Four samples among the 390 samples tested (2.5%) showed a difference in the PCR
results between the CFX Opus and at least one of the other cyclers, with all of them
being different from the QS5 and 2 in comparison to the CFX96. Three differences
concerned the paired protocol This resulted in a TND-PD = 6 for the paired protocol
instead of 5 for the other thermocyclers.

They are listed in Table 10.

Table 10 — Observed discrepancies between cyclers

o~ Agreement
o
58 g Qss CFX 96 CFX OPUS DW
(1]
= $3 5 f =
2 Sa3l 88 = - - S| &
E‘ Product = = j<B= g o g g o 3 g o s £ =
© Sal & - o £ - o € - (&} € 8
w5 Qo = < — = < = = << =
s 2 n = — 1) = = 15 K = >
< (@) [ << << <
=
a
Raw cow's NIA | 8247 NA
1561 Milk No ] 31.82 | 33.68 33.81 | 3394 | PD | 3460 | 3391 | PD | 2 a
32.08 | 3348 | "M@
Sprouts (organic N/A (at) | 34.03 ND
4982 | alfalfa, leeks, Yes P 2399 | 2873 | PA | 3457 | 3255 | PA N/A 35.15 3 c
lentils) 35.07 | 34.48 | "M
N/A N/A
Salted cod N/A N/A NA* | 32.14* | ND
384 | flakes Noo| P 13709 1 PA | 300 | 33060 | PA | 3675 | 3283 [ e | ° | ©
36.38* | 32.7*
Process water
before cleaning N/A | 33,79 NA 13.14 | 34.36
253 | (seafood No P N/A | 33,07 38.66 | 3435 | PD | 2274 | 3359 | PD | 6 c
products NA | 3423 | M@ 1 NA | 338
industry)

* 1/10 dilution following inhibition during the first assay

Retest was performed on the two samples found negative using the CFX Opus. Note
that, one of them was tested from frozen lysates. The other one was found inhibited
during the first testing; therefore, the results was obtained after 1/10 dilution of the
sample. After retest, fractional positive results were obtained, suggesting a presence
of Salmonella at the limit of detection of the method.
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Further investigations were conducted on the initial curves obtained using CFX 96
and CFX Opus for those two samples (4982 and 394). The curves are showed in
Figure 1 below.

Figure 1- Curves obtained for two samples with different results between
CFX 96 and CFX Opus

CFX 96 CEX Opus
4982 2
384 i :

In both cases, very late positive can be observed. The main differences between
cyclers are due to the baseline analysis and threshold positioning, leading to false
negative with the CFX Opus. Therefore, in agreement with the technical committee, a
warming sentence was added into the IFU in order for the end user to consider low
sigmoidal signal below the threshold as potential positive curves and proceed to
confirmation for both CFX 96 and CFX Opus.

This phenomenon was not observed on the QS5 probably because of the automated
analysis.

The observed values for TND - PD and TND + PD (paired study only) for the
individual categories and for all categories meet the acceptability limits
(observed values <AL) except for the CFX OPUS DW with the unpaired protocol.
This instrument will be kept to the scope of the method with a warning for the
end user to consider low sigmoidal signal as potential positive curves.
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3.1.7 Enrichment broth storage at5 +3 °Cfor72 h
Enrichment broth storage was done at 5°C £ 3°C for 72 h.
219 samples were tested again after enrichment broth storage. The following changes
were observed (See Table 11).
Table 11 - Observed changes in results before
and after storage of the enrichment broth
Agreement
B ep;g:zesr?;r;t e After storage
Sample g 72hat5°C = 3°C 2 |
(@] o
N° Product CFX CRX | = | &
QS5 | CFX96 | OPUS | QS5 |CFX9 | OPUS | ©
DW DW
5714 | Raw merguez PA PA PA PA PA NDeN(att) 1 c
1561 | Raw cow's milk NAFN(alt) PD PD PD PD PD a
138 Semi-skimmed milk NDenity | NDenawy | NDenay | PA PA PA 2 c
powder
Sprouts (organic
4982 alfalfa, leeks, lentils) PA PA NDrn(atty PA PA PA 3 c
4984 | SProuts (organic PA PA PA | NDeay | PA PA 3 c
radish, fennel)
4532 | Sandwich (with PA PA PA PA PA | NDmy | 4 a
delicatessen)
5168 | RTE (lasagne) NDrNGaiy | NDrniy | NDengar) PA PA PA 4 b
290 | Frozen pizza PA PA PA PA | NDm@y | PA 4 c
(Bolognese)
1759 | Raw hollow oysters PD PD PD NArN@t) | NAfN@r | NAFNaiy 5 b
1760 | Raw mussels PA PA PA PA PA NDFnN(at) 5 b
384 | Salted cod flakes PA PA NDen(at) PA PA PA 5 c
Process water before
253 | cleaning (seafood NAFNGry PD PD NA NA NA 6 c
products industry)
The analyses of discordant become (See Table 12).
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Table 12 - Interpretation of the sensitivity study results
after storage of the enrichment broth at 5°C * 3°C

QS5 - 72h

Paired

Study TN TND- TND- TND- TND-
Category Type design N+ D PD PD AL PD AL PD PD
Raw, RTC, RTE |5 | RTE and RTRH Paired | 13| 0 | 0] © 0 0
" 'f:fu'ltfeat p|RawandRICmeat | ey |14 0 |0 o 0 0
1 proc except poultry
excluding raw Raw meat .
poul.try C | delicatessen Paired |11 ] 0 | 0] O 0 0
(combined) Total 380 0] 0 3]0 6] [3[0]3
Raw and heat- |a E;Vgu”c‘;!"ba“d Unpaired | 12 | 1 2
processed milk : .
2| anddairy |b| e | Pared [12| 0 |0 0 0 0
products  ["c Tyl powders Paired | 8 | 0 |0 | O 0 0
(combined) Total 3221 (3| 1 [3] 1 |8 3| 2 | 3
a | Raw vegetables Pared [11] 0 [0] 0 0 7 0
5| Fresh produce |b | Raw fruits Paired [10] 0 |0 ] 0 0 7 0
and fruits | ¢ | Sprouts Paired [11] 3 [0 ] 3 3 7 3
Total 321 3 0] 3 [3] 3 |6]| 1/ 8 8
Composite foods
with substantial raw
a | ingredients Paired 10| 1 0 1 1 1
(excluding
Multicomponent patisseries)
4| foods or meal Ready to eat and
components | b | reheat foods Paired |14 | 0 | 0| O 0 0
refrigerated
Ready to eat and .
€ | reheat foods frozen Paired 8 0 0 0 0 0
Total 2] 11011 13| 1 16/ I 1 3
a | Raw fish Unpaired | 13 | 3 | 4 777 % -1 -1
Raw and ready- | 2 E::dsyetifzzgk _ Unpaired | 11| 3 [ 3 V77 0
J to-COOkfﬂszand ¢ | and seafood Paired 1] 0 |0 0 0 0
seaioo (processed)
Total 35 6 [ 7 [/ [3] /1 |6 I |3~ 3
Production |a f:g[f;:: (ij;:g)s Paired |11 0 | 0] 0 0 0
6 environmental b | Waste and residues Paired 8 0 |0 0 0 0
7agfple(si ¢ ¢ | Process water Paired 1] 0 0 0 0 0
(excluding dust) Total 3]0 0] o0 (3]0 6]l / [3]0]3
Protocol paired (BPW) 163| 4 [0 4 | 5| 4 |14
Protocol unpaired (BPW + novobiocin) 367 |10 3 |3
All categories 199 11 110 1 6

ADRIA 29/130 version 1



Standardized report -Qualitative methods

ggzzfliﬁSZSR _e gg:tmofast PCR method - M I C R O VA L UUH

02 March 2026]

CFX 96 standard - 72h

_Paired

Category Type :::g‘; N+ T‘ PD Tyg' AL Tyg' AL Tyg' n Tyg' AL
7
Raw, RTC, RTE | 4 | RTE and RTRH Paired | 13| 0 [0 ] © 0 % 0
and RTRH meat |— 2o V _
1 exgruo;:;t?aw b efc“ést”poultry Mea | Paired | 14| 0 [ 0] 0 0 % 0
Raw meat . 7
poul.try C | gelicatessen Paired |11 | 0 | O 0 0 % 0
(combined) Total 33|00 03[0 6|/ 3]0 3
Raw and ;ea_tli( a E;”g’uﬂ!"based Unpaired | 12 | 1 2 2
rocessed mi . .
2| " anddairy | b eate | paired | 12| 0 |0 [ 0 0 % 0
products o Tyl powders Paired | 8 | 0 |0 ] O 0 7 0
(combined) Total 32| 1 3| 1 |3 1 |6 1 3] 2] 3
a | Raw vegetables Paired |11 | 0 |0 0 0 0
3 Fresh produce |b | Raw fruits Paired |10 0 |0 ] O 0 0
and fruits ¢ | Sprouts Paired |11 | 2 |0 2 2 2
Total 32|12 |0 2 3 2 6 / 2 3
Composite foods
with substantial raw
a | ingredients Paired 10 1 0 1 1 1
(excluding
Multicomponent patisseries)
4| foods or meal Ready to eat and
components b | reheat foods Paired 14| 0 0 0 0 0
refrigerated / /
Ready to eat and .
¢ rehea){ foods frozen Paired 8 1 0 1 1 // 1
Total 32|12 |0 2 3 2 6 / 2 3
a | Raw fish Unpared | 13 | 3 |4 7772 777 -1 -1
Raw and ready- b iawdsetafoodkfl : Unpaired | 11| 3 |3 VZZz 7% 0 0
- ea 0 COOK Tl
5 |to-cookfishand | | 0L SO paired |11 0 0| o 0 0
seafood (processed)
Total 3B| 6 |7 / 3 / 6 / 3| 3
Production |a | o0 * > e | Pared | 11| 0 |0 | 0 0 0
6 environmental b | Waste and residues Paired 8 0 |0 0 0 0
samples ¢ | Process water Paired 1] 0 [0 0 0 0
(excluding dust) Total 3]0 (0] 0 3]0 6]/ [3]0]3
Protocol paired (BPW) 163| 4 |0 ] 4 | 5| 4 |14
Protocol unpaired (BPW + novobiocin) 36| 7 |10 3 |3
All categories 199 11 110 1 6
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CFX OPUS DeepWell - 72h

TND- TND-| ,, TND-

Category " + - AL

PD i PD PD
Raw, RTC, RTE | o | RTE and RTRH Paired | 13| 0 | 0] © 0 /% 0
meats
and RTRH meat Raw and RTC meat .
1 products b except poultry Paired |14 | 0 | O 0 0 0
excluding raw Raw meat '
poultry C | delicatessen Paired |11 | 1 | 0| 1 1 1
(combined) Total 8 1 |0 1 I3[ 1 el [3[1]3
Raw and qua_tl;( a E;”g’uﬂ!"based Unpaired | 12 | 1 2 2
processed mi . .
2| anddairy |b| peee | Pared [12| 0 0] 0 0 % 0
products ¢ Tviik powders Paired | 8 | 0 | 0] 0 0 . 0
(combined) Total 32| 1 (3| / |3] 1 (6] 1 [3]-2]3
a | Raw vegetables Paired |11 | 0 | 0 0 0 0
3 Fresh produce | b | Raw fruits Paired |10 0 | 0] O 0 0
and fruits c | Sprouts Paired | 11| 2 | 0 2 2 2
Total 3212 |0 2 3 2 6 / 2 3
Composite foods 7
with gubstantial raw //
a | ingredients Paired 0] 2 |0 2 2 2
(excluding
Multicomponent patisseries)
4| foods or meal Ready to eat and
components b | reheat foods Paired 141 0 0 0 0 0
refrigerated
Ready to eat and .
¢ rehea){foods frozen Paired 8 0 0 0 0 0
Total 321 2 0] 2 [3] 2 |6]| I 2 8
a | Raw fish Unpared | 13 | 3 [4 772 1777 -1 -1
Raw and ready- | 2 andsetafoodkr ; Unpaired | 11| 4 [ 3 V72 7% 1 1
- ea 0 COOK TIS
B | torcookfishand| ¢ | ang secfood Paired | 11| 0 [0] 0 0 0
(processed)
Total B/ 7 7] L [3] /1 |61 [3]0 8
Production [a| o * > el | Paired | 11| 0 |0 | 0 0 0
6 environmental b | Waste and residues Paired 810 (0[O 0 0
samples c | Process water Paired |11 | 0 | 0 0 0 0
(excluding dust) Total 30 0 0] 0 [3] 0 [6] / [3]0 |3
Protocol paired (BPW) 163| 5 [ 0] 5 | 5| 5 |14
Protocol unpaired (BPW + novobiocin) 36| 8 |10 2 |3
All categories 199 13 110 3 6

The observed values for TND - PD and TND + PD (paired study only) for the
individual categories and for all categories meet the acceptability limits
(observed values < AL) after storage of the broth for 72h at 5 + 3°C
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3.1.8 Confirmation

It was impossible to confirm the presence of Salmonella spp. in the enrichment broth
after incubation time for 12 to 17 samples depending on the cycler tested (PDep(ary and
PArr@it). The higher number of false positive results were obtained with the CFX Opus
DW. Some categories seem to create a higher number of false positive results (Raw
and ready-to-cook fish and seafood and production environmental samples). Only 4
PDrr@aiy Were consistent between all cyclers and most of the false positive results
decrease after storage (PDrpary + PArp@n= 0 to 2). In many cases, very late positives
curves, close to the threshold limit was obtained for those samples as shown in the
figure below.

Figure 2 - Examples of PCR curves for PDepity samples with CFX Opus DW

Amplification

T T T T
r Posctrl ; ;
2000 oo
Neg ctrl / samples ' '
500 1. Positive samples confirmed

5 [ PDep(ary Samples :

E | : : / ¥ = ]
1000 & R IRRIEIRITRE e 1
500 Lo ..................... /;....,. ,,’ ................. 1

o & — ! ! :
0 10 20 30 40

In the absence of treatment to remove the DNA, the presence of free DNA in the
samples could not be investigated.

All samples are presented in Table 13.
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Table 13 — Unconfirmed positive PCR results

Salmofast® PCR Kit
3 16 hat 37+ 1°C 16hat37+1°C+72hat5% 3°C
©
~ o
® e | S Agreement AgreeTent o
2 ° 8 |4 PCR result g PCR result 72hat5°C+3°C
‘_é E Product Q 8 % % g [
© = Product 2 | £ = L = S| =
‘s E (French name) > | = = = S = = 3 S [
b »n e | a0 QS5 CFX96 standard CFX Opus Deepwell 2 8 s Qs5 CFX96 standard CFX Opus Deepwell 2 8 s
g £ |8 slg| & | 8 < g |5 3
L ®© ®© ®© (2] © © © [22]
Sl | 8|2l 2| 8 |l2| 2=~ | & |2 |2]° | ¢ 2 |- | 8 |=2/td 8|2 | & |2l 2| ° |g| =
e8| o | 8| 288 | & | & g8 o g | = & S |28 & |88 & |8 &8 | & |& T 2102
s~ g & == g & s~ g 1 o x == < s 2 |2 57 < 1 (5] x
w w (%] (&) w w w (&)
39.76/ 32.19/
2023 | 4480 | Merguez Merguez P N/A 29.11 NA 32.83 35.52 (at)/ 34.85/ +at/- - NA NA PDrp(alt 1 1c¢
N/A 34.84
Reblochon de Raw cow's 38.89/ 3342/
2024 | 1685 | Savoie au lait milk cheese U N/A 31.26 N/A 34.38/ +[-/- N/A 33.57 - - NA PDrp(alt) NA 2 | a
cru de vache INIA 34.33
Parmigiano Raw cow's 39.11/ 34.31/
2024 | 1686 | reggiano au lait X U N/A 32.56 N/A/ 34.4/ +/-/- N/A 34.19 - - NA PDrp(ait) NA 2 | a
milk cheese
cru N/A 34.96
3434/ | 30.54/
Créme fraiche Pasteurized (%2/0)/ g?iéﬁ +-fif- 287 (at)l | 3513/ -I-
2023 | 4529 | légere (lait P N ’ o %) NA 33.40 N/A 33.71 - - | PDep@atty NA NA 38.73 | 31.82 N/A | 29.41 N/A/ 35.01/ - NA NA NA 2 |b
pasteurisé) | €"¢aM NIAY1 - 30.000 V31t 12.88(at) | 3549 |
N/A¥ 30.62/ ’ :
N/A* 30.04
Grated 37.28/ 34.36/
2023 | 5618 | Emmental rapé | Emmental P N/A 28.41 N/A 30.04 39.43/ 34.96/ +[+/- - NA NA PDrp(att) N/A 32.02 N/A | 32.63 N/A 35.5 - NA NA NA 2 |b
cheese N/A 34.92
Dairy 38.97/ 34.38/
2023 | 5619 | Choux chantilly d P N/A 28.14 N/A 30.13 N/A/ 34.27/ +/-/at - NA NA PDrpalt) 2 |b
essert
3.07(at) 34.85
. 3037 | 332
2024 | 126 | Champignon Mushrooms P N/A 32.04 NA 33.76/ +[-/- N/A 32.90 - - NA PDrp(att) NA N/A 3243 N/A | 329 N/A 32.56 - NA NA NA 3 | a
34.28
27.35/ | 28.57/ 31.52/ 29.85/ 32.38/ 34.7/ 39.97/ 35.1/ .
2023 | 5472 | Carotte Raw carrot P | 2899/ | 3217/ | +/+/+ | 31.81/ 32.40/ +H+/+ 32.6/ 34.76/ ++/+ - | PDrp@ity | PDrpat) PDrp(ait) N/A 28.72 N/A | 30.42 N/A/ 34.55/ - - NA NA | PDrp@ay | 3 | a
28.77 32.17 32.33 32.57 32.49 34.82 N/A 35.06
28.60/ | 28.15/ 31.9 (at)/ 35.39/ 1.06 (at)/ | 34.83/ -
2023 | 5473 | Poireau Raw leek P | 12.60/ | 29.51/ | +/i+ N/A 30.24 32.54/ 34.42/ -[+/+ - | PDFpar) NA NA N/A 28.58 N/A | 30.06 N/A/ 34.71/ - - NA NA NA 3 |a
29.39 31.97 32.08 34.35 N/A 35.38
. Raw red 34.58/ 34.7/
2023 | 5477 | Poivron rouge pepper P N/A 29.51 N/A 30.19 34.84/ 34.9/ ++/+ - NA NA PDrpalt) N/A 29.10 N/A | 30.39 N/A 34.19 - NA NA NA 3 |a
34.72 34.78
34.67/ 35.12/
2023 | 5481 | Banane Banana P N/A 28.61 N/A 30.30 N/A/ 34.85/ +/-/- - NA NA PDrpalt) 31D
N/A 35.15.
Graines 38.29/ 35.81/
2023 | 5485 , Sprouts P N/A 27.63 N/A 30.18 36.65/ 34.49/ +[+/- - NA NA PDrp(att) N/A 28.08 N/A | 30.34 N/A 3457 - NA NA NA 3 |¢c
germées Alfalfa NA U5
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Salmofast® PCR Kit
3 16 hat37+1°C 16hat37x1°C+72hat5%3°C
(48]
~ o
@ e | S Agreement Agreement
2 9 g | L PCR result ] PCR result 72hat5°C+3°C
S 2 | Product 8 8 % % g g
‘“ = Product = |35 L = L = 8| =
‘s E (French name) 2 | = > = é = = %’ w | F
3 » e |4 Qs5 CFX96 standard CFX Opus Deepwell 2 s = Qs5 CFX96 standard CFX Opus Deepwell 2 s 2 | ©
> - £ c ] £ e ]
= | g £l 8| = > £t 8 |3] 2
° % = = % = = % =3 = § c 8 2 % T = % T | = % = = <_°’ c 8 =
IS § e @ S o’a e 2 S § o @ < x o S § e 2| S 8 e @ S § e 2| < x o
sS| 2| &| 5 2 | & 55| 2 |8 5 | g | 5% 2 |#s° 2|8 57| 2 |8 5| &
9] %3 » o 19 19 19 o
N/A/ N/A/
N/A/ N/A/ 36.49*/ 32.49*/ H * ik 1% ’\’]l//AA’{/ -/-*/** HES *%
2023 | 5160 |Mousseau ) Chocolate P NRT | NRY i AV IV 123 WO ] - | A | Powman | POy | NA | 3235 NA | 3311 S ST | - | Na [NA| NA | 4|
’ N/A*| 33.44* 34.81*
N/A**
N/A** 32.78**
Matelote de RTRH food
thon et petits | (tuna, 38.73/ 33.85/
2023 | 4535 |légumes, vegetables, P N/A 31.93 NA 33.14 N/A/ 34.8/ +-/- - NA NA PDrpalt 4 |'b
carottes, mushrooms, N/A 35.31
champignons | carrot)
Box festonate Er-lc—)slljct 36.23/ | 32.26/
2023 | 6130 P N/A/ 3115/ | +/-/- N/A 33.33 N/A 33.79 - - | PDFPart) NA NA N/A 31.39 N/A | 33.04 N/A 33.12 - NA NA NA 4 | b
carbonara (carbonara N/A 31.09
pasta) '
Quiches Frozen
lorraines, RTRH NIA/ 31.81/ 33.32/
2024 | 802 |emmental, (quiches P N/A* /32.50*% | il-* N/A/ 33.9/ +[-/- N/A 34.66 - - NA PDrp(att) NA N/A 33.41 N/A | 34.14 N/A 33.65 - NA NA NA 4 | ¢
jambon, cheese, N/A 3417
lardons fumés | ham, bacon)
Raw fish 33.07/ ggggj 36.03/ 34.51/ 35.23/ 33.69/
2024 | 1751 | Filet d'aiglefin (haddock) U | 2814/ N/ ++/+ | 30.15/ 36.26/ ++[+ 30.32/ 37.39/ ++/+ - | PDep@tt) | PDep(att) PDrp(att) N/A 31.91 N/A | 34.35 N/A 33.02 - NA NA NA 5 | a
328.48 A 30.75 35.4 29.77 36.31
Raw fish 30.84/ | 27.44/ 33.24/ 34.26/ 32.65/ 34.83/
2024 | 1753 | Dos de lieu noir filet (saithe) + U | 2853 | 3515/ | +/+/+ | 30.39/ 35.31/ +H+/+ 30.16/ 35.36/ ++/+ - | PArp@t) | PAFfP@lt) PAFrplt) N/A 32.21 N/A | 34.78 N/A 33.68 - ND ND ND 5 | a
28.24 33.36 30.23 36.02 30.51 371.77
) 38.05/ 34.48/
2024 | 1759 | Filet de saumon | RaW fish filet Ul NA T saaze | i | NIAC | 34360 | k- N/A 35.27 - | - | NA | PDm@m | NA 5 | a
(salmon) N/A N/A 35 31
N/A/ N/A/ N/A/ N/A/
N/AIN/A T 37.31% 3413 | il++Y 39.43% 33.35% | il+*[+
2024 | 1762 | Bulots Raw whelk U N 133.15 il 3135 34.47% o 29.04% 33.67%/ +* - NA PDrpart) PDrp(art) 51b
30.22* 34.12* 29.68* 34.02*
N/A/ /
Amandes de Raw sea 33.95% | 32.78% | il+¥/-
2024 | 1766 mer almonds u N/A* 31964 | * N/A 34.07 N/A 35.00 - - | PDep@art) NA NA 51D
N/A* 32.30*
Langoustine Raw 38.91/ 35.08/
2023 | 4974 . + U N/A 31.44 N/A 32.67 37.75/ 34.58/ +/+/- - ND ND PAFp(alt) N/A 31.99 N/A | 32.24 N/A 35.06 - ND ND ND 510D
crue langoustine NA 36 51
Anchois marinés | Anchovies 34.97/ 34.67/ . 39.04/ 35.55/
2024 | 1775 3 Tl marinated P N/A/ 3414/ | +-hi N/A/ 38.18/ +/-/- N/A 34.42 - - | PDrp@it) | PDrpat) NA 5 1c
N/A N/A N/A 35.67
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Salmofast® PCR Kit
3 16 h at 37 £ 1°C 16hat37*1°C+72hat5% 3°C
5
> | £ Agreement —
® 2 |5 Agreement o R
2 ° 8|S PCR result PCR result 72hat5°C+3°C
s 2 | Product Q|3 2 2 S| o
© 5 | rrocuc Product e |5 L = L = S|
‘s E (French name) 2 | = > = é = = %’ S [
3 » e a4 Qs5 CFX96 standard CFX Opus Deepwell § 3 S QS5 CFX96 standard CFX Opus Deepwell § s S
> © — = (= [1] = [ <]
- é = = 2 5 g a @ © © © = 2 = @
sl _| 5|l 3| 58| =] 8- | 5 | =1]28|°]| s 2 || & |=/sd & |2 s | & |2/ 2| ° |8| 2
o S 3 S3 g S 3 S5 g S 3 &3 g < = o S 3 S3 g S 3 S5 g S 3 S3 g < x o
59l 2 |& 5% ¢ | &) 5% ¢ |2 5 | g |5 2 85S¢ |8 ¢ ¢ |8 5 &
%] %] » o 0] 0] 102 o
Miettes salées | sited hake wor | sa0sr [N
2023 | 5608 | de colin b - P N/A 32.43 N/A 34.84 35.28*/ 34'05*/ . - NA NA PDrp(alt 5 1c
d'Alaska crumos ' ' :
N/A* 34.35%
ECoUlon Pate | Swap after 3692 | 3507
2024 | 2200 \ cleaning - P N/A 34.41 N/A/ 34.69/ +/-/- N/A 34.89 - - NA PDrp(alt NA 6 | a
(aprés
(pastry) N/A 34.64
nettoyage)
Déchet sauce !Ial:lscr;room
champignon residue 38.21/ | 33.69/ 38.37/ 36.26/ 38.15/ 31.58/ .
2024 | 243 | (usine de (RTRH - P N/A/ 27.04/ | +/-/- N/A 31.93 N/A/ 35.02/ +-/- - | PDrpatty NA PDrp(at) N/A 33.69 N/A | 32.86 N/A/ 33.98/ - - NA NA | PDrp@ay | 6 | b
produits N/A 31.33 N/A 3391 N/A 35.30
. products
transformés) :
industry)
Déchets Residues of 31.55/ | 31.52/ 33.58/ 34.55/ 34.13/ 34717/
2024 | 1769 chinolata chinolata - P | 31.00/ | 34.21/ | +/+/+ | 33.14/ 36.39/ +/+/+ 3217/ 34.66/ +H+/+ - | PDrpgaiy | PDrp(att) PDrp(alt N/A 33.13 N/A | 34.56 N/A 32.74 - NA NA NA 6 | b
P P 3146 | 33.72 31.08 N/A 3244 35.16
Déchets pate Residues of 3562/ 33.32/
2024 | 1771 | P P | 29.32/ | 33.35 | +/+/+ N/A 35.07 N/A 34.18 - - | PDrp@at NA NA N/A 33.91 N/A | 34.76 N/A 33.75 - NA NA NA 6 | b
fine porc pork
29.63 34.04
Déchets sol Residues of 3731 36.93/
2024 | 4341 . . P N/A 32.94 N/A/ 34.46/ +/-/- N/A 36.60 - - NA PDrp(at) NA 6 | b
parmentier parmentier N/A 3353
Déchets Residues of 3715/ ggg; 38.56/ 23.18/
2024 | 4342 | effiloché de shredded - P |3953()| 3417 ) ' +/-/- N/A/ 33.84/ +-[- - NA PDrp(ait PDrep(alt 6 | b
N/A 35.8/
boeuf beef N/A 34.38
34.86
Déchets saumon | Residues of 81.221 33/
2024 | 4343 - P N/A 27.90 463/ 34.03/ +[+/- N/A 36.63 - - NA PDrp(alt NA 6 | b
(trancheur) salmon
N/A 34.78
Eau laveur Water
ool o
2024 | 251 . P N/A 33.62 N/A/ 34.48/ +/-/- N/A 34.50 - - NA PDrp(ait) NA N/A 35.39 N/A | 33.79 N/A 34.43 - NA NA NA 6 | c
(usine de (RTRH
. N/A 34.08
produits products
transformés) industry)
Eau de process | Process
ttoyage | ceaning 1870/ | 3480
2024 | 254 royag g P N/A 34.52 N/A 34.04 6.95/ 35.11/ +-/- - NA NA PDrep(alt N/A 32.59 N/A | 34.24 N/A 29.84 - NA NA NA 6 | c
(usine de (seafood
. N/A 34.70
produits de la | products
mer) industry)
Eau aorés Rinse water 39.6/ 33.41/
2024 | 821 rin ape final after - P N/A 30.58 N/A 33.04 N/A/ 33.59/ +/-/- - NA NA PDrp(at) 6 | c
529 cleaning N/A 3343
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Salmofast® PCR Kit
3 16hat37+1°C 16hat37+1°C+72hat5+3°C
5
> | £ Agreement —
® 2 |5 Agreement o R
2 ° 8 | D PCR result PCR result 72hat5°C3°C
g > Product 3|2 2 2 S| a
< = Product 2|5 ) = & = | &
‘s E (French name) 2 | = > = § = = %’ S\, [
b »n 2 |4 QS5 CFX96 standard CFX Opus Deepwell = s o QS5 CFX96 standard CFX Opus Deepwell = s o
2 S | = £ 2 ] £ 2 8
c | g £l 8| % o £ 8 |8 &
S % =3 = % =3 = % = = 3 c - 2 % = = % T | = % T = S c 8 =
“1 53| S| 3| g8 | S | 3 §8 S 2 | < > S | 88| S |3/ S |3| 88| < |3 < x| &
sSl g | &) 5% ¢ | &) 52| ¢ | & & | x5 |55 2 |&59 ¢ |8 57| ¢ |& 5 &
%] = %] = %] = o » = » = » = ()
Eau de ringage
(apres Rinse water 32.33/ | 33.66/
2024 | 1843 | nettoyage (pork P| NA 3413/ | +-- N/A 34.72 N/A 34.94 - - | PDrpgaty NA NA 6 | c
industrie industry) N/A 34.56
porcine)
37.92/ | 31.07/
Eau de process Process N/A/ 29.87/
2023 | 4a7p | LS water (feed p| NA| BEHIEL s | g301 NIA 3410 | - | - |PDway| NA NA | NA | 3198 NA | 3302 | - | NA | 3445 - | Na [Na| NA |6 |
alimentation industry) N/AY/ 30.74/ | *I-*)-
animale) y NIA*Y | 29.96/
N/A* 30.53
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3.1.9 PCRinhibition

For this study, 1827 PCR test were performed considering the three thermocycler and
the test before and after storage of the enrichment broth. A total 35 PCR inhibitions
(1,9% of the PCR results) were observed and concern 17 samples distributed among
all categories. A repetition of the testing was carried out after 1/10 dilution and this
was sufficient to remove the inhibition except for one sample that required 1/100
dilution (5160: chocolate mousse).

All samples are presented in Table 14.
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Table 14 — Inhibited samples

PCR result >
(o]
Sample N° Product Type of test Qs5 CFX96 standard CFX Opus Deepwell & §:
4]
Salmonella (Cq) IAC (Cq) Result Salmonella (Cq) IAC (Cq) Result Salmonella (Cq) IAC (Cq) Result ©
1478 Sausage W/o storage | N/A (with amp.)/28.0/27.56 | 33.98/27.99/27.62 | il+*/+* 36.38 28.99 i 30.16 33.14 i 1| ¢
g Storage 72h N/A/32.01* 35.65/27.31* i+ 31.95 32.33 + 34.8 33.65 +
4548 Bacon W/o storage 17.92 30.91 i 6.68 (AT)/25.64* NA/31.02* i+ 24.32 35.12 i 1] c
5156 Dairy dessert (panna cotta) | W/o storage 19.00 34.54 + 21.14 N/A + N/A/19.17 134.51 i+ 2 | b
145 Milk powder (for coffee) Storage 72h i/17.2511/23.23* ill33.97* if+il+* 20.28 N/A + 19.49 / + 2 | ¢
152 Skimmed milk powder Wi/o storage N/A/N/A N/A/33.40 if- 3.56 (at)/N/AIN/A 35.26/35.21/36.31 at/-/- N/A 34.69 2 | ¢
4963 Clementine Wi/o storage N/AIN/A* 31.05/29.46 if-* N/A 33.30 - N/A 34.85 - 3 | b
4534 Chocolate mousse W/o storage N/A/20.22* N/A/26.43* i/+* NA/20.56* NA/33.24* i/+* N/A/22.51 3.02/39.14 i+ 4| 3
Storage 72h N/A/16.77* N/A/N/A* i+ N/A/17.69* N/A/33.18* i+ N/A/15.51* /15.45* i+
NN . U N/A/36.40%IN/A¥/ N/A/2A0%INIA*INIAMT | o s parens we) 5% N/A/N/A*131.23*/ -[-*134.65"*134.36™*] | . 1ar s wk) 55
5160 | Chocolate mousse Wio storage NANATINA NIANIATI31267 | I ] A= N 33443278 | IR NIA™INIA™ 34,81 N
Storage 72h N/A 32.35 - N/A 33.11 6.19/N/A* 3.87/34.07* il
Wiostorage | NJAINJAYINJA*/N/A* 3512%72//35215)})’ 44 | NIAINAYINIAYNIAS | 30.54132.95531 824 NIA" | - | NIAINAYINIAMNIA® | 133.97+/34%-* 414
5161 Chocolate mousse : : 4 | a
N/A/N/AIN/A/ 33.06/N/AIN/A/ okl w NN A 37.48/33.96%/ el w) w
Storage 72h N/A/N/A/N/A 32.71/32.13/32.69 |  -I-I- 35 81*IN/AY 33.61%/33.14* -fifil+*/- 6.92/N/A*IN/A*IN/A 35 21%/33 8" if-*]-/-
4484 RTRH meat with sauce Storage 72h N/A/23.90* 36.23/25.93* i/+* 29.54 32.52 + 29.97 33.2 + 4 | b
goz | Frozen RTRH (quiches Wio storage N/AIN/A® 132.50* - 31.81/NJAINIA 33.32133.9/34.17 41 N/A 34,66 4| ¢
cheese. ham. bacon)
1759 Raw fish filet (salmon) WI/o storage N/AIN/A* 133.43* if-* 38.05/N/A/N/A 34.48/34.36/35.31 +/-- N/A 35.27 5| a
. . ok N/A/37.31%/ N/A/34.13%/ ke N/A/39.43*/29.04% N/A/33.35%/ ke
1762 Raw whelk W/o storage N/A/N/A 133.15 if- 31.35%/30 22* 34 47%/34.12* i+*[+ [+ 29 68 33 67%/34.02* i+ [+ 5| b
1766 | Raw sea almonds Wiostorage | NABBOSTINANIA® | . /5’5/7382 /30* 4314 N/A 3407 N/A 35.00 5 | b
* * H * * * * /32‘14*/ HIEIIRI R
384 Salted cod crumbs W/o storage 37.09 / i N/A/33.01 N/A/33.06 if+ N/A/N/A*136.75%/36.38 32 83%/30 7* if=*[+*[+ 5 | ¢
Storage 72h N/A/29.96* 132.04* i+ N/A/29.01* N/A/33.19* i+ N/A/27.93* 132.84* i+
244 | Sardines residue (Seafood |\, oioa0e INIA® i/34.50° il N/A 36.67 NIAIN/A NIAV31.72 i~ |6 b
products production)
1842 Rinse water (pastry product) | Storage 72h 16.86 / + N/A/17.39* - i+ 17.71 / + 6 | ¢
*1/10 dilution in water
**1/100 dilution in water
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3.2

3.21

ADRIA

Relative level of detection

The relative level of detection is the level of detection at P = 0.50 (LODso) of the alternative (proprietary)
method divided by the level of detection at P = 0.50 (LODs) of the reference method.

The RLOD is defined as the ratio of the alternative and reference methods:

LODyy.

RLOD =
LODgey.

Categories, sample types and strains

Six (matrix/strain) pairs were analyzed by the reference method and by the alternative
method (See Table 15):

Table 15 - List of selected types and strains per category, as tested within the
relative level of detection study

39/130 version 1



Standardized report -Qualitative methods

MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

M ICRO\/A;!;“ Wi

ADRIA

. : . Inoculation and Enrichment
Category Matrix Strain Origin el T
Raw, RTC, RTE
and RTRH meat
products S. Typhimurium Liquid suspension
excluding raw | C°U19 P 00060 Groundbeef | 4o 7ohat3+20c | W
poultry
(combined)
Raw and heat-
processed milk . .

. . , Raw cow Liquid suspension BPW +
and dairy Raw milk S. Ohio Ad1482 1 o 48-72hat3+2°C | novobiocin
products

(combined)
Fruitsand | o o oh spinach | S. Virchow Ad2569 | Zugchini | Li9uid suspension BPW
vegetables P ' 48-72hat3 +2°C
. Spanish
Multicomponent . . .
foods or meal | 1O (8995 | o g Ag172g | H9U1d €99 | Spiking after heat: BPW
potatoes, product treatment
components .
onions)
Raw and ready- - .
to-cook fish and | Raw fish flet | S. Anatum Ad1451 | Fishfilet | ouid suspension -} BPW
48-72hat3+2°C novobiocin
seafood
Production Stainless steel | S. Livingstone
environmental surface 4'x 4" | Ad2702+ co- Dai Liquid inoculum
(sponge used | inoculation with 10 | Y Storage overnight at BPW
samples . . industry .
(excluding dust) as sampling x Citrobacter ambient temperature
g device) freundii 39
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3.2.2 Test sample preparations

Three levels of artificial contamination were prepared for each type:

- Negative control level: one non-inoculated in order to get 5 test portions,

- Low level: one inoculated between 1 and 2 CFU/sample in order to get 20 test
portions providing fractional recovery,

- Higher level: one inoculated between 3 and 5 CFU/sample in order to get 5 test
portions contaminated at a higher level.

For processed food type, a spiking of the strain after heat-treatment was performed.
For high moisture products, the samples were individually inoculated with the strain
suspension and stored for 48-72h at 3°C + 2°C before analysis.

For stainless stell surface, a liquid inoculum will be spread on the surface and stored
overnight before analysis.

A total plate count determination on each matrix will be performed to estimate the total
microbial load on the day of analysis (except for stainless steel).

3.2.3 RLOD study results

The tabulated raw data on the RLOD are given in Appendix 6.

The RLOD calculations were performed using the Excel spreadsheet available at
http://standards.iso.org/iso/16140 - RLOD version 4 (2024-01-10). The RLOD before
confirmation are given in Table 16. The RLOD after confirmation are given in
Table 17.
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Table 16 — Presentation of RLOD before confirmation
of the alternative method results

MICRO \/A; L Wi

Category = Name: (Strain / matrix) pair | AL

! gr%l;giﬁqefrfum aoocoso | 0| 10 08 10
2 g_ag’hr}:)'”; 11482 25| 10 13 15
N " T
4 ‘I’?l:'lg?a”? G178 15 11 11 1.0
> g?r\’nf:t:rgli\tdmm 251 18 15 15
6 gtaLl?\:ﬁsgsstS;ﬁzl Ad2702 5] 09 09 09

Combined / 11 11 11

Table 17 — Presentation of RLOD after confirmation
of the alternative method results

Name: (Strain / matrix) pair | AL

! gr%giutrf:rf.um aoocoso | 0| 10 1.0 10
2 gf‘ghﬂ";\ 148 25| 12 13 15
lmmem Tl w | w | o
4 gf’ﬁ";?anq Ad1728 15 11 11 10
5 | S et Ad1dst 25 W 7 17
6 gfal_i?vﬁzsstsciﬁglAd2702 5] 10 10 10

Combined I 12 12 14

The LODsy calculations were done using the Excel spreadsheet available at
http://standards.iso.org/iso/16140 POD-LOD calculation program - version 12, 2024-
03-05. The tests are given in Table 18.

ADRIA 42/130 version 1



Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

M ICRO\/A;!:” Wi

Table 18 — LODs results of the reference and alternative method with the
different instruments

Level of detection at 50 % (CFU / sample size)

Category Name: (Strain / matrix) pair =P8N Alternative method
method Qs5 CFX96 CFX Opus
1 Ground beef 0.5 0.5 0.5 0.5
. Typhimurium A00C060 03:10] | [03:1.0] | [03:10 | [03;10]
Raw milk 11 13 _ 18
2 |5 Ohio Ad1482 06:20 | [07;25 |"P08:29] 19934
Fresh spinach 0.3 04 . 0.4
3 |'s. Virchow Ad2569 02:07] | 2:08 |%302:0711 15504
Tortila 04 05 _ 05
4 |'S Havana Ad1728 02:09 | [03:10 |%03:101 1550
Raw fish filet 06 11 _ 11
> |'s Anatum Ad1451 03:10 | [06:20] | "108:20] 1960
6 Stainless steel * | | | |
S. Livingstone Ad2702
Combined 06 08 08 08
[05;0.8] | [06:1.0] | [0.6:1.0] | [0.6;1.0]

T For this matrix, it is not possible to calculate the LODsy as the contamination level do not take

into account the die-off of the inoculated strain during the overnight storage

3.2.4 Conclusion

from 0.3 to 1.8 CFU/test portion for the alternative method.

The RLOD values (using the confirmed alternative method results) meet the
acceptability limit 2.5 for unpaired studies, for all matrix/strain pairs tested.

The LODs, varies from 0.4 to 1.1 CFU/test portion for the reference method and

3.3 Inclusivity / exclusivity
The inclusivity is the ability of the alternative method to detect the target analyte from a wide range of
strains. The exclusivity is the lack of interference from a relevant range of non-target strains of the
alternative method.
3.3.1 Protocols
> Inclusivity
Salmonella strain cultures were performed in BHI medium at 37°C. Dilutions were
done in order to inoculate 10 - 100 cells/225 ml of BPW + novobiocin broth. The broth
was incubated for 16 h at 37 + 1°C before performing the alternative method protocol
ADRIA 43/130 version 1
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3.3.2

ADRIA

(PCR and confirmation). Addition of 25 mL of milk into the broth prior to adding the
strain and enrichment was performed for some strains to investigate the absence of
detection.

> Exclusivity

Negative strains cultures were performed in BHI at 37°C. Dilutions were realized in
order to inoculate 10° cells/ml BPW. The BPW was incubated for 24h at 34 - 38°C.
The alternative method was then performed (PCR).

Results

Raw data are given in Appendix 7.
> Inclusivity

A total of one hundred strains were tested for inclusivity. Ninety-six of these strains
showed the expected positive result for all three cyclers and confirmation tests. One
strain was found positive by PCR on all three cyclers and by direct streaking on XLD,
but no growth was observed on Brillance Salmonella. Among all the strain growing on
XLD, eight didn’t have the expected color.

For 3 strains, negative PCR and confirmatory tests were observed:

- Salmonella Abotusovis Ad2320
- Salmonella Gallinarum biovar pullorum Ad300
- Salmonella Typhi Ad302.

Additional investigations were carried on by testing the strain with the addition of milk
in the enrichment prior to incubation. All were then found positive by PCR and
confirmation.

> Exclusivity

A total of 30 strains were tested for exclusivity. 29 of these strains showed the
expected negative result by PCR and confirmation. 1 strain was found late positive by
PCR with the QS5 and the CFX Opus but negative by confirmation. A repetition of the
PCR gave negative results.

The alternative Salmofast PCR method detection method is selective and

specific.
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q INTER-LABORATORY STUDY
The inter-laboratory study is a study performed by multiple laboratories testing identical samples
at the same time, the results of which are used to estimate alternative-method performance
parameters.

4.1  Studyorganisation

ADRIA

> Collaborators number

Samples were sent to 15 laboratories from 3 countries; 2 collaborators were involved
in the study for Laboratories B and |I.

> Matrix and strain used

Raw fish filet (raw salmon filet) was contaminated by a Salmonella Anatum Ad1451
strain isolated from seafood.

> Samples

Samples were prepared and inoculated on Monday 29" of September 2025, as
described below:

- 24 blind coded samples (25 g) for Salmonella spp. detection by the ISO 6579-1
reference method.

- 24 blind coded samples (25 g) for Salmonella spp. detection by the Salmofast PCR
method alternative method.

- 1 sample (labelled “Aerobic mesophilic flora”) for the total viable count microflora

enumeration by the ISO 4833-1 (2013).

1 water flask labelled “Temperature Control” with a temperature probe.

> Inoculation

The targeted inoculation levels were the following:

- Level: 0 CFU/25 g,
- Level 1: 1.0 CFU/25 g, inoculation level providing as much as possible fractional
positive recovery data,
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- Level 2: 4.0 CFU/25 g.

> Labelling and shipping

Blind coded samples were placed in isothermal boxes, which contained cooling
blocks, and express-shipped to the different laboratories.

A temperature sensor was added to the package in order to register the temperature
profile during the transport, the package delivery and storage until analyses. A
temperature control flask with water was also included in the packages, to allow
collaborators to verify the temperature upon receipt.

Samples were shipped in 24 h to 48 h to the involved laboratories. The temperature
conditions had to stay lower or equal to 8°C during transport, and between 0°C — 8°C
in the labs.

> Analyses

Collaborative study laboratories and the expert laboratory carried out the analyses
with the alternative and reference methods the same day. The collaborators were
supposed to start the analyses at Day 1 or Day 2 at the latest: on Tuesday 30" of
September or Wednesday1st of October 2025 with the alternative and reference
methods.

For the alternative method, the protocol with BPW + novobiocin (20 mg/L) was
evaluated.

q.2 Experimental parameters controls
4.2.1 Detection of Salmonella spp. in the matrix before inoculation

In order to ensure the absence of Salmonella spp. in the raw fish filet, the reference
method was performed on five portions (25 g) before the inoculation. All the results
were negative.
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4.2.2 Strain stability during transport

Strain stability was checked at ADRIA by inoculating the matrix at 1 000 CFU/g and
1 CFU/ 25g. Enumerations were performed for the high contamination level and
detection analyses were performed for the low contamination level after 24 h, 48 h
and 72 h storage at 5 £ 3°C. Triplicates were analysed. The mesophilic aerobic flora
was also enumerated; the results are given in Table 19.

Table 19 — Salmonella spp. sample stability

Detection analyses

Enumeration analyses Aerobic
Reference method Alternative method (onto Brilliance Salmonella)  po5qphilic

(1SO 6579-1) (Salmofast®) CFU/g flora -
ISO 4833-2

Sample | Sample San:;ple Sar:rple Sargple Sar:r;ple Sample 1 | Sample 2 | Sample 3 IR

Day 0 - + + + + |6.40E+02 | 1.90E+03 | 1.60E+03 | 1.40E+05
Day 1 - + + + + |9.10E+02 | 2.10E+03 | 3.60E+03 | 1.60E+03
Day 2 + - + + + + |4.80E+03 | 1.60E+03 | 2.30E+03 | 1.40E+04
Day 3 + + + - + | 1.60E+03 | 2.20E+03 | 1.20E+03 | 6.10E+05

No evolution of the detection and the enumeration of Salmonella spp. was observed
during storage at 5°C + 3°C nor in the enumeration of the mesophilic flora.

4.2.3 Contamination levels

The contamination levels and the codification of the samples send to the participants
were the following (see Table 20).

Table 20 - Contamination levels

Theoretical
target level
(CFU/test
portion)

True level Low limit High limit
(CFU/ test (CFU/test (CFU/test
portion) portion) portion)

Level Samples

2-5-8-9-13-19-20-22
Level 0 0.0 / / /
28-30-31-36-39-42-44-47

3-4-7-11-14-16-18-24
Level 1 1.0 0.9 0.63 0.97
25-26-29-33-37-38-43-46

1-6-10-12-15-17-21-23
Level 2 4.0 43 3.78 499
27-32-34-35-40-41-45-48
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424

The obtained levels are within the expected range to reach fractional recovery at
level 1.

Logistic conditions

The temperatures measured at reception by the collaborators, the temperatures
registered by the thermo-probe, and the receipt and analysis dates are given in
Table 21.

Table 21 - Sample temperatures at receipt

MICRO \/A; L Wi

Temperature

= Temperature measured measured by .

‘§ by the probe (°C) the Receipt date GEETD R

2 collaborator Pt

© and time

3 Day

o At receipt | Average | [min;max] At receipt (D=conta Date Hour

mination)

A 2.6°C 3.8°C | [2.0:9.7°C] 3.2°C 30/09/2025 | 9:30 AM D+1 30/09/2025 | 9:30 AM

B1 4.6°C 4.7°C [2.5-8°C] 7.1°C 30/09/2025 | 10:10 AM D+1 30/09/2025 | 3:00 PM

B2 5.6°C 51°C |[2.7-13.9°C] 6.9°C 30/09/2025 | 10:10 AM D+1 30/09/2025 | 3:00 PM

c 3.7°C 4.6°C | [2.2-10.5°C] 5.5°C 30/09/2025 | 11:00 AM D+2 01/10/2025 | 1:24 PM

D 4.3°C 5.1°C | [3.0-5.5°C] 5.1°C 30/09/2025 | 3:30 PM D+1 30/09/2025 | 4:00 PM

E 5.1°C 3.1°C | [1.6-8.9°C] 5.1°C 30/09/2025 | 3:30 PM D+1 30/09/2025 | 4:05PM

F 3.7°C 4.6°C | [3.0-14.8°C] 7°C 30/09/2025 | 1:30 PM D+2 01/10/2025 | 1:00 PM

G 5.3°C 44°C | [1.9-6.0°C] 8.7°C 30/09/2025 | 2:00 PM D+1 30/09/2025 | 2:00 PM

H 3.0°C 3.5°C | [2.36.0°C] 4.5°C 30/09/2025 | 11:15 AM D+1 30/09/2025 | 1:00 PM

I 4.0°C 3.1°C | [1.04.1°C] 3°C 30/09/2025 | 5:00 PM D+2 01/10/2025 | 8:00 AM

12 4.1°C 3.2°C | [1.34.3°C] 3°C 30/09/2025 | 5:00 PM D+2 01/10/2025 | 8:00 AM

J 3.5°C 3.6°C | [1.9-6.1°C] 4.9°C 30/09/2025 | 12:50 PM D+1 30/09/2025 | 1:00 PM

K 8.9°C 44°C | [1.8-8.9°C] 11,55°C 1 01/10/2025 | 1:45PM D+2 01/10/2025 | 2:10 PM

L 7.6°C 6.3°C | [3.4-12.1°C] 7.6°C 30/09/2025 | 7:00 PM D+2 01/10/2025 | 11:15 AM

M 6.8°C 5.2°C | [2.4-10.5°C] 9.1°C 01/10/2025 | 10:10 AM D+2 01/10/2025 | 3:00 PM

N 7.2°C 7.3°C | [2.9-10.8°C] 4.7°C 30/09/2025 | 11:15 AM D+4 03/09/2025 | 11:15 AM

0 7.6°C 55°C | [1.8-9.6°C] 7°C 30/09/2025 | 3:56 PM D+2 01/10/2025 | 1:12 PM

P o o o o . .
(ADRIA) 54°C 4.0°C | [1.4-5.6°C] 7.8°C 01/10/2025 | 8:00 AM D+2 01/10/2025 | 3:45PM

ADRIA

No problems were encountered during the transport or receipt of samples for
13 collaborators. The samples were delivered on time and in appropriate conditions
and the analysis were performed at Day 1 or 2.

Three collaborators (G, K and M) received the samples on time (Day 1 for G and
Day 2 for K and M) but temperatures measured by the collaborator on the water flask
at receipt were above the acceptability limit fixed at 8.0°C (8.7°C, 11.6°C and 9.1°C).
The temperature measured remains lower than 8.0°C for collaborators G and M when
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measured by the probe suggesting that the higher temperature measured in the water
flask is not relevant.

For collaborator K, the higher temperature measured by the probe was 8.9°C but the
probe has registered temperature higher than 8.0°C only for 1h before storage at
513°C. This remains acceptable as neither the mesophilic flora nor the Salmonella
contamination will have time to grow in such condition.

Moreover, the aerobic mesophilic flora of collaborators G, K and M have not evolved
(1.7 x 104, 5.7 x 10, 4.1 x 10° CFU/g) compared with the other collaborators. It was
decided to keep these collaborators due to the analysis carried out on time, the small
increase in the temperature and the low impact of the temperature increased on the
recovery of the strain.

One collaborator (N) received the samples on time and in good conditions but did not
receive all the media on time. He was able to perform the analyses only on Day 4 and
a important increase of the mesophilic flora was observed. This set of data was not
taken into account for the final interpretation.

4.2.5 Thermocyclers used by the collaborators

Thermocyclers used by the collaborators are given in Table 22.

Table 22 — Thermocyclers tested during the interlaboratory study

Collaborators Thermocycler

A CFX 96
B1 QS5
B2 QS5
c CFX 96
D QS5
E QS5
F CFX Opus Deepwell
G QS5
H CFX 96
1 CFX 96
12 QS5
J CFX 96
K QS5
L CFX Opus Deepwell
M CFX 96
N CFX Opus Deepwell
0 CFX Opus Deepwell
Total CFX 96 6
Total QS5 7
Total CFX Opus Deepwell 4
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4.3 Calculation and summary of data
The raw data are given in Appendix 8.
4.3.1 Microlal Expert laboratory results

The results obtained by the expert laboratory are given in Table 23.

Table 23 — Results obtained by the expert Lab.

Alternative method with:

Reference method thetg:)? g),(,g: ’DW
and the QS5 (Fast)

L1 5+/8 6+/8
L2 7+/8 8+/8

Fractional positive results were obtained with the reference and the alternative
methods at level 1.

At Level LO, late positive PCR results with negative confirmation (PDrpa) Samples)
were observed, three using the CFX Opus (samples n°2, 5 and 9) and one using the
QS5 PCR instrument (sample n°8). PCR replicates were performed, yielding both
positive and negative results. A new DNA extraction subsequently produced negative
results for all concerned samples.

At Level L1, one sample with PCR negative result (sample n°16) obtained positive
confirmation after RVS and MKTTn subcultures. In this case, the level of detection of
the alternative method was probably not reached.

It can be noted that it was required to perform several PCR prior to obtained an

interpretable data set due to an invalid negative control (late positive curves). This
situation was also encountered by another collaborator (J).
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4.3.2 Results observed by the collaborative laboratories

ADRIA

> Mesophilic aerobic flora enumeration

Depending on the Lab results, the enumeration levels varied from 1.7.10* CFU/g to
3.6.10° CFU/g for collaborators who performed the analyses at Day 1 or Day 2.

The collaborator N, who performed the analyses at Day 4, obtained a high aerobic
mesophilic flora enumeration (2.6 x 108 CFU/g). See Table 24.

Table 24 - Mesophilic flora enumeration

Mesophilic flora

Collaborators

enumeration (CFU/g)

A 2.4E+06
B1 2.9E+05
B2 3.1E+05
C 1.9E+05
D 1.4E+05
E 7.3E+04
F 4.1E+05
G 1.7E+04
H 1.1E+05
11 7.3E+05
12 3.2E+06
J 3.2TE+05
K 5.73E+05
L 3.05E+05
M 4.09E+05
N 2.60E+08
o) 3.64E+06
P (ADRIA) 1.40E+04

> Salmonella spp. detection
17 collaborators participated to the study, with 16 performing the analysis on time.

The results obtained by the 16 individual collaborators in the inter-laboratory are
summarised in Table 25 (reference method) and Table 26 (alternative method).
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Table 25 - Positive results by the reference method (ALL the collaborators)

Collaborators

A
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©

P=89

P=127

Table 26 - Positive results (before and after confirmation)
by the alternative method (ALL the collaborators)

Contamination level

Collabo- LO L1
rators PCR Confirmation | Final PCR Confirmation Final PCR Confirmation Final
result result result result result result result result result
A 0 0 0 8 8 8 8 8 8
B1 1 0 0 4 4 4 7 8 7
B2 0 0 0 8 8 8 8 8 8
C 0 4 0 6 7 6 8 8 8
D 2 1 1 5 5 3 8 8 8
E 2 0 0 5 4 4 8 8 8
F 0 0 0 5 5 5 6 6 6
G 8 2 2 8 8 8 8 8 8
H 1 0 0 6 6 6 8 8 8
" 2 0 0 5 5 5 7 7 7
12 0 0 0 6 6 6 8 8 8
J 0 0 0 3 3 3 8 8 8
K 0 0 0 2 2 2 8 8 8
L 2 0 0 5 5 5 8 8 8
M 0 0 0 5 5 5 8 8 8
0 0 0 0 7 7 7 7 7 7
Total Po=18 Co=7 CPy=3 | P1=88 C1=88 CP1=85 | P,=123 C,=124 CP, =123
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Three collaborators (C, D and G) obtained more than one positive sample at level LO
with the reference method (2, 2 and 5 positive samples respectively onto 8 no
contaminated samples). For alternative method, these collaborators obtained also
positive results at level LO:

- Collaborator C: 4 samples with negative PCR results gave positive confirmations
after RVS and MKTTn subculture (n°2, 13, 19 and 22).

- Collaborator D: 2 samples gave positive PCR results, with negative confirmation
for one sample (n°13) and positive confirmation after RVS and MKTTn subcultures
for the other sample (n°22).

- Collaborator G: the 8 samples gave positive PCR results, with positive confirmation
for two of them (n°8 and n°13).

These datasets will not be considered for the final interpretation, as the results
obtained may have been affected by improper handling practices.

Five other collaborators (B1, E, H, |1, L) have obtained presumptive positive sample
with negative confirmation at level LO with the alternative method. PCR replicates
were performed and gave negative PCR results for all samples except for the sample
n°9 from collaborator L. These results can be due to cross-contaminations during the
extraction process or late positive curves due to threshold placement. It can be noted
that some late positive curves have also been found by the expert lab and a root
cause analysis will be performed to better understand these observations.

For the final interpretation, it is proposed to exclude data from collaborators E, 11 and
L but keep collaborators B1 and H with only one presumptive positive at Level 0
observed and zero at level L1 or L2. This will allow to obtain the appropriate number
of datasets for the study.

Among the ten datasets retained for interpretation, two collaborators from the same
laboratory (B1 and B2) did not follow the instructions regarding result interpretation
and the modification of the default Cq cutoff value from 35 to 39 for the QS5 PCR
instrument. These collaborators have used same software for PCR Setup and post
PCR data analysis (QuantStudio™Desing&Analysys) instead of two different
softwares (QuantStudio™Desing&Analysys for PCR Setup and Design&Analysys for
post PCR data analysis) as indicated in the IFU.

Consequently, the data were reanalyzed by ADRIA using the right software for the
analysis. Both sets of interpretations are available in the raw data. For most of the
samples, this does not impact the final outcome. However, for sample 1, results were
considered negative (NDenait) With the new interpretation while initially found positive
by the laboratory. The interpretation carried out by ADRIA was used for the final
analysis.
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4.3.3 Results of the collaborators retained for interpretation

The results obtained with the 10 collaborators kept for interpretation are presented in
Table 27 (reference method) and Table 28 (alternative method).

Table 27 - Positive results by the reference method
(Without collaborators C, D, E, G, |1, L and N)

Contamination level
Collaborators

LO L1
A 0 8 8
B1 0 6 8
B2 0 5 8
F 0 6 8
H 0 7 8
12 0 6 7
J 0 6 8
K 0 4 8
M 0 6 8
0 0 6 8
Total Po=0 P1=60 P.=179

Table 10 - Positive results (before and after confirmation)
by the alternative methods (Without collaborators C, D, E, G, |1, L and N)

Contamination level

Collabo-

LO

L1

rators PCR | Confirmation | Final PCR | Confirmation | Final PCR | Confirmation |  Final
result result result result result result result result result
A 0 0 0 8 8 8 8 8 8
B1 1 0 0 4 4 4 7 8 7
B2 0 0 0 8 8 8 8 8 8
F 0 0 0 5 5 5 6 6 6
H 1 0 0 6 6 6 8 8 8
12 0 0 0 6 6 6 8 8 8
J 0 0 0 3 3 3 8 8 8
K 0 0 0 2 2 2 8 8 8
M 0 0 0 5 5 5 8 8 8
0 0 0 0 7 7 7 7 7 7
Total Po=2 Co=0 CPo=0| P1=54 C1=54 CP1=54 | P,=76 Co=T77 CP,=176
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4.3.4 Calculation of the specificity percentage (SP)

The percentage specificities (SP) of the reference method and of the alternative
method, using the data after confirmation, based on the results of level LO, are the
following (See Table 28).

Table 28 - Percentage specificity

reference method

Specificity for the p 1 (CP0> 100 %
alternative method att = N_) )" 0=

S P
Specificity for the SPyos = (1 _ (N_0)>x 100 % = 100.0 %

97.5%

before confirmation

Specificity for the p 1 (CPO) 100 o
alternative method alt = N J))* 0~

100.0 %

after confirmation

N: number of all LO tests
Py = total number of false-positive results obtained with the blank samples before confirmation
CPq = total number of false-positive results obtained with the blank samples

4.3.5 Calculation of sensitivity (SEar), sensitivity for the reference method
(SE..r), relative trueness (RT, false positive ratio for the alternative
method (FPR) and false negative ratio for the alternative method
(FNR)

Fractional positive results were obtained for the low inoculation level L1: 67.5 %. Both
inoculation levels L1 were retained for calculation.

A summary of the results of the collaborators retained for interpretation and obtained
with the reference and the alternative methods for Level 1 is provided in Table 29.
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Table 29 - Summary of results for all collaborators obtained with the reference
and alternative methods for Level 1

Reference method Reference method
Response o :
positive (R+) negative (R-)
Alternative method Positive agreement (A+/R+) Positive deviation (R-/A+)
positive (A+) PA=45 PD=9
Total Negative deviation (A-/R+) | Total Negative agreement (A-/R-
Alternative method gafive deviation ( ) gatve ag ( )
—— TND=15 TNA=11
¢ (0 NDenay and 0 PAgpar) (0 NA#n(ay and 0 PDrpar)

Based on the data summarized in Table 29, the values of sensitivity of the alternative
and reference methods, as well as the relative trueness and false positive ratio for the
alternative method taking account the confirmations, are the following (See Table 30).

Table 30 - Sensitivity, relative trueness, false positive ratio
and false negative ratio percentages

Level L1
Sensitivity for the _ (PA+PD) 0 .
alternative method SEaie = (PA+TND + PD) * 100% 783%
Sensitivity for the _ (PA+TND) 0 .
reference method SEres = (PA+TND + PD) * 100% | 87.0%
Relative trueness T = w x100 % 70.0 %
False positive ratio for the FPR
alternative method PA + PD 0.09
iv _ PArpcairy FP @) 100 % %
TNA
False negative ratio for the
NA + ND
alternative method FNR = —_fN@alt) FN(alt) 0.0 %
PA+TND + PD

Unpaired study

With TNA = NA + NAgy (@t PDep (alt TND = ND + NDgn (@ + PAFp (alt)

4.3.6 Interpretation of trueness data

Negative deviations are listed in Table 31 for Level 1.

Positive deviations are listed in Table 32 for Level 1.

ADRIA 56/130 version 1



Standardized report -Qualitative methods

ggzsfﬁ‘_liﬁszé? _e gg:tmofast PCR method - M I C R O VA wai HUH
NEN

02 March 2026]

Table 31 - Negative deviations for Level 1

Reference Alternative method |
method PCR result | Confirmation result

4 + - -

B1 7
18
F 4
H 11
12 43
3
L1 7
14
16
11
K 18
24
16
24

Level | Collaborator Sample

[ S
|+ |+ |+ |+ |+ |+ F ]|+

Table 32 - Positive deviations for Level 1 and for Level 2

Level | Collaborator Sample BT iemative method
method PCRresult | Confirmation result
B1 16 - +
26 - + +
B2 37 - + +
38 - + +
1 12 46 - + +
J 18 - + +
K 7 - + +
M 11 - + +
0 24 - + +

For an unpaired study design, the difference between (TND — PD) is calculated for

the level(s) where fractional recovery is obtained (so Li and possibly L;). The
observed value found for (TND — PD) shall not be higher than the AL. The AL is
defined as [(TND — PD)max] and calculated per level where fractional recovery is
obtained as described below using the following three parameters:

Px (ref)
N x (ref)

(p+)ref =
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V;::;i is number of samples with a positive result obtained with the reference
method at level x (L1 or L;) for all laboratories
Nyren =  is number of samples tested at level x (L1 or L2) with the reference method
by all laboratories
i = -0
x (alt)
where

CPxan = is number of samples with a confirmed positive result obtained with the
alternative method at level x (L1 or L>) for all laboratories
Nyay = is number of samples tested at level x (L1 or L,) with the alternative method

by all laboratories

(TND — PD)pax = \/3Nx (ref) X ((p+)ref + (PH)a — 2((p+)ref X (p +)alt))

where
Nyren =  is number of samples tested for level x (L4 or L2) with the reference method

by all laboratories.

The AL is not met when the observed value is higher than the AL. When the AL is not
met, investigations should be made (e.g. root cause analysis) in order to provide an
explanation of the observed results. Based on the AL and the additional information,
it is decided whether the alternative method is regarded as not fit for purpose. The
reasons for acceptance of the alternative method when the AL is not met shall be
stated in the study report.

In this study, fractional recovery was observed at Level 1. The calculations are the

following, according to the ISO 16140-2:2016 and ISO 16140-2/A1:2024 (See
Table 33).
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Table 33 - Calculations

Level 1 Level 2
Ny 80 88
(P#)ref 0.750 0.988
(P )a 0.675 0.950
AL = (TND - PD) max 9.95 3.83
TND - PD 6 3
Conclusion TND-PD < AL TND-PD < AL

The ISO 16140-2:2016 and ISO 16140-2/A1:2024 requirements are fulfilled as
(TND - PD) is below the Acceptability limit (AL) for Level 1 and Level 2.

4.3.7 Evaluation of the LOD 504 and RLOD between laboratories

The LOD 5%, was calculated using the EN ISO 16140-2 Excel spreadsheet available
at https://standards.iso.org/iso/16140/-2/ed-1/en/amd/1/PODLOD-interlab_ver2.xlsm
The RLOD is defined as the ratio of the LODs of the alternative method and the
reference method: RLOD = LOD.i/LODef.

The results are given in Table 34.

Table 34 - LOD s, and RLOD

Method LOD 50%
Reference 0.5[0.4;0.7] 15
Alternative 0.70.5;1.0] '
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5 GENERAL CONCLUSION

The method comparison study conclusions are:

Overall, the conclusions for the Method Comparison Study are:

> The scope of the method is broad range of food and production environmental
samples with an exclusion on raw poultry and dust samples. Five food categories
and one production environmental category were tested.

> The observed values for TND-PD and TND+PD for the individual categories and
for all categories and protocols meet the acceptability limits (observed values <
AL) for QS5 and CFX96.

> For CFX Opus, the results meet the acceptability limits for the individual category
and the mixed protocol but are just above the limits for the combined paired
protocol. This instrument will be kept in the scope of the method. A mention is
added in the IFU for both CFX Opus and CFX 96 in order to consider all curves
with a sigmoidal shape (even below the threshold) as a potential positive result.

> ltis possible to store the enrichment broth for 72h at 5 + 3°C.

> The RLOD values (using the confirmed alternative method results) meet the
acceptability limit of 1.5 for paired studies and 2.5 for unpaired studies.

> Alltarget strains have been detected, with sometimes the requirement to add milk
in the enrichment broth. None of the non-target strain have been detected.

The inter-laboratory study conclusions are:

> Despite some cross-contamination observed during the study and presumptive
positive results observed at level 0 by the collaborator and the expert laboratory,
the data retained for interpretation showed acceptable performance with no false
positive nor false negative observed at the fractional recovery level (level 1).

> The observed value for TND-PD is lower than the acceptability limits.
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> The data and interpretations comply with the ISO 16140-2:2016, ISO 16140-

2/A1:2024 requirements.

> The Salmofast PCR method is considered equivalent to the ISO standard.

Quimper, 02 March 2026

Noémie COSSEC

Technical Study Manager
Method perfcﬁrhance"l-ﬁ:'fo?&'d microbiology
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Appendix 1 - Flow diagram of the reference method

- 180 6579-1:2017: Microbiology of the food chain - Horizontal method for the detection,
enumeration and serotyping of Salmonella spp. - Part 1: detection of Salmonella spp.

- 1SO 6579-1/A1:2020: Microbiology of the food chain - Horizontal method for the detection,
enumeration and serotyping of Salmonella spp. - Part 1: detection of Salmonella spp.
Amendment 1: Broader range of incubation temperatures, amendment to the status of
Annex D, and correction of the composition of MSRYV and SC

Food and environmental samples

25 g of sample + 225 ml BPW
or specific enrichment according to ISO 6887 parts
1 swab + 10 ml BPW'
1 sponge + 100 ml BPW
1 wipe + 225 ml BPW
v

Incubation
18h+t2hat34-38°C+1°C

— T

0.1 ml BPW 1 ml BPW
+ +
10 ml RVS 10 ml MKTTn
Incubation 24 h+3 hat41.5°C +1°C Incubation 24 h + 3 h at 34-38°C + 1°C
Incubation 48 h+3 hat41.5°C + 1°C Incubation 48 h + 3 h at 34-38°C + 1°C
for low moisture dairy products for low moisture dairy products
and cheeses and cheeses
~a o

Streak on XLD and Chromogenic Agar

Incubation 24 h + 3 h at 34-38°C + 1°C for XLD
Incubation 24 h + 3 h at 37°C + 1°C for ASAP 37°C + 1°C

Test one characteristic colony
(Take 4 other colonies if the first one is negative)

Non-selective agar plate
Incubation for24 h+ 3 hat 34 -38°C £ 1°C

Biochemical test Serological test

T Reat —

1 For sampling after cleaning process premoisten
- 1 swab + 1 ml broth universal neutralizing (+ 9 ml BPW)
- 1 sponge + 10 ml broth universal neutralizing (+ 90 ml BPW)
- 1 wipe + BPW + 10 % neutralizing agent (+ 225 ml BPW)
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Appendix 2 - Flow diagram of the alternative method: Salmofast PCR

25 g of sample + 225 ml BPW
For all foods, except raw dairy, raw fish and seafood

Environmental samples: 25 g + 225 mL BPW
Swab + 10 ml BPW?
Sponge + 100 ml BPW?3
Wipe + 225 ml BPW?3

25 g of sample + 225 ml BPW + novobiocin (20 mg/L)
For raw dairy, raw fish and seafood
according to ISO 6887 parts

v
Incubation
16-20 hat 34 - 38°C + 1°C ———

; ; l

Direct streaking (10uL) ISO 6579-1 protocol| Lysis (55 pL enriched sample)
onto XLD and Oxoid Brillance
Salmonella

PCR test (5uL) using QS5
or CFX96 or CFX Opus DW

!

Positive result

Confirmation of typical colonies by

Thermo Scientific Salmonella Latex Agglutination
or biochemical and serological test according to ISO 6579-1

2 For sampling after cleaning process pre-moisten
- 1 swab + 1 mL broth universal neutralizing (+ 9 mL BPW)
- 1 sponge + 10 mL broth universal neutralizing (+ 90 mL BPW)
- 1 wipe + BPW + 10% neutralizing agent (+ 215 mL BPW).
Note: Neutralizing agent is composed of phosphate disodique, Thiosulfate de sodium, Lécithine, Tween® 80, - L - Histidine
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Appendix 3 - Kit insert(s)

See attached
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Year of
analysis

Sample
NO

Product

Appendix 4 - Artificial contamination of the samples

Strain

M ICRO\/AN!:“ Wi

Artificial contamination

Origin

Injury protocol

Injury
measure-
ment

Inoculation level
CFU/test portion

Enumeration

Mean

Global result
Salmonella spp.

CFX 96
standard

CFX OPUS
DeepWell

2025 118479 | Pork roast slice S. London Ad2422 Roast pork Seeding 48h 5+3°C / 0-1-1-1-3 1.2 + + + 1 a
2025 118480 | Haw without rind S. London Ad2422 Roast pork Seeding 48h 5+3°C / 0-1-1-1-3 1.2 - - - 1 a
2025 118481 | Cervelas salad S. London Ad2422 Roast pork Seeding 48h 5+3°C / 0-1-1-1-3 1.2 - - - 1 a
2025 118482 | Pork snout salad S. Kedougou Ad2227 Sausage Seeding 48h 51£3°C / 1-4-1-1-1 1.6 - - - 1 a
2025 118483 | Pork knack (22.9%FT) S. Kedougou Ad2227 Sausage Seeding 48h 5+3°C / 1-4-1-1-1 1.6 + + + 1 a
2025 118484 | Terrine (25%FT) S. Derby Ad1879 Pork tenderloin | Seeding 48h 5+3°C / 3-2-1-1-0 1.4 - - - 1 a
2025 118485 | Pork RTE S. Derby Ad1879 Pork tenderloin | Seeding 48h 5+3°C / 3-2-1-1-0 1.4 - - - 1 |a
2025 118586 | Beef tongue S. Ohio Ad2224 Beef meat Spiking 12min at 56°C 1.1 0-0-1-0-0 0.2 + + + 1 a
2025 118587 | Veal meat S. Ohio Ad2224 Beef meat Spiking 12min at 56°C 1.1 0-0-1-0-0 0.2 + + + 1 a
2025 118588 | Beef with win preparation S. Typhimurium 911 Merguez Spiking 12min at 56°C 1.18 1-1-2-0-1 1.0 + + + 1 a
2025 119842 | Ham with rind S. Agona Ad2281 Pork Spiking 12min at 56°C 1.2 0-1-0-2-1 0.8 + + + 1 a
2025 119843 | Pate S. Agona Ad2281 Pork Spiking 12min at 56°C 1.2 0-1-0-2-1 0.8 - - - 1 | a
2025 | 119844 | POrk tenderloin with poreini g 0, Agoog1 Pork Spiking 12min at 56°C 12 | 01021 | 08 | + | o+ + 1 |a
mushroom sauce
2025 119845 | Beef with onions S. Agona Ad2281 Pork Spiking 12min at 56°C 1.2 0-1-0-2-1 0.8 - - - 1 a
2025 119846 | Diced ham S. Typhimurium Ad2226 Merguez Spiking 12min at 56°C 1.9 1-1-1-0-0 0.6 + + + 1 a
2025 119847 |Veal meat S. Typhimurium Ad2226 Merguez Spiking 12min at 56°C 1.9 1-1-1-0-0 0.6 + + + 1 a
2025 119848 | Pork snout salad S. Typhimurium Ad2226 Merguez Spiking 12min at 56°C 1.9 1-1-1-0-0 0.6 + + + 1 a
2025 119849 | RTE (beef meet with pepper) S. Typhimurium Ad2226 Merguez Spiking 12min at 56°C 1.9 1-1-1-0-0 0.6 + + + 1 a
2025 119850 | Beef bourguignon S. Bredeney 912 Sausage Spiking 12min at 56°C 1.7 0-1-1-0-1 0.6 + + + 1 a
2025 119851 | Cervelas with vinaigrette sauce | S. Bredeney 912 Sausage Spiking 12min at 56°C 1.7 0-1-1-0-1 0.6 - - - 1 a
2025 119852 | Pork roast 100% tenderloin S. Bredeney 912 Sausage Spiking 12min at 56°C 1.7 0-1-1-0-1 0.6 + + + 1 a
2024 2491 | Frozen raw veal S. Typhimurium 22 Beef meat Seeding 1 week at -20°C / 1-0-3-0-3 1.4 - - - 1 b
2024 2492 | Frozen raw pork S. Derby 539 Merguez Seeding 1 week at -20°C / 0-2-4-0-3 1.8 + + + 1 b
2024 2530 | Marinated beef meat S. Typhimurium 22 Beef meat Seeding 48h 31+2°C / 0-0-0-0-1 0.2 + + + 1 b
2024 2531 | Marinated pork meat S. Derby 539 Merguez Seeding 48h 3+2°C / 0-1-2-2-2 1.4 + + + 1 b
2024 2532 | Marinated bheef carpaccio S. Enteritidis Ad926 Veal Seeding 48h 3+2°C / 3-3-2-1-2 2.2 + + + 1 b
2023 4782 | Raw fresh beef meat S. Bredeney Ad3309 Beef meat Seeding 48h 31+2°C / 2-0-5-2-2 2.2 + + + 1 b
2023 4783 | Raw fresh beef meat S. Bredeney Ad3309 Beef meat Seeding 48h 3+2°C / 2-0-5-2-2 2.2 + + + 1 b
2023 4784 | Raw fresh beef meat S. Bredeney Ad3309 Beef meat Seeding 48h 3+2°C / 2-0-5-2-2 2.2 + + + 1 b
2023 4785 | Raw fresh pork meat S. Agona Ad2281 Pork meat Seeding 48h 3+2°C / 0-6-5-2-4 3.4 + + + 1 b
2023 4786 | Raw fresh pork meat S. Agona Ad2281 Pork meat Seeding 48h 3+2°C / 0-6-5-2-4 3.4 - - - 1 b
2023 5700 | Raw beef meet (steak) S. Panama Ad195 Beef meat Seeding 48h 3+2°C / 4-2-1-3-1 2.2 + + + 1 b
2023 5701 |Raw lamb meat S. Bovismorbificans Ad6629 Pork meat Seeding 48h 31+2°C / 1-1-2-1-3 1.6 + + + 1 b
2023 5702 | Raw beef meat (balls) S. Panama Ad195 Beef meat Seeding 48h 3+2°C / 4-2-1-3-1 2.2 + + + 1 b
2023 5703 | Raw veal meat S. Schwarzengrund Ad2859 Pork meat Seeding 48h 3+2°C / 0-2-1-2-1 1.2 - - - 1 b
2023 5704 | Raw pork meat S. Typhimurium 702 Pork meat Seeding 48h 3+2°C / 1-3-3-3-3 2.6 - - - 1 b
2024 376 | Raw sausage S. Infantis 2556 Pork meat Seeding 48h 3+2°C / 2-1-0-1-2 1.2 + + + 1 |c¢
2024 377 Raw smoked bacon S. Infantis 2556 Pork meat Seeding 48h 3+2°C / 2-1-0-1-2 1.2 - - - 1 c
ADRIA 66/130

version 1



Standardized report -Qualitative methods

MCS& ILS Report

[2023LR125 - Salmofast PCR method —

02 March 2026]

M ICRO\/AN!:“ Wi
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Global result
L °.f Samople Product . Inoculation level Salmonella spp.
analysis N Injury .
Strain Origin Injury protocol measure- i o5 peion CFX96 | CFX OPUS
ment Enumeration | Mean standard | DeepWell
2024 378 Raw slices of smoked bacon S. Infantis 2556 Pork meat Seeding 48h 3+2°C / 2-1-0-1-2 1.2 + + + 1 c
2023 4545 | Raw bacon S. Branderup Ad2420 Meat product | Seeding 48h 3+2°C / 2-1-3-1-0 14 - - - 1 c
2023 4546 | Merguez S. Branderup Ad2420 Meat product | Seeding 48h 3+2°C / 2-1-3-1-0 1.4 + + + 1 c
2023 4547 | Sausage S. Branderup Ad2420 Meat product | Seeding 48h 3+2°C / 2-1-3-1-0 1.4 + + + 1 c
2023 4548 | Bacon S. Branderup Ad2420 Meat product | Seeding 48h 3+2°C / 2-1-3-1-0 14 + + + 1 c
2023 4549 | Raw fresh pork meat S. Branderup Ad2420 Meat product | Seeding 48h 3+2°C / 2-1-3-1-0 1.4 + + + 1 c
2023 5705 | Dry-cured ham S. Typhimurium 702 Pork meat Seeding 48h 3+2°C / 1-3-3-3-3 2.6 + + + 1 c
2023 5706 | Raw sausage S. Bovismorbificans Ad6629 Pork meat Seeding 48h 3+2°C / 1-1-2-1-3 1.6 + + + 1 |c
2023 5707 | Raw smoked bacon S. Schwarzengrund Ad2859 Pork meat Seeding 48h 3+2°C / 0-2-1-2-1 1.2 + + + 1 c
2023 5713 | Raw sausage S. Typhimurium 702 Pork meat Seeding 48h 3+2°C / 1-3-3-3-3 2.6 - - - 1 c
2023 5714 | Raw merguez S. Bovismorbificans Ad6629 Pork meat Seeding 48h 3+2°C / 1-1-2-1-3 1.6 + + + 1 ]c¢
2024 1560 | Raw cow's milk S.Meleagridis 505 Dairy product | Seeding 48h 3+2°C / 0-4-1-1-2 1.6 + + + 2 | a
2024 1561 | Raw cow's milk S.Meleagridis 505 Dairy product | Seeding 48h 3+2°C / 0-4-1-1-2 1.6 - + + 2 | a
2024 1562 | Raw cow's milk cheese S.Meleagridis 505 Dairy product | Seeding 48h 3+2°C / 0-4-1-1-2 1.6 + + + 2 | a
2024 1563 | Raw cow's milk cheese S.Montevideo 510 Dairy product | Seeding 48h 3+2°C / 1-3-1-1-1 1.4 + + + 2 | a
2024 1564 | Raw cow's milk cheese S.Montevideo 510 Dairy product | Seeding 48h 3+2°C / 1-3-1-1-1 1.4 + + + 2 | a
2024 1565 | Raw cow's milk cheese S.Infantis 401B Dairy product | Seeding 48h 3+2°C / 1-1-2-5-2 2.2 + + + 2 | a
2024 1566 | Raw cream S.Infantis 401B Dairy product | Seeding 48h 3+2°C / 1-1-2-5-2 2.2 - - - 2 | a
2024 1567 | Raw butter S.Infantis 401B Dairy product | Seeding 48h 3+2°C / 1-1-2-5-2 2.2 + + + 2 |a
2024 1568 | Raw butter S.Infantis 401B Dairy product | Seeding 48h 3+2°C / 1-1-2-5-2 2.2 + + + 2 | a
2024 1569 | Raw hutter S.Montevideo 510 Dairy product | Seeding 48h 3+2°C / 1-3-1-1-1 14 + + + 2 | a
2023 4802 | Raw butter S. Cerro Ad2707 Dairy product | Seeding 48h 3+2°C / 2-1-1-0-0 0.8 + + + 2 |a
2023 4803 | Raw cream S. Cerro Ad2707 Dairy product | Seeding 48h 3+2°C / 2-1-1-0-0 0.8 - - - 2 | a
2023 4804 | Raw cow milk cheese S. Cerro Ad2707 Dairy product | Seeding 48h 3+2°C / 2-1-1-0-0 0.8 - - - 2 | a
2023 4805 | Raw cow milk cheese S. Cerro Ad2707 Dairy product | Seeding 48h 3+2°C / 2-1-1-0-0 0.8 + + + 2 |a
2023 4806 | Raw cow milk cheese S. Cerro Ad2707 Dairy product | Seeding 48h 3+2°C / 2-1-1-0-0 0.8 + + + 2 | a
2024 | 19 |Pasteurized cow milk cheese | S. Dublin Ad531 Raw ik seeding dsh 3£2°C / 24335 | 34 | - : : 2 | b
2024 120 Pasteurized cream S. Indiana Ad174 White cheese | Seeding 48h 3+2°C / 1-0-1-0-2 0.8 - - - 2 | b
2024 121 Pasteurized cow milk cheese S.Meleagridis 505 Dairy product | Spiking 10min at 56°C 1.1 1-0-1-3-0 1.0 + + + 2 | b
2024 122 Dairy dessert (panna cotta) S.Meleagridis 505 Dairy product | Spiking 10min at 56°C 1.1 1-0-1-3-0 1.0 + + + 2 | b
2024 | 12p | passred cheese mIK(GIS g poniideo 510 Dairy product | Spiking 10min at 56°C 166 | 04000 | 02 | + | ; 2 | b
2024 124 Pasteurized ewe milk cheese S.Infantis 401B Dairy product | Spiking 10min at 56°C 1.88 0-1-1-3-0 1.0 + + + 2 | b
2023 4525 | Pasteurized cow milk cheese S. Livingstone Ad2150 Dairy product | Seeding 48h 3+2°C / 0-0-0-0-0 0.0 - - - 2 | b
2023 4526 | Pasteurized cow milk cheese S. Livingstone Ad2150 Dairy product | Seeding 48h 3+2°C / 0-0-0-0-0 0.0 - - - 2 | b
2023 4527 | Pasteurized ewe milk cheese S. Livingstone Ad2150 Dairy product | Seeding 48h 3+2°C / 0-0-0-0-0 <1,0 + + + 2 | b
2023 4528 | Pasteurized cream S. Livingstone Ad2150 Dairy product | Seeding 48h 3+2°C / 0-0-0-0-0 0.0 - - - 2 | b
2023 4529 | Pasteurized cream S. Livingstone Ad2150 Dairy product | Seeding 48h 3+2°C / 0-0-0-0-0 0.0 - - - 2 | b
2023 5152 | White cheese (fat level 3%) S. Typhimurium 4 Dairy product | Seeding 48h 3+2°C / 0-2-1-2-2 1.4 - - - 2 | b
2023 5153 | Dairy dessert S. Anatum 26 Dairy product | Seeding 48h 3+2°C / 2-0-2-0-2 1.2 + + + 2 b
2023 5154 | Dairy dessert S. Typhimurium 4 Dairy product | Seeding 48h 3+2°C / 0-2-1-2-2 14 - - - 2 b
2023 5155 | White cheese (fat level 0%) S. Typhimurium 4 Dairy product | Seeding 48h 3+2°C / 0-2-1-2-2 1.4 - - - 2 | b
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Global result
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2023 5156 | Dairy dessert (panna cotta) S. Typhimurium 4 Dairy product | Seeding 48h 3+2°C / 0-2-1-2-2 1.4 + + + 2 | b
2023 5157 | Dairy dessert (panna cotta) S. Anatum 26 Dairy product | Seeding 48h 3+2°C / 2-0-2-0-2 1.2 - - - 2 | b
2023 | 5158 SD:;’Iz’e‘)’ess"“ (vanilla milk S. Anatum 26 Dairy product | Seeding 48h 3+2°C / 20202 | 12 | + + + 2 | b
2023 | 5159 E;;rge‘;'ess“’” (chocolate milk | »15um 26 Dairy product | Seeding 48h 3+2°C / 20202 | 12 | + + + 2 | b
2023 5618 | Grated Emmental cheese S. Stourbridge Ad2297 Sﬁgag;”k Seeding 48h 3+2°C / 1-2-1-3-1 1.6 - - - 2 | b
2023 5619 | Dairy dessert S. Ohio Ad2213 Raw cream Seeding 48h 3+2°C / 3-1-2-3-3 2.4 - - - 2 | b
2023 5620 | Pasteurized cheese S. Mbandaka Ad2296 Raw milk Seeding 48h 31+2°C / 2-3-3-2-1 2.2 + + + 2 b
2023 5621 | Pasteurized goat milk cheese S. Stourbridge Ad2297 Sﬁgveg;"k Seeding 48h 3+2°C / 1-2-1-3-1 1.6 - - - 2 |b
2023 5622 | Fresh pasteurized milk S. Mbandaka Ad2296 Raw milk Seeding 48h 3+2°C / 2-3-3-2-1 2.2 + + + 2 |b
2023 5623 | Fresh pasteurized milk S. Montevideo Ad912 Raw milk Seeding 48h 3+2°C / 1-0-1-1-2 1.0 + + + 2 | b
2024 | 136 |Semi-skimmed milk powder | S. Goldcoast Ad3006 Dairy product | oeeding with yophilised sirain / / 23 | + + 5 2 | ¢
2 weeks at ambient temperature
2024 137 Semi-skimmed milk powder S. Derby Ad3381 Dairy product Seeding with Iyqphlllsed strain / / 3.0 + + + 2 |c
2 weeks at ambient temperature
2024 | 138 |Semi-skimmed milk powder | S. Anatum Ad2718 Dairy product | >°eding with yophilised sirain / / 30 | + : : 2 | ¢
2 weeks at ambient temperature
2024 139 Sem_l-sklm_med. milk powder with . Duisburg Ad1812 Dairy product Seeding with Iyqphlllsed strain / / 30 + + + 2 | ¢
calcium, vitamins 2 weeks at ambient temperature
. . Seeding with lyophilised strain
2024 140 Whole milk powder S. Goldcoast Ad3006 Dairy product 2 weeks at ambient temperature / / 2.3 - - - 2 | ¢
2024 | 141 | Whole milk powder S. Derby Ad3381 Dairy product | S¢ding with lyophilised strain / / 30 | + . . 2 | ¢
2 weeks at ambient temperature
2024 | 142 | Whole milk powder S. Anatum Ad2718 Dairy product | ¢ding with lyophilised strain / / 30 | + 5 + 2 | ¢
2 weeks at ambient temperature
2024 | 143 | Skimmed milk powder S. Duisburg Ad1812 Dairy product | oeeding with yophilised sirain / / 30 | + + 5 2 | ¢
2 weeks at ambient temperature
S . . Seeding with lyophilised strain
2024 144 | Organic skimmed milk powder | S. Goldcoast Ad3006 Dairy product 2 weeks at ambient temperature / / 2.3 - - - 2 |c
2024 145 | Milk powder (for coffee) S. Derby Ad3381 Dairy product Seeding with Iyqphlllsed strain / / 3.0 + + + 2 |¢c
2 weeks at ambient temperature
2024 121 Brussels cabbage S. Virchow Ad1721 Cereals Seeding 48h 3+2°C / 4-2-4-1-2 2.6 + + + 3 | a
2024 122 Broccoli S. Lexington 2003516 Soya Seeding 48h 3+2°C / 2-1-2-0-1 1.2 - - - 3 |a
2024 379 Leek S. Virchow F276 Vegetables Seeding 48h 3+2°C / 4-6-1-4-2 3.4 + + + 3 |a
2024 380 Tomato S. Virchow F276 Vegetables Seeding 48h 31+2°C / 4-6-1-4-2 34 + + + 3 |a
2023 4787 | Raw cucumber S. Kasenyi Ad2921 Vegetables Seeding 48h 3+2°C / 0-2-1-2-2 1.4 + + + 3 |a
2023 4788 | Raw tomato S. Kasenyi Ad2921 Vegetables Seeding 48h 3+2°C / 0-2-1-2-2 1.4 + + + 3 |a
2023 4789 | Raw mushrooms S. Kasenyi Ad2921 Vegetables Seeding 48h 3+2°C / 0-2-1-2-2 1.4 + + + 3 |a
2023 4790 | Raw red cabbage S. Kasenyi Ad2921 Vegetables Seeding 48h 31+2°C / 0-2-1-2-2 14 + + + 3 | a
2023 4791 | Raw mix vegetables S. Kasenyi Ad2921 Vegetables Seeding 48h 3+2°C / 0-2-1-2-2 1.4 - - - 3 |a
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2023 5471 | Raw mushroom S. Livingstone Ad2566 Potato Seeding 48h 3+2°C / 3-3-1-1-4 2.4 + + + 3 |a
2023 5472 | Raw carrot S. Caracas Ad2322 Vegetables Seeding 48h 31+2°C / 2-3-2-2-3 2.4 - - - 3 |a
2023 5473 | Raw leek S. Derby Ad3057 Spinach Seeding 48h 3+2°C / 0-0-0-0-0 0.0 - - - 3 |a
2023 5474 | Raw tomato S. Caracas Ad2322 Vegetables Seeding 48h 3+2°C / 2-3-2-2-3 2.4 + + + 3 |a
2023 5475 | Raw aubergine S. Derby Ad3057 Spinach Seeding 48h 31+2°C / 0-0-0-0-0 0.0 + + + 3 |a
2023 5476 | Raw cucumber S. Livingstone Ad2566 Potato Seeding 48h 3+2°C / 3-3-1-1-4 2.4 + + + 3 |a
2023 5477 | Raw red pepper S. Derby Ad3057 Spinach Seeding 48h 3+2°C / 0-0-0-0-0 0.0 - - - 3 |a
2024 123 Pomelos S. Agona Ad1725 Cereals Seeding 48h 3+2°C / 1-2-4-0-2 1.8 - - - 3 |b
2024 381 Banana S. Virchow F276 Vegetables Seeding 48h 3+2°C / 4-6-1-4-2 3.4 + + + 3 | b
2023 4792 | Orange S. Enteritidis 2003SAL06400 Vegetables Seeding 48h 3+2°C / 5-0-0-1-1 1.4 + + + 3 |b
2023 4793 | Pear S. Enteritidis 2003SAL06400 Vegetables Seeding 48h 31+2°C / 5-0-0-1-1 1.4 - - - 3 |b
2023 4794 | Plum S. Enteritidis 2003SAL06400 Vegetables Seeding 48h 3+2°C / 5-0-0-1-1 14 i + + 3 [ b
2023 4795 | Apple S. Enteritidis 2003SAL06400 Vegetables Seeding 48h 3+2°C / 5-0-0-1-1 14 - + + 3 [ b
2023 4796 |Banana S. Enteritidis 2003SAL06400 Vegetables Seeding 48h 31+2°C / 5-0-0-1-1 1.4 + + + 3 |b
2023 4963 | Clementine S. Typhimurium Ad2034 Vegetables Seeding 48h 3+2°C / 3-2-0-1-1 1.4 - - - 3 | b
2023 4964 |Banana S. Typhimurium Ad2034 Vegetables Seeding 48h 3+2°C / 3-2-0-1-1 1.4 + + + 3 |b
2023 4965 | Apple S. Typhimurium Ad2034 Vegetables Seeding 48h 31£2°C / 3-2-0-1-1 14 + + + 3 |b
2023 4966 | Grapes S. Typhimurium Ad2034 Vegetables Seeding 48h 31+2°C / 3-2-0-1-1 1.4 + + + 3 |b
2023 4967 | Kiwi S. Typhimurium Ad2034 Vegetables Seeding 48h 3+2°C / 3-2-0-1-1 1.4 + + + 3 |b
2023 5478 | Apple S. Typhimurium 2014LSAL04138 | River Seeding 48h 3+2°C / 0-1-0-1-0 04 - - - 3 |b
2023 5479 | Clementine S. Derby Ad1683 Strawberry tart | Seeding 48h 3+2°C / 0-1-1-0-0 0.4 + + + 3 |b
2023 5480 | Pear S. Odozi Ad2860 Vegetables Seeding 48h 3+2°C / 0-1-0-0-0 0.2 - 3 |b
2023 5481 |Banana S. Typhimurium 2014LSAL04138 | River Seeding 48h 3+2°C / 0-1-0-1-0 0.4 - - - 3 | b
2023 5482 | White grapes S. Derby Ad1683 Strawberry tart | Seeding 48h 3+2°C / 0-1-1-0-0 0.4 - - - 3 |b
2023 5483 | Orange S. Typhimurium 2014LSAL04138 | River Seeding 48h 3+2°C / 0-1-0-1-0 0.4 - - - 3 |b
2023 5484 | Persimmon S. Odozi Ad2860 Vegetables Seeding 48h 3+2°C / 0-1-0-0-0 0.2 - - - 3 |b
2023 | 4958 ﬁ:\rtﬁg;s (organic alfalfa, leeks, |5 1avana Ad2728 Vegetables | Seeding 48h 3£2°C / 32441 | 16 | + | o+ + 3 | ¢
2023 4959 | Sprouts (organic alfalfa) S. Havana Ad2728 Vegetables Seeding 48h 31+2°C / 3-2-1-1-1 1.6 + + + 3 |¢
2023 4960 | Sprouts (organic radish, fennel) |S. Havana Ad2728 Vegetables Seeding 48h 31+2°C / 3-2-1-1-1 1.6 + + + 3 |¢
2023 4961 | Sprouts (alfalfa) S. Havana Ad2728 Vegetables Seeding 48h 3+2°C / 3-2-1-1-1 1.6 + + + 3 |¢
2023 4962 | Sprouts (radish) S. Havana Ad2728 Vegetables Seeding 48h 3+2°C / 3-2-1-1-1 1.6 + + + 3 |¢c
2023 | 4982 ﬁ:\rtﬁg;s (organic alfalfa, leeks, |  vrchow Ad2569 Vegetables | Seeding 48h 3£2°C / 22202 | 16 | + | + + 3 | ¢
2023 4983 | Sprouts (organic alfalfa) S. Virchow Ad2569 Vegetables Seeding 48h 31+2°C / 2-2-2-0-2 1.6 - - - 3 |¢
2023 4984 | Sprouts (organic radish, fennel) |S. Virchow Ad2569 Vegetables Seeding 48h 3+2°C / 2-2-2-0-2 1.6 + + + 3 |¢c
2023 4985 | Sprouts (alfalfa) S. Virchow Ad2569 Vegetables Seeding 48h 3+2°C / 2-2-2-0-2 1.6 - - - 3 |¢
2023 4986 | Sprouts (radish) S. Virchow Ad2569 Vegetables Seeding 48h 3+2°C / 2-2-2-0-2 1.6 + + + 3 |¢c
2023 5485 | Sprouts S. Panama Ad1733 Vegetables Seeding 48h 31+2°C / 0-0-0-3-1 0.8 - - - 3 |¢
2023 5486 | Sprouts S. Lexington 2003S03 Qilseeds Seeding 48h 3+2°C / 0-0-0-2-0 0.4 + + + 3 |¢
2023 5487 | Sprouts S. Panama Ad1733 Vegetables Seeding 48h 31+2°C / 0-0-0-3-1 0.8 - - - 3 |¢
2023 5488 | Sprouts S. Oranienburg Ad1724 Vegetables Seeding 48h 31+2°C / 0-3-2-0-1 1.2 + + + 3 |¢
2023 5489 | Sprouts S. Lexington 2003S03 Qilseeds Seeding 48h 3+2°C / 0-0-0-2-0 0.4 - 3 |¢
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2023 5490 | Sprouts S. Oranienburg Ad1724 Vegetables Seeding 48h 3+2°C / 0-3-2-0-1 1.2 - - - 3 |¢
2023 5491 | Sprouts S. Panama Ad1733 Vegetables Seeding 48h 31+2°C / 0-0-0-3-1 0.8 + + + 3 |¢

RTE salad (dry-cured ham, . o
2023 4530 mozzarella, penne salad) S. London AOOP085 RTE food Seeding 48h 3+2°C / 3-3-1-1-2 2.0 + + + 4 | a
2023 | 4531 E:Sﬁ:zﬁ:é;’h"’ke"’ cheese, . London AOOPOSS RTEfood |Seeding 48h 3£2°C / 33442 | 20 | + | o+ + 4 | a
2023 4532 | Sandwich (with delicatessen) S. London AOOP085 RTE food Seeding 48h 3+2°C / 3-3-1-1-2 2.0 + + + 4 | a
2023 4533 | Sandwich (tuna, raw vegetables) | S. London AOOP085 RTE food Seeding 48h 31+2°C / 3-3-1-1-2 2.0 - - - 4 | a
2023 4534 | Chocolate mousse S. London AOOP085 RTE food Seeding 48h 3+2°C / 3-3-1-1-2 2.0 + + + 4 | a
2023 5160 | Chocolate mousse S. Worthington 3506 RTE food Seeding 48h 3+2°C / 2-1-0-1-2 1.2 - - - 4 | a
2023 5161 | Chocolate mousse S. Montevideo Ad1686 RTE food Seeding 48h 31+2°C / 0-6-2-3-0 2.2 + + + 4 | a
2023 | stey |15 SE tsueumben samon. g woningion 3506 RTEfood |Seeding 48h 342°C / 24012 | 12 | * | # ; 4 |a
2023 5163 | RTE salad (pasta, surimi salad) | S. Worthington 3506 RTE food Seeding 48h 31+2°C / 2-1-0-1-2 1.2 + + + 4 | a

RTE salad (rice, salmon, . . o
2023 5164 cucumber salad) S. Montevideo Ad1686 RTE food Seeding 48h 3+2°C / 0-6-2-3-0 2.2 - - - 4 | a
2023 | 5165 E::")sa'ad (rice salad, tuna, |5 pontevideo Ad1686 RTEfood |Seeding 48h 3£2°C / 06230 | 22 | + | + + 4 | a
2023 5166 | Sandwich (ham, Emmental) S. Worthington 3506 RTE food Seeding 48h 3+2°C / 2-1-0-1-2 1.2 + + + 4 | a
2023 5167 | Sandwich (rosette, gherkin) S. Montevideo Ad1686 RTE food Seeding 48h 3+2°C / 0-6-2-3-0 2.2 + + + 4 | a
2024 5168 | RTE (lasagne) S.Infantis 12 RTE Spiking 10min at 56°C 1.35 0-0-0-4-0 0.8 i + + 4 |'b
2024 5169 | RTE (pasta, pork, cream) S.Infantis 12 RTE Spiking 10min at 56°C 1.35 0-0-0-4-0 0.8 + + + 4 | b
2024 5170 | RTE (pasta, meat, cheese) S.Heidelberg 285 RTRH Spiking 10min at 56°C 1.04 1-3-0-0-2 1.2 + + + 4 | b
2024 5171 | RTE (pasta, chicken, cream) S.Heidelberg 285 RTRH Spiking 10min at 56°C 1.04 1-3-0-0-2 1.2 - - - 4 |b
2023 | 4535 |RTRHfood (tuna, vegetables, | o ) oy Ago707 Seafood Seeding 48h 3£2°C / 10042 | 08 | - : : 4 | b

mushrooms, carrot) product
2023 | as39 | RTRHfood (fish parmentier, g st pgo727 Seafood Seeding 48h 3+2°C / 10042 | 08 | - : : 4 | b

chives) product

RTRH (Cooked rice, pepper, red - o . o
2023 5168 beans) S. Hvittingfoss Ad2325 Raviolis Seeding 48h 3+2°C / 1-0-2-2-1 1.2 + + + 4 | b
2023 | 5169 | RIRH (rice, onions peppers g iy viym 305 RTRH Seeding 48h 3+2°C / 24430 | 20 | + | o« + 4 b

aromatic herbs)
2023 5170 | RTRH (beef ravioli) S. Hvittingfoss Ad2325 Raviolis Seeding 48h 3+2°C / 1-0-2-2-1 1.2 + + + 4 |b
2023 | 517 SR:&':)m”e"'"" cheese, tomato | g 1 oimurium 305 RTRH Seeding 48h 3+2°C / 24430 | 20 | - : : 4 | b
2023 | 5172 cRJi';';'e(;)b°“°hee alaReine™ o | ittingfoss Ad2325 Raviolis Seeding 48h 3+2°C / 10224 | 12 | - : : 4 | b
2023 | 5173 cRJi':Ee(n)““hee alaReine™ g . himurium 305 RTRH Seeding 48h 3+2°C / 24430 | 20 | + + . 4 | b

RTRH (chicken, mushroom - o . o
2023 5174 risotto, cream sauce) S. Hvittingfoss Ad2325 Raviolis Seeding 48h 3+2°C / 1-0-2-2-1 1.2 + + + 4 |b
2023 | 5175 5:;':03"“""“’“’ mushroom S. Typhimurium 305 RTRH Seeding 48h 3+2°C / 244130 | 20 | + + + 4 | b
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2023 | 5176 |RIRH (salmonsteak, rice, dill | o oo cenporg Ad355 Seafood Seeding 46h 3+2°C / 14400 | 12 | + . . 4 | b
sauce) product
RTRH (Alaska pollack, Seafood : o
2023 5177 | Armorican sauce, rice duo) S. Senftenberg Ad355 roduc Seeding 48h 3£2°C / 14400 | 12 | + + + 4 |b
2023 | 5178 |RTRH (white hake, salmon, S. Senftenberg Ad355 Seafood Seeding 48h 3£2°C / 14400 | 12 | - : : 4 | b
vegetable, rice) product
2023 | 5179 |RTRH (prawns, parsley, penne, | o oo onherg Ad355 Seafood Seeding 48h 3£2°C / 14400 | 12 | + + + 4 | b
vegetables) product
2023 | 5180 |RTRH (shrimp noodles, S. Senftenberg Ad355 Seafood Seeding 48h 3+2°C / 14400 | 12 | + . . 4 | b
mushrooms, vegetables) product
Frozen French fries, fluffy - . o
2024 286 matchstick chips S. Typhimurium Ad1603 RTRH Seeding 2 weeks at -20°C / 4-3-2-1-1 2.2 + + + 4 |c
2024 287 Frozen French fries with skin S. Anatum 6140 RTRH Seeding 2 weeks at -20°C / 0-1-2-1-1 1.0 - - - 4 | ¢
2024 288 Frozen pizza (ham, cheese) S. Heidelberg 285 RTRH Seeding 2 weeks at -20°C / 1-3-4-1-2 2.2 + + + 4 |c
2024 289 Frozen pizza (4 cheeses) S. Typhimurium Ad1603 RTRH Seeding 2 weeks at -20°C / 4-3-2-1-1 2.2 + + + 4 |c
2024 290 Frozen pizza (Bolognese) S. Anatum 6140 RTRH Seeding 2 weeks at -20°C / 0-1-2-1-1 1.0 + + + 4 | ¢
Frozen RTRH product (pasta, . . o
2024 291 chicken, mushroom sauce) S. Heidelberg 285 RTRH Seeding 2 weeks at -20°C / 1-3-4-1-2 2.2 - - - 4 |c
2024 | 292 C:;‘::b'f;?” product (fish, rice, | ¢ 1 himurium Ad1603 RTRH Seeding 2 weeks at -20°C / 432441 | 22 | - : : 4 |c
204 | 203 |FrozenpuffpastryRTRHwith o\ 6140 RTRH Seeding 2 weeks at -20°C / 01241 | 10 | - : : 4 |c
ham and cheese
2024 294 Frozen lasagne S. Heidelberg 285 RTRH Seeding 2 weeks at -20°C / 1-3-4-1-2 2.2 - - - 4 |¢c
2024 205 E;‘:zes'; gratin with bacon, cream, | o 1 iurium Ad1603 RTRH Seeding 2 weeks at -20°C / 432441 | 22 | + + + 4 |c
2024 | 206 |Frozenpuffpastry RTRHwith g o0 6140 RTRH Seeding 2 weeks at -20°C / 01241 | 10 | - : : 4 |c
tomato and salmon
Frozen puff pastry RTRH with . . oo e ) ) )
2024 297 spinach and goat cheese S. Heidelberg 285 RTRH Seeding 2 weeks at -20°C / 1-3-4-1-2 2.2 4 |c
2024 | 802 E;";ega'g':;" (quiches cheese, | ¢ ot cky 2011520 Food product | Seeding 2 weeks at -20°C / 2204 | 20 | - : : 4 |c
2024 | 803 gz)ze" RTRH (Emmental leek | o 1 iroirium 167 Food product | Seeding 2 weeks at -20°C / 34242 | 24 | - : : 4 |c
2024 | 804 Er":?s';)RTRH (spinach, goat's | ¢ c.ntis 12 RTE product | Seeding 2 weeks at -20°C / 32421 | 24 | + + . 4 |c
2024 805 E:::::; RTRH (pizza, bacon, S.Kentucky 2011520 Food product | Seeding 2 weeks at -20°C / 2-2-0-2-4 2.0 + + + 4 |c
2024 | gog |FrozenpuffpastryRTRHwith | grop iim 167 Food product | Seeding 2 weeks at -20°C / 34242 | 24 | + . . 4 |c
ham and cheese
204 | o7 |Frozen RTRH (chicken, S. Infantis 12 RTE product | Seeding 2 weeks at -20°C / 32421 | 24 | - : : 4 |c
mushroom, risotto)
2024 | 808 E;‘;e'lffr;” (chicken, rice, | ¢\ entucky 2011520 Food product | Seeding 2 weeks at -20°C / 22024 | 20 | - : : 4 | ¢
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2024 809 Frozen lasagne S.Typhimurium 167 Food product | Seeding 2 weeks at -20°C / 3-4-2-1-2 2.4 - - - 4 |¢c
2024 1747 | Raw fish fillet (salmon) S.Hadar F106 gfoagﬁgtd Seeding 48h 3+2°C / 0-4-0-3-2 1.8 + + + 5 | a
2024 1748 | Raw fish fillet (pollack) S.Brandenburg Ad351 sr%adfﬁtc)td Seeding 48h 3+2°C / 1-0-3-3-2 1.8 + + + 5 | a
2024 | 1749 | Raw fish fillet (cod) S.Derby Ad1093 Sﬁﬂggf Seeding 48h 3+2°C / 14001 | 06 | + + + 5 | a
2024 | 1750 |Rawfish (trout) S Anatum Ad1451 g’fo%fﬁgf Seeding 48h 3+2°C / 05001 | 12 | - : : 5 | a
2024 1751 | Raw fish (haddock) S.Hadar F106 g’fo%fﬁgf Seeding 48h 3£2°C / 0-4-032 | 18 | - . . 5 | a
2024 1752 | Raw fish fillet (salmon) S.Brandenburg Ad351 sr%adjggtd Seeding 48h 3+2°C / 1-0-3-3-2 1.8 + + + 5 | a
2024 | 1753 |Raw fish filet (saithe) S.Derby Ad1093 Sﬁﬂggf Seeding 48h 3+2°C / 14001 | 06 | + + + 5 | a
2024 | 1754 |Raw fish (monkfish tail) S Anatum Ad1451 g’fozfﬁgf Seeding 48h 3+2°C / 050-0-1 | 12 | + + + 5 | a
2024 1755 | Raw fish fillet (sea bream) S.Hadar F106 gfoagﬁgtd Seeding 48h 3+2°C / 0-4-0-3-2 1.8 + + + 5 | a
2024 1756 | Raw fish (skate wing) S.Brandenburg Ad351 sr%adjggtd Seeding 48h 3+2°C / 1-0-3-3-2 1.8 + + + 5 | a
2023 4797 |Raw tuna S. Wandworth Ad2335 Fish product Seeding 48h 3+2°C / 0-3-4-1-5 2.6 + + + 5 | a
2023 4798 | Raw fish fillet (julienne) S. Wandworth Ad2335 Fish product Seeding 48h 3+2°C / 0-3-4-1-5 2.6 + + + 5 | a
2023 4799 | Raw fish fillet (salmon) S. Wandworth Ad2335 Fish product Seeding 48h 3+2°C / 0-3-4-1-5 2.6 + + + 5 | a
2023 4800 | Raw fish filet (cod) S. Wandworth Ad2335 Fish product Seeding 48h 3+2°C / 0-3-4-1-5 2.6 + + + 5 | a
2023 4801 | Raw fish fillet (saithe) S. Wandworth Ad2335 Fish product Seeding 48h 3+2°C / 0-3-4-1-5 2.6 + + + 5 | a
2023 4968 | Raw trout steak S. Urbana Ad2334 g’fo%fﬁgf Seeding 48h 3+2°C / 00200 | 04 | - . . 5 | a
2023 | 4969 |Rawtuna S. Urbana Ad2334 Sﬁﬂggf Seeding 48h 3+2°C / 00200 | 04 | - : : 5 | g
2023 | 4970 |Raw fish fillet (haddock) S. Urbana Ad2334 Sﬁﬂggf Seeding 48h 3£2°C / 00200 | 04 | - : : 5 | a
2023 4971 | Raw fish fillet (saithe) S. Urbana Ad2334 g’fo%fﬁgf Seeding 48h 3+2°C / 0-0-2-00 | 04 | - - - 5 | a
2024 1757 | Raw prawns S.Derby Ad1093 g’fo%fﬁgf Seeding 48h 3+2°C / 14001 | 06 | + + + 5 | b
2024 | 1758 |Raw scallops S Anatum Ad1451 Sﬁﬂggf Seeding 48h 342°C / 05-0-0-1 | 12 | + . . 5 | b
2024 | 1759 |Raw hollow oysters SHadar F106 Sﬁﬂggf Seeding 48h 3£2°C / 04032 | 18 | + + + 5 | b
2024 | 1760 |Raw mussels S Brandenburg Ad351 g’fo%fﬁgf Seeding 48h 3£2°C / 10332 | 18 | + + + 5 | b
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2023 | 4972 |Raw squid S. Rubislaw Ad2332 sfoifggf Seeding 48h 3£2°C / 20-1-03 | 12 + + 5
2023 | 4973 |Raw squid S. Indiana Ad1409 Sﬁﬂgﬁf Seeding 48h 3+2°C / 14041 | 14 + + 5
2023 | 4974 |Raw langoustine S. Rubislaw Ad2332 g’;%fﬁgf Seeding 48h 3£2°C / 2.0-1:0-3 | 12 + + 5
2023 4975 | Raw langoustine S. Indiana Ad1409 g’;%fﬁgf Seeding 48h 3+2°C / 14011 | 14 + + 5
2023 | 4976 |Raw shrimp S. Rubislaw Ad2332 sfoifggf Seeding 48h 3£2°C / 20-1-03 | 12 . . 5
2023 4977 |Raw shrimp S. Indiana Ad1409 sreﬁggf Seeding 48h 3+2°C / 1-4-01-1 | 14 + + 5
2023 | 4978 |Raw mussel S. Rubislaw Ad2332 g’;%fﬁgf Seeding 48h 3£2°C / 20-1-03 | 12 + + 5
2023 | 4979 |Raw cuttlefish S. Rubislaw Ad2332 g’gﬁgf Seeding 48h 3£2°C / 20-1-03 | 12 + + 5
2023 4980 | Raw scallops S. Indiana Ad1409 sr%adjggtd Seeding 48h 3+2°C / 1-4-0-1-1 1.4 - - 5
2023 | 4981 |Raw cockles S. Indiana Ad1409 S;ﬂggf Seeding 48h 3+2°C / 14011 | 14 + + 5
2024 382 | Tuna steak in brine S. Agona F118 g’;%fﬁgf Seeding 48h 3+2°C / 12011 | 1.0 + + 5
204 | 3s3 |Codwithaimonds and S. Agona F118 Seafood Seeding 48h 3£2°C / 12041 | 1.0 : : 5

pistachios product
2024 | 384 |Salted cod flakes S. Agona F118 Sﬁﬂgﬁf Seeding 48h 3£2°C / 120441 | 1.0 + + 5
2024 385 | Giant squid ring in brine S. Agona F118 g‘;zfﬁgf Seeding 48h 3+2°C / 1-2:0-1-1 | 1.0 + + 5
2024 1772 |Tunain brine S.Derby Ad1093 g’fo%fﬁgf Seeding 48h 3+2°C / 14-00-1 | 06 + + 5
2024 | 1773 |Anchovies marinated S Anatum Ad1451 Seafood Seeding 48h 3+2°C / 05001 | 12 : : 5

(garlic/parsley) product

Marinated salmon (Moroccan Seafood : o
2024 1774 | o) S.Hadar F106 roduc Seeding 48h 3+2°C / 0-4-03-2 | 18 + + 5
2023 | 4536 |ishreadytocook (fish,lemon g ). ago707 Seafood Seeding 48h 3+2°C / 10012 | 08 + + 5

sauce, rice) product
2023 | 4537 |Fishreadytocook(salmon g o ago707 Seafood Seeding 48h 3£2°C / 10012 | 08 : : 5

steak, rice, dill sauce) product
2023 | 4538 |Fishready tocook (fish, S. Anatum Ad2727 Seafood Seeding 46h 3+2°C / 10012 | 08 . . 5

vegetables) product
2023 | 5600 | Shellfish mix S. Hadar F106 Molds Seeding 48h 3£2°C / 41155 | 3.2 * * 5
2023 5601 | Mussels stuffed with parsley S. Saintpaul F31 Fish fillet Seeding 48h 3+2°C / 3-3-1-4-4 3.0 - - 5
2023 | 5606 | Marinated fish S. Saintpaul F31 Fish fillet Seeding 48h 3£2°C / 33144 | 3.0 * ¥ 5
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2023 5607 | Chunks of desalted cod S. Brandenburg Ad351 Shellfish Seeding 48h 3+2°C / 1-0-0-1-2 0.8 + + + 5 ¢

2023 5608 | Salted hake crumbs S. Derby Ad1451 Fish fillet Seeding 48h 3+2°C / 0-2-0-0-0 04 - 5 | ¢

2023 5610 | Marinated squid S. Anatum Ad1451 Fish fillet Seeding 48h 3+2°C / 1-1-2-1-1 1.2 + + + 5 |¢

2024 | 231 |Swabbeforecleaning (daity | o oo nenphor Ad2149 Dairy product | Seeding 48h 3+2°C / 14024 | 16 | - : : 6 | a
products industry)
Swab before cleaning (dairy . . o ey

2024 232 products industry) S. Senftenberg Ad2149 Dairy product | Seeding 48h 3+2°C / 1-1-0-2-4 1.6 + + + 6 | a

2024 | 233 |Swab before cleaning (seafood | g 105 Seafood Seeding 48h 3+2°C / 01401 | 06 | + . . 6 | a
industry) product

204 | 234 |Swabaftercleaning (seafood | g 000 Seafood Seeding 48h 3£2°C / 0-1-1:01 | 06 | + + + 6 | a
industry) product

2024 | 235 |Wipe before cleaning (meat | o oo o o510 Envionment | Seeding 48h 32°C / 12000 | 06 | - : : 6 | a
products production)
Wipe after cleaning (chocolate . : . o Yy

2024 236 mousse production) S. Rissen Ad2510 Environment | Seeding 48h 3+2°C / 1-2-0-0-0 0.6 + + + 6 | a

2024 | 237 |Wipe after cleaning (seafood | g oo Seafood Seeding 48h 3+2°C / 01401 | 06 | - : : 6 | a
products industry) product

2024 | 23 |Wipe after cleaning (seafood | g oo Seafood Seeding 48h 3£2°C / 0-1-1:01 | 06 | + + + 6 | a
products industry) product

2024 | 230 |Wipe before cleaning (RTRH | ¢ oo A o510 Envionment | Seeding 48h 32°C / 12000 | 06 | + + + 6 | a
products industry)

2024 | 249 |SPongeaftercleaning (RTRH | g piocon ago510 Environment | Seeding 48h 3+2°C / 12000 | 06 | + + + 6 | a
products industry)

2024 814 | Swab before cleaning S. Mbandaka Ad1723 Environment | Seeding 48h 3+2°C / 1-0-1-2-2 1.2 + + + 6 | a

2024 815 | Swab after cleaning S.Ouakam Ad1647 Environment | Seeding 48h 3+2°C / 0-4-6-1-3 2.8 + + + 6 | a

2024 | 816 | Wipe before cleaning (pork S.Mbandaka Ad1723 Environment | Seeding 48h 32°C / 10422 | 12 | + + + 6 | a
product industry)

2024 | 817 E:;‘:;;';s after sampling S.Ouakam Ad1647 Environment | Seeding 48h 3+2°C / 04643 | 28 | + + + 6 | a
Spanish-style rice residue I , . o

2024 241 (RTRH products industry) S. Typhimurium Ad1070 Environment Seeding 48h 3+2°C / 0-2-2-1-0 1.0 + + + 6 | b

2024 | o242 |Pancakes residue (RTRH S. Typhimurium Ad1070 Envionment | Seeding 48h 32°C / 02240 | 10 | + + + 6 | b
products industry)

2024 | 243 |Mushroom sauce residue (RTRH | o (oo A4o303 Envionment | Seeding 48h 32°C / 14042 | 10 | - : : 6 | b
products industry)

2024 | 244 |Sardines residue (Seafood S. Cubana Ad2323 Environment | Seeding 48h 3+2°C / 14042 | 10 | - : : 6 | b
products production)

2024 | 245 |Porkmeatresidue (meat S. Typhimurium Ad1070 Environment | Seeding 48h 3+2°C / 02240 | 10 | + : : 6 | b
products industry)

2024 1764 | Residues of shredded beef S.Bredeney 912 Pork meat Seeding 48h 3+2°C / 1-0-4-3-3 2.2 + + + 6 | b

2024 1765 | Residues of shredded beef S.Newport Adria 586 Beef meat Seeding 48h 31+2°C / 3-1-1-0-1 1.2 + + + 6 | b

2024 1766 | Residues of parmentier S.Newport Adria 586 Beef meat Seeding 48h 3+2°C / 3-1-1-0-1 1.2 + + + 6 | b

2024 1767 | Residues of chipolata S.Indiana 538 Pork meat Seeding 48h 3+2°C / 0-0-0-2-0 04 + + + 6 | b
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MICROVAL® [l

Artificial contamination

Global result
HEED °.f Samople Product . Inoculation level Salmonella spp.
analysis N Injury .
Strain Origin Injury protocol measure- i o5 peion
, CFX 96 | CFXOPUS
ment Enumeration | Mean standard | DeepWell
2024 1768 | Residues of chipolata S.Typhimurium Ad2508 Porl§ Seeding 48h 3+2°C / 1-0-2-1-1 1.0 + + 6
environment

Process water before cleaning . . o

2024 246 (meat products production) S. Lexington 2003S16 Soya Seeding 48h 3+2°C / 1-3-1-2-0 14 + + 6

2024 | 247 |Process waterbefore cleaning | g )yciorqam Ad1767 Meat product | g0 jing 4gh 3+2°C / 30423 | 18 : : 6
(turkey meat production) environment

2024 | 24 |Rinsewaterbeforecleaning g )10 Ag1767 Meat product | g 4ing 4gh 3+2°C / 30423 | 18 + + 6
(meat products production) environment

2024 | 249 |Process waterbefore cleaning | o )orqom Ag1767 Meat product | g 4ing 4gh 3+2°C / 30423 | 18 + + 6
(chicken meat production) environment
Rinse water hefore cleaning . . o

2024 250 (brioche bakery production) S. Lexington 2003516 Soya Seeding 48h 3+2°C / 1-3-1-2-0 1.4 + + 6

2024 | 251 | Waterbeforecleaning (RTRH | g ) \oiorqam Ad1767 Meat product | g0 jing 4gh 3+2°C / 304123 | 18 : : 6
products industry) environment

2024 | 252 |Process waterbefore cleaning | g )i iam Ad1767 Meat product | g 4ing 4gh 3+2°C / 30423 | 18 + + 6
(meat products industry) environment

2024 | 253 |Frocess water before cleaning | g o o Seafood Seeding 48h 3+2°C / 14400 | 06 : + 6
(seafood products industry) product

2024 | 254 |Process waterbefore cleaning | g o gy Seafood Seeding 48h 3+2°C / 14400 | 06 : : 6
(seafood products industry) product

2024 | 255 |Processwateraftercleaning g gy Seafood Seeding 48h 3£2°C / 14400 | 06 + + 6
(seafood products industry) product

2024 gtg |Frocesswateraftercleaning |\ o000 Aq1723 Environment | Seeding 48h 3£2°C / 1-0-122 | 12 . . 6
(meat products industry)

2024 819 | Rinse water after cleaning S.Ouakam Ad1647 Environment | Seeding 48h 3+2°C / 0-4-6-1-3 2.8 + + 6

2024 g9 |Rinse water after cleaning SMbandaka Ad1723 Environment | Seeding 48h 3£2°C / 10422 | 12 . . 6
(vegetable meat product)

2024 821 Rinse water after cleaning S.Ouakam Ad1647 Environment | Seeding 48h 3+2°C / 0-4-6-1-3 2.8 - - 6

2024 1763 | Frocess water after cleaning | ¢ 4000, Ad929 Beef Seeding 48h 3+2°C / 10111 | 1.0 . . 6
(pork meat industry) environment

2024 1841 | Rinse water (pastry product) S.Typhimurium 633 Pastry product | Seeding 48h 3+2°C / 1-1-4-0-2 1.6 + + 6

2024 1842 | Rinse water (pastry product) S.Derby Ad1683 Pastry product | Seeding 48h 3+2°C / 1-1-2-1-1 1.2 + + 6

2024 1843 | Rinse water (pork industry) S.Brandenburg Ad2420 Sausage Seeding 48h 3+2°C / 0-1-3-2-3 1.8 - - 6
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Appendix 5 - Sensitivity study: raw data

RAW, RTC, RTE AND RTRH MEAT PRODUCTS EXCLUDING POULTRY (COMBINED)

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16hat37 £1°C +72 hat 5 + 3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
E = PCR result PCR result 3°C 5°C + 3°C
© c
@ Q E @ B 2 3
= L = = QS5 CFX96 standard CFX Opus Deepwell ) B L& QS5 CFX96 standard CFX Opus Deepwell | @ B2 2l
S | Sample g3 B = 2|8 3 > N |9 g
© ° Product 2= £ = S | © - | 2 S T | ® - IR
5 | N g8 & 3 g8 513 g HE 5§ |2(81
5 Eic| " | = = = £ e |3 218 = = = £ e |3 2|g|°
2 g |2 8| o 8 - S - E18|El3| 8|82 S| & S | _ S| _ 18|53 8|3 |2
s 8| = | 8 |5 < S £ < S |5 |2|c|2|8&|° g2 =| 8|5 ¢|8|5|<c| 8 |5/8|c|t|gl°| g2
g [8| ¢ o | 8| & o 3 g o g | < 5 5 <& 2| & |8 & | o |8| ¢ o | 2| = g9 < | &
e & g | 2 |&]| g 2 < g 2 | & s |9 Elx| 2| 2 |2 g8 |2 |&] g | & |£ T s |3 5| <
3 3 3 = S 5] S S S < 3 b
o | & o | &
(&) (&)
2025 | 118479 | Pork roast slice + | P | 1653 | 3381 | + | 1641 | 3925 + 16.80 36.08 + | + | + | + | + | PA |PA|PA| 1642 | 3348 | + | 1741 | 3555| + | 1704 | 3876 | + | + | + | + | + | PA | PA |PA|1]a
2025 | 118480 | Haw without rind - P | NA | 322 | - | NA 34.22 - N/A 36.27 - | - | -] -1-1 NA [NA[NA 1] a
2025 | 118481 | Cervelas salad P| NA | 3230 | - | NA 35.08 - N/A 36.94 - | - | - -1 -1 NA [NA[NA 1] a
2025 | 118482 | Pork snout salad - | P| NA | 272 | - | NA 35.02 - N/A 35.67 - | - | - -1-1 NA [NA[NA 1] a
2025 | 118483 | Pork knack (22.9%FT) | + | P | 1926 | 3374 | + | 1802 | 3693 ¥ 20.67 37.68 + | + | + | + | + | PA |PA|PA| 1693 | 3406 | + | 1806 |37.15| + | 1635 | 3875 | + | + | + | + | + | PA | PA |PA|1]a
2025 | 118484 | Terrine (25%FT) -~ | P| NA | 3075 | - | NA 3458 - N/A 38.18 - | - | - -1 -1 NA [NA[NA 1] a
2025 | 118485 | Pork RTE - P | NA | 3331 | - | NA 35.54 - N/A 32.58 - | - | - -1-1 NA [NA[NA 1] a
2025 | 118586 | Beef tongue + | P | 2816 | 3347 | + | 2982 | 3429 ¥ 27 54 33.28 + | + | + | + | + | PA [PA|PA| 2572 | 3348 | + | 2651 | 3398 | + | 264 | 3745 | + | + | + | + |+ | PA | PA |PA[1]a
2025 | 118587 | Veal meat + | P | 2684 | 3279 | + | 2876 | 3427 ¥ 26.90 32.88 + | + | + | + | + | PA |PA|PA| 2321 | 3336 | + | 2405 | 3534 | + | 2338 | 3743 | + | + | + | + |+ | PA | PA |PA|1]a
2025 | 118588 :f:;a"‘r’:t'i‘o‘z'“ v || 3582 | 33141 | + | 3547 | 3478 + 3360 | 3323 | + | + | + | + | + | PA |PA|PA| 3365 | 3340 | + | 3469 |3398| + | 3687 | 3648 | + | + | + | + |+ | PA | PA |PA|1]a
2025 | 119842 | Ham with rind + | P | 3058 | 3247 | + | 3247 | 3341 + 3453 32.37 + | + | + | + | + | PA |PA|PA| 2132 | 2771 | + | 2961 | 3332 | + | 3099 | 3277 | + | + | + | + |+ | PA | PA |PA|1]a
2025 | 119843 | Pate -~ [P | NA | 328 | - | NA 33.42 - N/A 32.48 - | - | - -1 -1 NA [NA[NA 1] a
Pork tenderloin with
2025 | 119844 | porcini mushroom + | P | 1810 | 3394 | + | 1947 | 37.23 + 18.25 33.83 + |+ |+ |+ |+ | PA |PA|PA| 1422 | 3527 | + | 1504 |3873| + | 1731 | 3631 | + | + | + | + [+ | PA | PA |[PA|1]a
sauce
2025 | 119845 | Beef with onions - P | NA | 339 | - | NA 33.60 - N/A 33.64 - | - | - | - -] NA [NA[NA| NA | 3206 | - | NIA |3443] - | NA | 3375 | - | - | - | - | -| NA | NA |[NA[1]a
2025 | 119846 | Diced ham + | P | 2599 | 3258 | + | 3104 | 3369 ¥ 30.14 33.87 + | + | + | + | + | PA |PA|PA| 2727 | 3264 | + | 2998 | 3377 | + | 295 | 3345 | + | + | + | + | +| PA | PA |PA|1]a
2025 | 119847 | Veal meat + | P | 2855 | 3348 | + | 2061 | 3371 + 29.02 3410 + | + | + | + | + | PA |PA|PA| 2628 | 3322 | + | 27.04 | 349 | + | 2669 | 3343 | + | + | + | + | +| PA | PA |PA|1]a
2025 | 119848 | Pork snout salad + | P | 1857 | 3345 | + | 2348 | 3583 + 22.03 3470 + | + | + | + | + | PA |PA|PA| 2127 | 3278 | + | 2276 | 3538 | + | 2239 | 3389 | + | + | + | + | + | PA | PA |PA|1]a
2025 | 119849 E:Ep(e'i‘;ef"‘eetw"h v || 1844 | 3201 | + | 2495 | 3453 + 2341 | 3304 | + | + | + | + | + | PA |PA|[PA| 1851 | 32520 | + | 234 | 343 | + | 2274 | 3308 | + | + | + | + |+ | PA | PA |PA|1]a
2025 | 119850 | Beef bourguignon + | P | 1695 | 3559 | + | 1818 | 36.99 + 17.29 37.20 + | + | + | + | + | PA |PA|PA| 1660 | 3448 | + | 163 | 3617 | + | 17.26 | 3601 | + | + | + | + | +| PA | PA |PA|1]a
2025 | 119851 | Cervelas with P| NA | 3241 | - | NA | 3327 - N/A 38328 | - | - | -|-|-] NA|[NA|NA 1]a
vinaigrette sauce
0,
2025 | 119852 re‘:":e:‘l’:isn”m/“ + | P 2011 | 3255 | + | 1974 | 36.14 + 20.00 35.45 + |+ |+ |+ | + | PA |PA|PA| 1742 | 3341 | + | 1917 | 3622 | + | 1863 | 3559 | + | + | + | + |+ | PA | PA |PA[1]|a
2024 | 2491 | Frozen raw veal - | P| NA | 3192 | - | NA 32.54 - N/A 32.43 - | - | - -1-1 NA [NA[NA 1] b
34.26
ay | 259 |
2024 | 2492 | Frozen raw pork + | P | 2661 | 3133 | + | 2834s | 3211 + 2755 32.05 # |+ |+ |+ [+ | PA |PA|PA| 2260 | 2987 |+ | 2876 | NA | + | 000 | 3499 | 2|+ |+ |+ |+ | PA | PA |PA|1|D
2009 | 354
2024 | 2530 | Marinated beef meat + | P | 3226 | 3182 | + | 3362 | 3284 + 34.02 32.41 + | + | + | + | + | PA |PA|PA| 3142 | 3089 | + | 333 |3311| + | 3207 | 3247 | + | + | + | + | + | PA | PA |PA|1]D
2024 | 2531 | Marinated pork meat + | P | 2800 | 3103 | + | 2049 | 3248 + 29.28 32.19 + | + | + | + | + | PA |PA|PA| 2022 | 2757 | + | 3233 | 3274 | + | 3129 | 3163 | + | + | + | + | + | PA | PA |PA|1]b
2024 | 2532 :‘:":r:;gzi‘fg beef v | Pl 2095 | 3227 | + | 23 | 3201 + 2185 | 3256 | + | + | + | + | + | PA |PA|PA| 2088 | 3055 | + | 223 |3255| + | 2023 | 3174 | + | + | + | + |+ | PA | PA [PA|1]D
2023 | 4782 | Raw fresh beef meat + | P | 2676 | 2736 | + | 3187 | 3268 ¥ 26.68 35.42 + | + | + | + | + | PA |PA|PA| 2611 | 2968 | + | 2935 | 3258 | + | 39.04 | 3521 | + | + | + | + | +| PA | PA |PA|1]D

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)

ADRIA 76/130 version 1



Standardized report -Qualitative methods

gg%iéﬁgg _e gg:tmofast PCR method - M I C R 0 VA L UUH
NEN

02 March 2026]

RAW, RTC, RTE AND RTRH MEAT PRODUCTS EXCLUDING POULTRY (COMBINED)

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16hat37 £1°C +72h at 5 £ 3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
E g PCR result PCR result 3°C 5°C + 3°C
2 S |2 2 3 2 3
= 252 Qs5 CFX96 standard CFX Opus Deepwell 2 2| 2 Qs5 CFX96 standard | CFX Opus Deepwell | & 3 e =
S | Sample |, o g3 2 > 2| g 5 > 2|8 3|88
5 N° roduc sl g s S| 8 B = Is) S| 3 Bl=|27
2 Ei| 0| - = = £ 8|3 28| = = = £ 8|3 | g|°
= 8 12| S| 4 S | 4 S = HEAE AN A IR S | _ S | _ Slg|2|2| 8| 8|2
2 || g 2 |&] 8| 2 | & 8 2 | < 2|3 Slx| 2| 2 |= 82 |2|=2| 8| 2 [ F : B 5=
3 3 3 < | & S| 3 3 3 < | & S
o | o | &
(&] (&]
2023 | 4783 | Raw fresh beef meat + | P | 2482 | 2884 | + | 2879 | 3242 ¥ 3376 | 3433 | + | + | + | + | + | PA |PA|PA| 2377 | 3098 | + | 2598 | 3256 | + | 3254 | 3507 | + | + | + | + | +| PA | PA |PA|1]D
2023 | 4784 | Raw fresh beef meat + | P | 2676 | 2956 | + | 3267 | 3248 ¥ 2638 | 3439 | + | + | + | + | + | PA |PA|PA| 2933 | 3098 | + | 31.26 | 3187 | + | 3567 | 3479 | + | + | + | + |+ | PA | PA [PA[1]D
2023 | 4785 | Raw fresh pork meat + | P | 2947 | 29069 | + | 3075 | 32.19 ¥ 3154 | 3401 + | + | + | + | + | PA |PA|PA| 2718 | 31.00 | + | 30.01 | 3212 | + | 3423 | 3463 | + | + | + | + |+ | PA | PA |PA|1]b
2023 4786 Raw fresh pork meat - P | NA 25.68 - N/A 32.28 - N/A 33.74 - - - - - NA | NA | NA 11b
2023 | 5700 | Raw beef meet (steak) | + | P | 19.90 | 30.30 | + | 21.27 | 3254 ¥ 16.35 / + | + | + | + | + | PA [PA|PA| 2103 | 3054 | + | 22.95 | 3359 | + | 2506 | 3562 | + | + | + | + |+ | PA | PA [PA|1]b
2023 | 5701 | Raw lamb meat + | P | 2355 | 3036 | + | 2558 | 31.90 ¥ 3200 | 3516 | + | + | + | + | + | PA |PA|PA| 2542 | 3136 | + | 26.72 | 3236 | + | 27.05 | 3552 | + | + | + | + |+ | PA | PA |PA|1]b
2023 | 5702 | Rawbeefmeat(balls) | + | P | 1913 | 3237 | + | 2010 | 33.60 ¥ 2220 | 3764 | + | + | + | + | + | PA |PA|PA| 1989 | 32.05 | + | 20.75 | 3445] + | 2186 | 3596 | + | + | + | + |+ | PA | PA [PA|1]D
2023 | 5703 | Raw veal meat [P NA | 3127 | - | NA | 322 - NA 35.33 - - |- _ | NA [NA[NA 1]b
2023 | 5704 | Raw pork meat P| NA | 3179 | - | NA | 3307 Bl o8 e | - | | - | - | NA | NA|NA 10
2023 | 6010 | Raw pork meat + | P | 2440 | 3186 | + | 2426 | 3175 ¥ 2432 | 3137 | + | + | + | + | + | PA |PA|PA| 2407 | 3214 | + | 2475 | 3229 + | 2415 | 319 |+ | + | + | + |+ | PA | PA |[PA|1]D
2023 | 6011 | Raw pork meat + | P | 2615 | 3184 | + | 2635 | 3098 ¥ 2623 | 3145 | + | + | + | + | + | PA |PA|PA| 2551 | 31.08 | + | 26.37 | 3198 + | 2583 | 3206 | + | + | + | + |+ | PA | PA [PA[1]b
2023 | 6012 | Raw pork meat [P | NA | 318 | - | NA | 319 - N/A 31.80 - | - [ - [ -1 -1 NA [NA[NA 1]b
2023 | 6014 | Raw pork meat [P NA | 3154 | - | NA | 31.33 - NA 31.61 - | - [ - [ -1 -1 NA[NA[NA 1]b
2023 | 6015 | Raw pork meat + | P 3888 | 3253 | + | 3640 | 31.72 ¥ 3504 | 3192 | + | + | + | + | + | PA | PA|PA| 3316 | 3486 | + | 36.74 | 3232 | + | 3838 | 3212 | + | + | + | + |+ | PA | PA |PA|1]b
2023 | 6120 | Raw beef meat P NA | 3222 | - | NA | 3219 - N/A 32.03 - | - [ - [ -1 -1 NA [NA[NA 1]b
2023 | 6121 | Raw pork meat P NA | 3209 | - | NA | 3214 - N/A 32.09 - | - [ - [ -1 -1 NA [NA[NA 1]b
2023 | 6122 | Raw veal meat P| NA | 3233 | - | NA | 3156 - NA 31.27 - | - [ - -1 -1 NA[NA[NA 1]b
2023 | 6123 | Raw beef meat P| NA | 3166 | - | NA | 3171 - NA 3208 - | - [ - -1 -1 NA[NA[NA 1]b
2023 | 6124 | Raw lamb meat [P NA | 3177 | - | NA | 3170 - NA 3152 - | - [ - -1 -1 NA [NA[NA 1b
2024 | 376 | Raw sausage + | P | 2522 | 2081 | + | 2664 | 39.99 ¥ 2624 | 3432 | + | + | + | + | + | PA |PA|PA| 2542 | 31.77 | + | 27.38 | 3349 | + | 2551 | 3375 | + | + | + | + |+ | PA | PA |PA|1]c
2024 | 377 | Raw smoked bacon [P NA | 2003 | - | NA | 3335 - N/A 32.03 - | - [ - [ -1 -1 NA [NA[NA 1] ¢
2024 | 378 E:m"““fsmked + | P l1708| + | 1898 | 3593 + 1801 | 3450 | + | + | + | + | + | PA |PA|PA| 1786 | 3157 | + | 2049 |3495| + | 1843 | 3345 | + | + | + | + |+ | PA | PA |PA|1]C
2023 | 4477 | Chorizo P NA | 3030 | - | NA | 3337 - N/A 34.23 - | - [ - [ -1 -1 NA [NA[NA 1 c
N/A
with | 33.98/ | .., :
2023 | 4478 | Sausage v P a(mp,)/ o790 | 3638 | 2899 | + | 3016 | 3344 | + |+ | + | + |+ | A |PA|PA iy | o8 | 3105 (3233 | + | 348 | 3365 | + | + | + | + | +| PA | PA |PA|1]c
2802 | 27.62 ' '
7.56
2023 | 4479 | Sausage P | NA | 3267 | - | NA | 3248 - NA 33.39 - | - [ - -1 -1 NA [NA[NA 1 c
39.760 | 3219 oD
2023 | 4480 | Merguez P NA | 2911 | - | NA | 3283 - |52 | 3485 | Hat| - | - | - | - | NA [NA|FD 1c
N/A 34.84
2023 | 4481 | Smoked chorizo P| NA | 2015 | - | NA | 3383 - NA 34.18 - | - [ - -1 -1 NA [NA|NA 1 c
2023 | 4482 | Sausage ~ [P | NA | 2884 | - | NA | 3435 - N/A 34.09 - | - [ - [ -1 -1 NA [NA[NA 1] ¢
2023 | 4545 | Raw bacon [P NA | 309 | - | NA | 3316 - N/A 35.31 - | - [ - [ -1 -1 NA [NA[NA 1] c
2023 | 4546 | Merguez + | P 1802 | 3341 | + | 2355 | 33.16 ¥ 28.11 3444 | + | + | + | + | + | PA |PA|PA| 2057 | 3041 | + | 2360 | 303 | + | 2443 | 3534 | + | + | + | + |+ | PA | PA |PA[1]c
2023 | 4547 | Sausage + | P | 1792 | 318 | + | 2113 | 33.33 ¥ 2448 | 3467 | + | + | + | + | + | PA |PA|PA| 1841 | 3224 | + | 2254 | 3129 + | 2347 | 35 |+ | + | + | + |+ | PA | PA [PA|1]c
6.68
2023 | 4548 |Bacon | P | 1792 | 3091 | + 2(?21/ 31““8’2* it | 2432 | 3542 | + |+ | + | + | + | PA |PA|PA| 1908 | 3188 | + | 2142 | 2067 | + | 2201 | 3519 | + | + | «+ | + |+ | PA | PA [PA[1]c
2023 | 4549 | Raw fresh pork meat + | P | 1648 | 3008 | + | 2015 | 3242 ¥ 2319 | 3454 | + | + | + | + | + | PA |PA|PA| 1628 | 31.79 | + | 20.33 | 2944 | + | 2306 | 3501 | + | + | + | + |+ | PA | PA |PA|1]c
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RAW, RTC, RTE AND RTRH MEAT PRODUCTS EXCLUDING POULTRY (COMBINED)

Alternative method: Salmofast® PCR Kit
16 h at 37 +1°C 16 hat37+1°C+72hat5*3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
& |5 PCR result PCR result 3°C 5°C£3°C
2 S |2 2 3 2 3
= = QS5 CFX96 standard CFX Opus Deepwell ] B2 Qs5 CFX96 standard CFX Opus Deepwell | @ 3|2 2
c | Sample g8 B = 2| = = 2| =9 g
- Ne | Product £35S S S| 5 B2 S S |3 B85
° ® o & © o | = < o © © | = © 2 | S
s En | = = = E N 21 8| = = 2 E 2= 2|8
> g 1z €| = S S = 518|838 |8|al S| = S | = Sl =5 E1818|3| 8|5 |2
2183 | S 5|3 S8 2 S |8=1°5/& ° 8|83 /S8 |S|8| 3| &S |8/21°5|8° 8|z
.~ ° << - = -
|8l |2 |& =) 2 & & g & : E Slglc| 2|8 2|8 2|2 & T |23 |E|
< g g 2| x 5 = < < o |la 5
193 %3 %3 X |9 © 193 193 193 X |9 ©
o | & o |
(&) (&)
2023 5705 Dry-cured ham i P | 20.31 31.54 i 20.86 32.83 + 22.88 35.73 + + + + PA | PA|PA| 20.31 3209 | + | 2115 | 3376 | + | 20.62 37.3 + + + + | + PA PA |PA[1]cC
2023 5706 Raw sausage i P | 24.25 30.31 i 25.79 31.75 i 26.58 34.48 i i i i i PA | PA|PA| 2483 | 3265 | + | 2533 | 3237 | + | 24.98 34.96 i i i T (s PA PA |PA[1]cC
2023 5707 Raw smoked bacon i P | 19.26 30.96 i 20.51 32.79 i 21.81 39.38 i i i i i PA | PA|PA| 1969 | 3191 | + | 21.09 | 3358 | + | 2146 38.56 i i i i PA PA |PA[1]cC
2023 5713 | Raw sausage - P | NA 28.22 - N/A 32.37 - N/A 35.09 - - - - - NA | NA | NA 1]c
N/A/ | 35.19/ i
2023 5714 | Raw merguez + | P | 3293 | 27.99 + 3413 31.96 + 36.38 35.34 + o+ |+ |+ PA | PA|PA| 3460 | 3150 | + | 3895 | 3231 | + | NA -3 -fi-|  + + | + |- | PA | PA ex 1]c¢
N/A 5.27
2023 6125 Raw sausage P | NA 31.73 - N/A 32.85 - N/A 33.05 - - - - - NA | NA | NA 1]c¢
2023 6126 Raw serrano ham - P | NA 32.64 - N/A 32.15 - N/A 32.44 - - - - - NA | NA | NA 1]1¢c
2023 6127 Raw beef merguez - P N/A 33.29 - N/A 32.04 - N/A 33.02 - - - - - NA | NA | NA 1]c
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MCS& ILS Report
[2023LR125 - Salmofast PCR method —
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M|CR0\/Am|; Wi

RAW AND HEAT-PROCESSED MILK AND DAIRY PRODUCTS (COMBINED)

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16hat37 £1°C +72 hat 5 + 3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
E = PCR result PCR result 3°C 5°C + 3°C
© c
@ Q E @ B 2 B
= £ § = QS5 CFX96 standard CFX Opus Deepwell 3 B &£ QS5 CFX96 standard CFX Opus Deepwell | @ B £ =
£ | Sample RN = 2| € = > E S| 9 g
© o Product = S © @ - § S S | ®© - = |2 3
5 N g S g g |2 5|3 T 5|2 s 2|87
5 gic| " — — — £ o | = T2 — — — £ o 8= B g |©
S g8 %] 8| _ S | _ S - HEEI R R S | _ S | _ €883 8|32
s 18§/l 2| 8 |5| 2 S | 3 < S |5 |28|c|e|&|  °|gl3| 2| 8|5 ¢|8|5/ &| &8 |5/8|°|2|g °|g|2
s18/ e | c |8l | S | B & | S |B|=| |5|s S| E| 2|8 B el& E| e &= |22 £ |
o o Tgﬁ 4 [ T% b 4 T% Z 4 < R LLI; E E Z o E < [v4 E < 4 < R 6 E
(%] 9] 9] X | o o 3 3 3 X |9 ©
o | & O | &
(&) (&)
2024 | 1560 | Raw cow's milk + | U | 2993 | 3255 | + | 3493 | 3368 + 34.88 33.38 + | + | + | + | + | PA |PA|PA| 2804 | 2764 | + | 3647 | 3313 | + | 3396 | 3345 | + | + | + | + |+ | PA | PA |PA|2]a
NA/ | 3247/
2024 | 1561 | Raw cow's milk U | 3182 | 3368/ | -++| 3381 | 3394 + 34.60 33.91 P NA;"‘*" PD | PD | 3071 | 3277 | + | 3246 [ 3328 + | 3192 | 3335 |+ | + | + |+ |+| PD | PD [PD|2]|a
3208 | 33.48
2024 | 1562 | Raw cow's milk cheese | + | U | 19.84 | 3292 | + | 2364 | 3423 ¥ 2459 32.80 + | + | + | + | + | PA |PA|PA| 2206 | 3216 | + | 2317 | 3562 | + | 2261 | 3439 | + | + | + | + |+ | PA | PA |PA|2]a
2024 | 1563 | Raw cow's milk cheese | + | U | 26.96 | 3231 | + | 3232 | 3351 ¥ 32.39 33.55 + | + | + | + | + | PA |PA|PA| 3042 | 3111 | + | 3159 | 3334 | + | 3136 | 3336 | + | + | + | + | +| PA | PA |PA|2]|a
2024 | 1564 | Rawcow's milkcheese | + | U | NA | 315 | - | NA 34.28 - N/A 33.45 - ; - | ND [ND|ND| NA | 3343 | - | NA |3409| - | NA | 3447 | - | - ND | ND |[ND|2]a
2024 | 1565 | Raw cow's milk cheese | + | U | 17.35 | 3393 | + | 1895 | 36.23 ¥ 19.47 35.48 + | + | + | + | + | PA |PA|PA| 1892 | 3239 | + | 1988 | 3456 | + | 1951 | 3423 | + | + + | +| PA | PA |PA|2]a
2024 | 1566 | Raw cream U| NA | 3246 | - | NA 3357 - N/A 33.16 - | - | - -1-1 NA [NA[NA 2] a
2024 | 1567 | Raw butter + | U | 1724 | 3339 | + | 2011 | 3555 + 20.60 33.06 + | + | + |+ | + | PA [PA[PA| 1692 | 302 | + | 1832 |3645| + | 1814 | 3594 | + | + | + | + | + | PA | PA |[PA|2]a
2024 | 1568 | Raw butter + | U | 1854 | 3206 | + | 2113 | 3485 + 20.12 34.45 + | + | + | + | + | PA |[PA|PA| 169 | 3235 | + | 1862 | 3682 | + | 1807 | 341 | + | + | + | + |+ | PA | PA |PA|2]a
2024 | 1569 | Raw butter U | 1659 | 3300 | + | 1944 | 3591 ¥ 17.96 35.50 + | + | + | + | + | PD |PD|PD| 1685 | 327 | + | 1902 | 3445 | + | 1848 | 3453 | + | + | + | + | + | PD | PD |PD|2|a
2024 | 1684 | Raw butter U| NA | 3150 | - | NA 33.44 N/A 34.35 ; - | NA |[NA|NA AE
3880 | 3342/ oD
2024 1685 Raw cow's milk cheese V] N/A 31.26 - N/A/ 34.38/ +[-[- N/A 33.57 - - - NA ot NA 2|a
N/A 34.33 e
3941/ | 3431/ oD
2024 1686 Raw cow's milk cheese V] N/A 32.56 - N/A/ 34.4/ +[-[- N/A 34.19 - - - NA ot NA 2|a
N/A 34.96 e
2024 1687 Raw cow's milk cheese U N/A 33.03 - N/A 34.27 N/A 34.02 - - - NA NA | NA 2|a
2024 | 1688 | Raw cow's mikk - | U| NA | 3142 | - | NA 33.65 - N/A 33.83 - NA | NA | NA AE
2023 | 4802 | Raw butter + | U | 2172 | 3156 | + | 2403 | 3321 + 2460 3453 + | + | + | + | + | PA |PA|PA| 2178 | 3282 | + | 2305 | 3113 | + | 2363 | 3485 | + | + | + | + |+ | PA | PA |PA|2]a
2023 | 4803 | Raw cream U| NA | 3308 | - NA 32.46 N/A 35.25 ; - | NA |[NA|NA AE
2023 | 4804 | Raw cow milk cheese - U | NA | 3267 | - NA 32.48 - N/A 35.00 - NA | NA | NA AE
2023 | 4805 |Rawcowmilkcheese | + | U | 1682 | 3224 | + | 1821 | 3396 ¥ 2114 37.24 + | + | + | + | + | PA |PA|PA| 2258 | 3239 | + | 2187 | 323 | + | 255 | 3473 | + | + | + | + | +| PA | PA |PA|2]a
2023 | 4806 | Raw cow milk cheese U | 1786 | 3316 | + | 1902 | 3346 ¥ 18.57 38.40 + | + | + | + | + | PD |PD|PD| 2092 | 36.38 | + | 2037 | 3293 | + | 2366 | 3492 | + | + | + | + | + | PD | PD |PD|2|a
2024 | 119 zﬁ::es‘;”zed cow milk Pl NA | 3175 | - | NA | 3204 N/A 32,09 . - | NA |NA|NA 2| b
2024 120 Pasteurized cream P N/A 31.95 - N/A 32.20 N/A 31.77 - - - NA NA | NA 2|b
Pasteurized cow milk
204 | 20 | 2SR + | P | 2866 | 3303 | + | 3123 | 3342 + 3125 33.39 + |+ | + |+ | + | PA |PA|PA| 2354 | 3252 | + | 2749 [3301| + | 2703 | 3405 | + | + | + | + |+ | PA | PA |PA|2]D
2024 | 122 E::g)desse"(pa““a v | Pl o730 | 3319 | + | 3354 | 3400 + 3394 | 3401 | + | + | + | + | + | PA |PA|PA| 2002 | 3843 |+ | 2107 | 1 | + | 2020 3817 |+ | + | + | + |+ | Pa | PA [PA|2]D
2024 | 123 ;alf;‘:;;';ffﬁL‘f;:f v | plorao| 3272 | + | 2883 | 3361 + 2018 | 3344 | + | + | + | + | + | PA |PA|PA| 2492 | 3372 | + | 2592 | 346 | + | 253 | 3423 | + | + | + | + |+ | PA | PA [PA|2]D
2024 | 124 5;:;‘:‘;”29“‘”‘* mik |yl p | 2190 | 3120 | + | 2674 | 3351 + 2720 | 3280 | + | + | + | + | + | PA |PA[PA| 1921 | 3272 | + | 2189 | 3524 | + | 2189 | 3444 | + | + | + | + |+ | PA | PA [PA|2]D
2023 | 4525 zﬁ::es‘;”zed cow milk Pl NA | 3112 | - | NA | 3371 N/A 33.60 . - | NA |NA|NA 2| b
2023 | 4526 zﬁ::es‘;”zed cow milk P| NA | 3087 | - NA 33.08 N/A 33.41 ; - | NA |NA|[NA 2| b
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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RAW AND HEAT-PROCESSED MILK AND DAIRY PRODUCTS (COMBINED)

Alternative method: Salmofast® PCR Kit
16 h at 37 £ 1°C 16 h at 37 £ 1°C +72 h at 5 £ 3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
& |5 PCR result PCR result 3°C 5°C + 3°C
© c
2 S| 2 3 2 3
= L5 = QS5 CFX96 standard CFX Opus Deepwell ) B &£ QS5 CFX96 standard CFX Opus Deepwell | @ B £ =
€ | Sample S8 B g 2| = = > 2| s =19 g
< Product e S| £ = s | & - | 2 S | 5 = | 3 g
= N° = 8 L c 1) = = = c D = = | 2 &
° [ = © © = < o © o | = < o | S
= Ei| = = = E 213 213 = & = £ 23 2|g|°
= g8 || €| - S — S — El8|2l2| 8|82 €| - S | o S | - < 82|12 8| 8|2
s 18§/l 2| 8 |5| 2 S | % < S |5 |8|c|2| 8| °|g|2| | 8|5/ 2|8|5| | 8 |s5/8|°|2|8°|g|3
2 ° IS o 3 < o 3 < ’EY 3 < £ o IS o 3 < o 3 < o 3| = £ o
LI A N 5|2 Slg| 2| 2 (% = |2|% 2| 2% 7| g8 |&|z
[%5] w [%5] ™ [%5] [%5] [%5] ™
o | & O | &
(&) (&)
2023 | 4527 5;:;‘:‘;”29“‘”‘* mik |yl p | 2600 | 2020 | + | 3268 | 3251 + 3108 | 3312 | + | + | + | + | + | PA |PA|PA| 3042 | 3177 | + | 3261 [3012| + | 3243 | 3435 | + | + | + | + |+ | PA | PA [PA|2]D
2023 | 4528 | Pasteurized cream P NA | 3133 | - NA 32.08 - N/A 3272 - | - | - -] -] NA [NA|NA 2] b
34.34/
- | 3054
28.7
(37.00) | 3031/ . o | 3513
2023 | 4529 | Pasteurized cream A N R A A B YN 33.40 - N/A 33.71 ol o o - PP oI NalNA| 3873 | 3182 | - | NA |2041| - | Nt | 3501 [ - | - | - | - | Na | NA [NA|2]D
NIAF | 30.000 | *-4- FP(at) 288 | 3549
NIAY | 3062 ™ :
NIAY | 30.04
N/A*
2023 | 5152 ‘;’f}.‘)‘te cheese (fat level P| NA | 3054 | - N/A 33.10 - N/A 35.16 - - - | - -] NA [NA|NA 21b
8.19 / ]
2023 | 5153 | Dairy dessert + | P | 1538 | 3220 | + | 1650 | 3625 5 16.41 / + |+ |+ |+ | + | PA |PA|PA| 1583 | 3331 | + | 17.82 | 3721 + 18"2& 557/ || + | + | + |+ | PA | PA |PA|2]D
: 879 | +
18.72
2023 | 5154 | Dairy dessert - | P | NA | 3057 | - | NA 3253 - N/A 3523 - | - | - -] -] NA [NA|NA 2] b
White cheese (fat level S7.79 (at)l | 34.43/
223 | 5155 | g Pl NA | 308 | - | NA 3247 - N/A/ 343 |att-| - | -] -] -] NA [NA|NA 2| b
b N/A 34.75
2023 | 5156 E::g)desse"(pa““a + | P | 1900 | 3454 | + | 21.14 N/A + | NA1947 | 13451 i+ | + | + | + | + | PA |PA|PA| 1716 | 3365 | + | 2038 | NA | + | 1977 / + | + |+ |+ |+| PA| PA|PA[2]D
2023 | 5157 cD:tig)desse" (panna P| NA | 2076 | - N/A 33.15 - N/A 36.62 - - - | - -] NA [NA|NA 21
2023 | 5158 z?li;"sﬂ‘;ﬁ‘;"("a"i"a + | Pl 1720 | 3147 | + | 1819 | 3578 + 18.03 / + |+ |+ |+ |+ | Pa |PA|PA| 1594 | 3221 | + | 1792 [3544| + | 1844 | 4 |+ | + | + | + |+ | pPa| PAalPAl2]b
2023 | 5159 | Dairy dessert + | P | 1688 | 3403 | + | 1799 | NA + 18.94 / # |+ |+ |+ |+ | pa |PA|PA| 1633 | 3428 | + | 1793 |3779| + | 1798 | 4 |+ | + |+ |+ |+| PA| PA|PA|2]D
(chocolate milk shake)
Grated Emmental 37.28/ 34.36/ PD
2023 | 5618 P ONA | 2841 | - | NA 30.04 - 3043 | 3496/ | #+-| - | - | - | - | NA |NA NA | 3202 | - | NA [3263| - | NA | 355 | - | - | - | -|-| NA| NA|NA|2|D
cheese FP(alt
N/A 34.92
3897/ | 34.38/ o
2023 | 5619 | Dairy dessert SR NA | 2814 | - | NA 30.13 - NIA/ 3427 | #Hat| - | - | - | - | NA | NA|PD 2| b
3.07(at) | 34.85 e
2023 | 5620 | Pasteurized cheese + | P | 1749 | 2795 | + | 1902 | 3106 ¥ 19.35 36.13 + | + | + | + | + | PA |PA|PA| 1662 | 3267 | + | 2001 | 3369 | + | 1944 ] + | + | + |+ |+ PA|PA|PA|2]D
2023 | 5621 Eﬁ::‘:‘;”ze" goat milk P| NA | 2008 | - | NA 29.82 - N/A 35.13 - | - | - | -|-1| NA |NA|NA 2| b
2023 | 5622 | Fresh pasteurized milk | + | P | 2038 | 2859 | + | 2167 | 30.14 B 21.01 36.05 + | + | + | + | + | PA |PA|PA| 1756 | 3314 | + | 1917 | 3413 | + | 1923 | 3899 | + | + | + | + | + | PA | PA |PA|2]|b
2023 | 5623 | Fresh pasteurizedmilk | + | P | 18.96 | 2869 | + | 2036 | 30.21 B 21.32 3555 + | + | + | + | + | PA |PA|PA| 2271 | 3258 | + | 2425 | 3236 | + | 2357 | 3657 | + | + | + | + | +| PA | PA |PA|2]|b
2024 | 136 gg;‘v‘g::"mmed milk v P 2o2m | v | 2387 | 3461 ¥ 299 | 3458 | + | + | + | + | + | PA |PA|PA| 1856 | NA |+ | 2136 | NA | + | 2165 | 3533 | + | + | + | + | +| PA | PA |PA|2]c
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RAW AND HEAT-PROCESSED MILK AND DAIRY PRODUCTS (COMBINED)

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16hat37 £1°C +72h at 5 £ 3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
& |5 PCR result PCR result 3°C 5°C £ 3°C
© c
2 S| 2 3 2 3
= L5 = QS5 CFX96 standard CFX Opus Deepwell ) B &£ QS5 CFX96 standard CFX Opus Deepwell | @ B £ =
£ | Sample g8 B = 2| = = = 2| =!8 g
< o Product = =) S| & - | 2 5 S| & - | 2|8 ¢
5 | N g8 & 3 g8 513 g HE 5§ |2(81
5 Eic| " | = = = £ e |3 218 = = = S e |3 2|g|°
2 g 1% S| - S | _ S - El8| 23 8|32 €| = S | S | _ E18| 8|3 8| % |2
& | 8| <= S | 5| = 8 = S 5 = | 8/c|E|g| @ |g|3| = S |5 = | 8|5 = § |5/ 8|9|2|g|°| g |3
g [8| ¢ o 2 2 o 2 2 o 2 | = glo | S| g o |8 & | &5 |8 ¢ o | 8| = g9 < | &
e & 8 2 || g 2 o g 2 o < |3 Elx| 2| 2 || 8|2 |2 g 2 || < < |8 5| <
3 3 3 = S 5] S S S < 3 b
o | X O | X
(&] (&]
2024 | 137 g’gcv‘g::"mmed milk v | P09 | + | 2147 | 3878 | + | 2054 | 3882 | + |+ |+ |+ | + | PA |PA|PA| 1808 | 3274 | + | 1904 |3a58| + | 1872 | 348 |+ | + | + |+ |+ | PA | PA |PA|2]cC
Semi-skimmed milk NAI | 33.35/ NA | 3472 N/A 34.63/ o 1wl
204 | 138 | oS + | P | NN | 3405 | M- | NA | 3489 | - fat/3 35203 | datt | + | - | - | - | N8 108 | 3054 | 3357 | + | 3508 (3462 + 3416 [ 3427 | + | + |+ |+ | +| PA | PA [PA|2]c
P NA | 3367 NA | 3434 7.2 4.4 i
Semi-skimmed milk
2024 | 139 |powderwith calcium, | + | P | 1986 | + | 2235 | 3833 * 226 | 3754 | + |+ | + |+ |+ | PA |PA|PA| 1832 | NA |+ | 2063|3577 + | 2001 | 3468 [+ | + | + | + |+ | PA | PA [PA[2]¢c
vitamins
2024 | 140 | Whole milk powder [P | NA | 3250 | - | NA | 3344 - N/A 33.48 - | - [ - [ -1 -1 NA [NA[NA 2] ¢
2024 | 141 | Whole milk powder + | P | 1981 / + | 2198 | 3580 ¥ 2148 | 3643 | + | + | + | + | + | PA |PA|PA| 1626 | NA | + | 1864 | NA | + | 1832 | 3658 | + | + | + | + |+ | PA | PA |[PA|2]c
2024 | 142 | Whole milk powder P 2109 | J + | 2397 | 3836 ¥ 2280 | 36.42 + | + | + | PA [PA[PA| 1494 | WA | + | 2162 | NA | + | 1993 | 3745 | + | + | + | + | +| PA | PA |[PA[2]c
2024 | 143 | Skimmed milk powder P 1930 | 3179 | + | 2879 | 3543 + 2852 | 34.93 ¥ + | PA |PA|PA| 1932 | N/A | + | 2404 | 3863 + | 2378 | 3665 | + | + | + | + |+ | PA | PA |PA|2]c
2024 | 144 | Organic skimmed milk P| NA | 3244 | - | NA | 3450 | - NA | 3455 | - | - | - |- |- | NA [NA|NA 2|
powder
. - i+
2024 | 145 | Milk powder (for coffee) | + | P | 1223 | / + | 254 N/A + 2454 | 3721 # |+ |+ |+ |+ | PA |PA|PA l'/’;;gg’ 33')’@’7* i+ | 2028 | NA | + | 1949 | | « [+ |+ |+ Pa|PAlPAl2]c
2024 | 146 | Whole milk powder [P | NA | 2878 | - | NA | 3307 - N/A 34.07 - | - [ - -1 -1 NA [NA[NA 2] ¢
2024 | 147 | Whole milk powder - [P NA | 2735 | - | NA | 3382 - N/A 35.37 - | - [ - [ -1 -1 NA[NA[NA 2] ¢
2024 | 148 ssv’:é':rk'mmed milk - |P| NA | 89 | - | NA | 3421 | - NA | 328 | - | - | - | - | - | Na | NA|NA 2| ¢
2024 | 149 ssv’:;':rkimmed milk - [P | NA | 3082 | - | NA | 3406 | - NA | a45 | - | - | - | - | - | NA | NA|NA 2| ¢
2024 | 150 | Skimmed milk powder - [P | NA | 2226 | - | NA | 3385 - N/A 33.36 - | - [ - [ -1 -1 NA [NA[NA 2] ¢
2024 | 151 | Skimmed milk powder - [P NA | 2219 | - | NA | 3400 i N/A 34.73 - | - [ - [ -] -] NA [NA[NA 2 ¢
NAL | NAY ?a?)? 35.26/
2024 152 Skimmed milk powder - P il- 35.21/ at/-/- N/A 34.69 - - - - - NA | NA | NA 2|¢c
NA | 3340 N/AJ
N | 3631
2024 | 153 | Skimmed milk powder - [P NA | 3070 | - | NA | 3421 - N/A 35.66 - | - [ - [ -[ -] NA [NA[NA 2 ¢
2024 | 154 | Skimmed milk powder [P NA | 2680 | - | NA | 3428 - N/A 34.47 - | - [ - [ -1 -1 NA [NA[NA 2] ¢
17.46(at) | 34.81/
2024 | 155 | Skimmed milk powder P | NA | 3354 | - | NA | 3416 - N/AJ 3485 |atd-| - | - | - | - | NA [NA|NA 2] ¢
N/A 34.77
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FRESH PRODUCE AND FRUITS

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16 hat37 £1°C+72hat 5+ 3°C
Final result- | Agreement -
> Lo} : (
é f‘;;; PCR result Final result Agreement PCR result 72h ;12 C5 C* 50752 ??'EC
3 8. 3 2 g g g
= =33 QS5 CFX96 standard CFX Opus Deepwell 2 RS QS5 CFX96 standard CFX Opus Deepwell | @ S 2
c Sample T3 e > =| 8 5 > = 8 3|8 8
© ° Product = 5 S | ® - S S | ® - g 5
s N S I o c o S| = 2 c | @ 2 = |28
- o c © @®© = © [ © @®© = © Q| 5
g Enld| = = = E o 28| = = = £ °l3 |2
= g8 |Z| S| - S — S ~ S1g8|2|3| 8 |£12 S| = S | S | €E18|212| 8| £2
s 8/ s €15/ 2| € | 5| 2| 8 |5|2|°|8|&°|g|2/s|S|35/2|€|5/ 5| ¢S |5/8|°|g|&g¢°|g|=
slE 5| 2|8 5 2| & £ g |¢ slg| |E|S|E| e | E|2|& )¢ &= 2|3 &S
3 3 3 < |5 S| 3 3 3 <& S
L L
o | X O |
(&} (&}
2024 121 Brussels cabbage + P | 26.63 31.72 + 26.79 32.06 + 25.72 31.51 + + + + + PA PA|PA| 2629 | 3166 | + | 2663 | 3192 | + 26.2 31.64 + + + + |+ PA PA |[PA |3 ]a
2024 122 Broccoli - P N/A 32.18 - N/A 32.31 - N/A 32.33 - - - - - NA | NA | NA 3|a
2024 124 Cucumber P N/A 31.48 - N/A 32.82 - N/A 32.48 - - - - - NA | NA | NA 3|a
2024 125 Tomato P N/A 31.93 - N/A 32.59 - N/A 32.39 - - - - - NA | NA | NA 3|a
39.37/ 33.25/ PD
2024 126 Mushrooms P N/A 32.04 - l&///}\\/ %(‘31 . 72%/ +/-/- N/A 32.90 - - - - - NA oty NA | NA 3243 - N/A 329 - N/A 32.56 - - - - - NA NA [NA|3|a
2024 127 Aubergine P N/A 31.68 - N/A 32.51 - N/A 32.11 - - - - - NA | NA | NA 3|a
2024 128 Yellow pepper P | NA 31.09 - N/A 32.70 - N/A 32.29 - - - - - NA | NA | NA 3|a
2024 129 Shallot - P N/A 31.58 - N/A 32.48 - N/A 32.12 - - - - - NA | NA | NA 3]a
2024 379 Leek + P | 18.17 32.75 i 19.07 37.61 + 18.57 35.06 + + + + + PA PA | PA| 1833 | 3368 | + | 19.72 | 3598 | + 18.65 35.15 + + + + |+ PA PA |PA|3]|a
2024 380 Tomato + P | 16.17 / + 17.25 37.67 + 15.51 34.35 + + + + + PA PA | PA | 15818 / + | 1724 13921 | + 15.68 35.84 + + + + |+ PA PA |PA|3]|a
2023 4787 Raw cucumber + P | 16.90 28.70 i 18.70 34.39 + 19.35 36.70 + + i + i PA PA | PA| 1650 | 30.79 | + | 1885 | 3416 | + 19.43 37.18 + + + + |+ PA PA |PA |3 ]a
2023 4788 Raw tomato + P | 26.37 30.10 + 27.91 32.63 + 29.95 34.02 + + + + + PA PA|PA| 2295 | 3129 | + | 2537 | 3287 | + | 30.28 35.39 + + + + | + PA PA |PA|3]|a
2023 4789 Raw mushrooms + P | 31.38 30.57 + 33.53 33.03 + 33.70 34.10 + + + + + PA PA|PA| 3129 3160 | + | 3276 | 3349 | + | 33.72 35.05 + + + + | + PA PA |PA|3]|a
2023 4790 Raw red cabbage + P | 25.24 30.44 + 27.44 33.28 + 27.54 34.19 + + + + + PA PA | PA| 2509 | 3116 | + | 2718 | 3269 | + | 28.54 35.88 + + + + | + PA PA |PA|3]a
2023 4791 Raw mix vegetables - P | NA 30.54 - N/A 32.75 - N/A 34.32 - - - - - NA | NA | NA 3la
2023 5471 Raw mushroom + P | 19.87 28.57 + 21.76 30.74 + 21.20 36.86 + + + + + PA PA | PA| 1985 | 2826 | + | 2177 | 304 | + | 2257 36.04 + + + + |+ PA PA |PA|3]|a
27,35/ | 28,57/ 31.52/ 29.85/ 32.38/ 34.7/ PD ep | PD 39.97/ 35.1/ " PD
2023 5472 Raw carrot P | 2899/ | 3217/ | +/+/[+| 31.81/ 32.40/ +H+/+ 32.6/ 34.76/ H+ | - - - - e | ey | FPan N/A 28.72 - N/A | 3042 | - N/A/ 34.55/ - - - - - NA NA . 3la
28,77 3217 32.33 32.57 3249 34.82 N/A 35.06
2860/ | 28,15/ 319 | 3539 o ga%? 34,8313
2023 5473 Raw leek - P | 12,60/ | 29,51/ | +lil+ N/A 30.24 - 32.54/ 34.42/ -[+/+ - - - - NA | NA| NA 28.58 - N/A | 30.06 NIA/ 471 | -H-| - - - - NA NA [NA|3|a
2939 | 3197 32.08 34.35 FPial) N | 3538
2023 5474 Raw tomato + P | 23.06 27.41 + 27.07 29.80 + 27.68 35.18 + + + + + PA PA | PA| 2295 | 2814 | + | 2514 | 2994 | + | 26.99 344 + + + + |+ PA PA |PA|3]|a
2023 5475 Raw aubergine + P | 18.59 28.41 + 2143 30.77 + 22.14 36.20 + + + + + PA PA | PA| 2253 | 2933 | + | 2322 | 3013 | + | 27.26 34.56 + + + + | + PA PA |PA|3]|a
2023 5476 Raw cucumber + P | 14.56 27.48 + 16.66 31.33 + 15.85 / + + + + + PA PA | PA| 1653 | 2875 | + | 17.06 | 31.02 | + | 3555 / + + + + | + PA PA |PA|3]|a
34.58/ 34.71
2023 5477 Raw red pepper P N/A 29.51 - N/A 30.19 - %i%/ gj% H+H+ | - - - - NA | NA F:(:I)l) N/A 29.10 - N/A |30.39 | - N/A 34.19 - - - - - NA NA [NA|3|a
2024 123 Pomelos P N/A 32.11 - N/A 33.08 - N/A 32.56 - - - - - NA [ NA | NA 3|b
2024 130 Kiwi P N/A 31.93 - N/A 33.01 - N/A 32.29 - - - - - NA | NA | NA 3]b
2024 131 Mango - P N/A 32.18 - N/A 32.64 - N/A 32.90 - - - - - NA | NA | NA 3|b
2024 381 Banana + P | 2043 35.06 i 21.62 N/A + 20.97 36.72 + + + + + PA PA | PA| 2138 | 3559 | + | 2219 | 36.14 | + | 20.65 32.96 + + + + |+ PA PA |PA|3]|b
2023 4792 Orange + P | 20.70 30.21 i 23.80 33.17 + 27.07 34.93 + + + + + PA PA | PA| 1982 | 3155 | + 24.3 334 | + 27 35.93 + + + + |+ PA PA [ PA 3D
2023 4793 Pear - P N/A 30.92 - N/A 32.98 - N/A 34.46 - - - - - NA | NA | NA 3|b
2023 4794 Plum + P | 19.66 32.44 + 20.71 35.23 + 16.45 6.29 + + + + + PA PA | PA| 1835 | 3298 | + | 21.26 | 354 | + | 25.79 36.18 + + + + | + PA PA |PA|3]|b
2023 4795 Apple + P | 19.95 30.04 + 22.57 33.35 + 24.23 34.78 + + + + + PA PA | PA | 1946 | 30.71 + | 2534 | 322 | + | 23.75 36.94 + + + + | + PA PA |PA|3]|b
2023 4796 Banana + P | 26.76 30.70 + 28.02 32.85 + 2491 N/A + + + + + PA PA | PA| 2376 | 3188 | + | 2592 | 335 | + | 24.86 36.93 + + + + | + PA PA |PA|3]|b

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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MlcrzovAN!;" Wi

FRESH PRODUCE AND FRUITS

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16 hat 37 £1°C +72 h at 5 % 3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
& |5 PCR result PCR result 3°C 5°C £ 3°C
@ o E @ B 2 B
= L = = QS5 CFX96 standard CFX Opus Deepwell ) B &£ QS5 CFX96 standard CFX Opus Deepwell | @ B2 2l
S | Sample g3 B = 2|8 3 > N |9 g
5 | N |Product £5 8 5 |8 |2 S =8 TS84
> LR _ _ Bl | B|S g% - - _ = | 8|2 g 3¢
2 g |3 8| S | _ 8 - HEAE IR IH R S | _ S| _ E18|12|3l 8| 5|2
§ | 8| = 3 = S 3 = R 3 £ | 8|0 (€| 8| O |o|8| = S| & | 8|E| = S |2/ 8|c|g|lg| ©| « |8
28/ 2| o | 8|8 o | & | ¢t S | &% 5|2 =15 2| o |8l 2| |8 2| o |& = 5|8 < | &
e & g | 2 |&]| g 2 < g 2 | & s |9 Elx| 2| 2 |2 g8 |2 |&] g | & |£ T s |3 5| <
S 3 3 < | & S| 8 3 3 x| S G
o | X O |
(&] (&]
2023 | 4963 | Clementine Pl | S L | NA | 3330 NIA 34.85 : - | NA [NA|NA 3| b
2023 | 4964 |Banana + | P | 1833 | 2974 | + | 2173 | 3367 ¥ 19.29 NA + | + [+ |+ [ + | PA [PA|PA[ 1864 | 3235 | + | 2169 |3295| + | 2231 | 3632 | + | + | + | + | + | PA | PA [PA[3]b
2023 | 4965 | Apple + | P | 2010 3606 | + | 1798 | 35.12 ¥ 19.50 N/A + | + |+ [+ [+ | PA [PA|PA| 1592 | 3142 | + | 18.74 | 3529 | + | 16.25 / + | + [+ |+ |+| PA | PA[PA[3]D
2023 | 4966 | Grapes + | P | 1827 | 2997 | + | 2029 | 346 ¥ 23.01 35.99 + | + | + [+ [+ | PA [PA[PA| 1868 | 3195 | + | 2109 [3415| + | 2144 | 3781 | + | + | + | + |+ | PA | PA |PA|3]b
2023 | 4967 | Kiwi + | P | 1664 | 3036 | + | 1866 | 3531 ¥ 21.20 NIA + | + |+ [+ [+ | PA [PA[PA| 1594 | 3169 | + | 192 | 3468 | + | 2142 | 3646 | + | + | + | + |+ | PA | PA |PA|3]b
2023 | 5478 | Apple - [P [ NA | 2943 NA | 3047 - N/A 3541 - |- NA | NA | NA 3]b
2023 | 5479 | Clementine + | P [ 1944 | 2925 19.83 | 3047 ¥ 17.02 / |+ ¥ PA_|PA|PA| 2097 | 29.02 | + | 21.16 | 3063 | + | 2259 | 3652 | + | + | + | + |+ | PA | PA |PA|3]b
2023 | 5480 | Pear P| NA | 2073 | - | NA | 3045 N/A 35.18 - - | NA [NA|NA 3]b
3467/ | 3512 o
2023 | 5481 |Banana P| NA | 2861 | - | NA | 3030 N/A/ 34.85 | - - - | NA |NA 3(b
N/A 35.15. e
2023 | 5482 | White grapes P| NA | 2013 | - | NA | 3041 N/A 34.84 - - | NA [NA|NA 3]b
2023 | 5483 | Orange P| NA | 2023 | - | NA | 3049 N/A 35.92 - - | NA [NA|NA 3]b
2023 | 5484 | Persimmon P| NA | 2020 | - | NA | 3037 N/A 35.13 - - | NA [NA|NA 3]b
2024 | 386 | Sprouts P NA | 3298 | - | NA | 353 N/A 33.59 - - | NA [NA|NA 3¢
2024 | 387 | Sprouts P| NA | 3503 | - | NA | 3854 N/A 34.33 - - | NA [NA|NA 3¢
2024 | 388 | Sprouts P| NA | 3244 | - | NA | 353 N/A 34.33 - - | NA [NA|NA 3¢
2023 | 4958 | Sprouts (organic + | P | 2040 | 2945 | + | 3506 | 3261 + 36.55 34.19 + |+ |+ |+ | + | PA |PA|PA| 2082 | 3115 | + | 3345 |3176| + | 3427 | 3483 | + | + | + | + |+ | PA | PA |PA|3]|cC
alfalfa, leeks, lentils)
2023 | 4959 :I‘f’;ff:;s (organic + | P | 2425 | 2941 | + | 3050 | 3236 + 30.06 34.07 + |+ |+ |+ | + | PA |PA|PA| 2673 | 3049 | + | 2043 |3203| + | 3001 | 3498 |+ | + | + | + |+ | PA | PA |PA|3]|cC
2023 | 4960 fa‘:;‘;"’]‘ié‘r’l:f’e"l‘)’“c ¥ 2581 | 2008 | + | 3125 | 3230 | + | 3121 | 311 | + |+ | + | + | + | PA |PA|PA| 2838 | 3074 | + | 3074 |3186| + | 31 | 3507 | +| + | + |+ |+| PA | PA |PA|3]c
2023 | 4961 | Sprouts (alfalfa) + | P | 2723 | 2958 | + | 3052 | 3257 ¥ 29.30 34.67 + | + | + [+ [+ | PA [PA[PA| 2681 | 3061 | + | 3015 | 3179 | + | 3043 | 3444 | + | + | + | + |+ | PA | PA |PA|3]c
2023 | 4962 | Sprouts (radish) + | P | 2687 | 3009 | + | 3016 | 32.76 ¥ 2973 34.02 + | + | + |+ |+ | PN [PA|PA| 2880 | 3164 | + | 3045 [ 3212 | + | 3045 | 3456 | + | + | + | + |+ | PA | PA |PA|3]|c
Sprouts (organic NIA (@t | 34.03/ al ND
2023 | 4982 . + | P | 2399 | 2873 | + | 3457 | 3255 + N 3515 | M- | + | + | + | - | PA |PA 2657 | 3101 | + | 3439 [ 3252 + [ 3605 | 348 | + | + | + [+ |+ | PA | PA |[PA|3]|c
alfalfa, leeks, lentils) FN(alt)
35.07 3448 | (ne)
2023 | 4983 :‘I‘f’;’f:;s (organic P| NA | 29021 | - | NA | 3240 N/A 34.15 - - | NA |[NA|NA 3¢
Sprouts (organic NAF 1 31,017 - ND
2023 | 4984 ‘ + | P | 3075 3002 | + | 3444 | 3243 ¥ 34.74 34.43 # [+ |+ |+ | + | PA |PA|PA|3191 | 31,94/ |/+/ | 3543 [ 3236 | + | 3998 | 3449 | + | + | - | + |+ PA |PA|3]|c
radish, fennel) 3236 | 3254 | + FN(alt)
2023 | 4985 | Sprouts (alfalfa) - [P NA | 2991 | - | NA | 3245 - N/A 33.69 - NA | NA | NA 3¢
2023 | 4986 | Sprouts (radish) + | P | 2568 | 3014 | + | 3166 | 3267 ¥ 31.60 33.98 + | + | + |+ [+ | PA [PA[PA| 3117 | 3235 | + | 3353 |3222| + | 3192 | 343 |+ | + | + | + |+ | PA | PA |[PA|3]c
3829/ | 3581/ PD
2023 | 5485 | Sprouts P| NA | 2763 | - | NA | 3018 36.65/ | 3449 | - - - | NA |NA|@| NA | 2808 NA | 30.34 NA | 3457 - NA | NA [NA|3|c
N/A 345 )
2023 | 5486 | Sprouts + | P | 2781 | 2819 | + | 3127 | 29.86 ¥ 29.41 34.76 + | + | + [+ [+ | PA [PA|PA| 2800 | 28.08 | + | 30.11 | 3041 | + | 2894 | 3392 | + | + | + | + |+ | PA | PA |[PA|3]c
2023 | 5487 | Sprouts P NA | 2811 | - | NA | 2973 NIA 34.60 - - | NA [NA[NA 3¢
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M ICRO\/A;L.“‘” Wi

FRESH PRODUCE AND FRUITS

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16 hat37 £1°C +72hat5+3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°C % 72 h at
& |5 PCR result PCR result 3°C 5°C £ 3°C
& g % o n o
[ D | D 3] [5} 7 [}
= =33 QS5 CFX96 standard CFX Opus Deepwell 2 B = QS5 CFX96 standard CFX Opus Deepwell | @ 8| = 2
S Sample Product R > =| 8 5 > = 8 3|8 8
u N° ST S S S 3 Bl = o S| 3 T =83
o ® o & © o | = < o © © | = © 2 | &
5 EiE| 0| = = = E g |3 2l g = = = £ 8|3 2|3
= g8 |=| & S S Elg|Bl=| g |€l2| S S S S |8|B2|2| 8| £ |2
5 8| = | 8 |s5| | &8 | 8| ¢ 8 |5 |28(S|2|8| % |22 =| 8|5/ c|8|s| | 8 |s5/8|S8|2|8¢S|s|3
2 8| 8| & | 8| & o 2 g S | B | = g a <|&| 2| o |3 e8| o8| 8| o |8]= 29 < | S
e || 8 < x g < x g < x o | 8 | < 2 < || B < || g < x o |8 5| <
< g g 2| x 5 = < < o |la 5
9] (%) %) X |9 o 9] 9] 9] X |9 (5]
o | o | &
(&] (&]
NAT | 28,01/ 29.69/ N/AT 3520/ NAT | 27,85 N/AT | 30.38/ NA | 343
2023 | 5488 | Sprouts O V7V T VA Rl BV X R B VI B VR VYA O | NN END | N | stor || NA (32471 | | NI | 34461 ||+ | - D ND D | g
NA | 3163 32.15 N/A 4.93 W ARG A | 3277 N/A | 3254 NA | 34.09 (e | NG ] PN
2023 | 5489 | Sprouts P| NA | 2837 | - | NA | 3003 N/A 35.21 - - | NA [NA|NA 3¢
2023 | 5490 | Sprouts P| NA | 2885 | - | NA | 3030 N/A 35.26 - - | NA [ NA|NA 3¢
N/A/ NIAT
NA/ | 2827/ 29.86/ N/AY 35.3/ NA/ | 28,76/ 30.19/ NA/ | 34.38/
2023 | 5491 | Sprouts S /NI I vl B Y B B VA VS I o A Bl e YR R il e Y P IRV YR B VT P B o e R A
NA | 3127 33.94 N/A 34.61 (| FEO D\ 31,17 133.82 NA | 3496 S I
N/A N/A
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MICRO\/AN!“.“" Wi

MULTICOMPONENT FOODS OR MEAL COMPONENTS

Alternative method: Salmofast® PCR Kit
16 h at 37 £ 1°C 16hat37 £1°C+72 hat 5% 3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
& |5 PCR result PCR result 3°C 5°C + 3°C
2 S |2 2 3 2 3
= L5 = QS5 CFX96 standard CFX Opus Deepwell ) B &£ QS5 CFX96 standard CFX Opus Deepwell | @ B £ =
€ | Sample S8 B g 2| = = > 2| s =19 g
& o |Product 25 £ g S| & s |2 s S| S - 2|35
S N g 2 s s e 5| 3 = s 2 5 | 3|8
5 Eic| " | = = = £ e |3 218 = = = S e |3 2|g|°
< 8 |%| & _ S _ S _ Elg|B2B|=S| 8 |&/2| & _ S | _ S _ E|lg 22| 8| &2
5 8| = | 8§ | 5| < S | % E S |5 |8|c|€|&|° |g|8| | S|s ¢£|8|s|<=| 8§ |s/8|c|2\g|le|g|8
@ 5 I =~ 0 I == ] I == ] = < o S & = 73 & == 0 & == [ =] S| A o
2 || 8| 2 |& 8| 2 | &) 8 | 2 |& |3 Sle| 28| 2 (® 2 |2|® 8| 2 |27 |28 5 | x
[%5] w [%5] ™ [%5] [%5] [%5] ™
o | & o | &
(&) (&)
2024 | 132 | RTEproduct (sandwich Pl oNA | 322 | - | NA | 322 N/A 32.60 . - | NA | NA|NA 4|a
ham cheese)
202 | 133 EJEKE:SdUCt (sandwich Pl oNA | 3262 | - | NA | 3265 N/A 31.96 . - | NA [ NA|NA 4|a
2024 | 134 | RTEproduct (pasta, Pl NA | 3248 | - | NA | 3261 N/A 3217 . - | NA |NA|NA 4)a
surimi, chives)
2024 | 135 ?;Zg;‘)’d“"t (rice, tuna, P| NA | 3223 | - N/A 32.60 N/A 32.35 - - | NA |NA|[NA 4]a
299 (at)y | 341/
RTE salad (eggs, i 3396 (at) | 3533 | . . i i
003 | 474 | o i salad) P| NA | 3041 NA 33.03 082y | osr | NA | NA | NA 4|a
N/A* 34.58*
RTE salad (eqgs 38.36 (al)/ | 3367/
2023 | 4475 \ ' P| NA | 3042 | - NA 32.59 N/A/ 3501 | - - - | NA |NA|[NA 4|a
mayonnaise salad) N/A 473
2023 | 4476 | RTEsalad (eggs, P| NA | 2028 | - | NA | 3219 N/A 34.01 . - | NA |NA|NA 4)a
mayonnaise salad)
RTE salad (dry-cured
2023 | 4530 | ham,mozzarella,penne | + | P | 3115 | 3226 | + | 3280 | 33.42 + 35.04 33.58 + |+ |+ |+ |+ | PA |PA|PA| 3015 | 3178 | + | 3307 |3029| + | 3449 | 3362 | + | + | + | + |+ | PA | PA |PA|4]a
salad)
2023 | 4531 | RITE salad (chicken, v | P | 227 | 3203 | + | 2749 | 3347 + 2747 | 3420 | + |+ | + | + | + | PA |PA|PA| 2317 | 3152 | + | 278 3027 | + | 3041 | 3494 | + | + | + | + |+ | PA | PA |PA|4]a
cheese, pasta salad)
Sandwich (with NIA 35371 ND
2023 | 4532 A + | P | 2826 | 3169 | + | 318 | 3276 + 35.81 32.57 + |+ |+ |+ | + | PA |PA|PA| 3102 | 3166 | + | 3393 [ 3079 | + | NIA/ | 3494 || + | + | + PA | PA 4|a
delicatessen) NA 3472 EN(alt)
2023 | 4533 | Sandwich (tuna, raw P| NA | 3204 | - NA 33.14 N/A 34.30 - - | NA |NA|[NA 4|a
vegetables)
. N/A/
NA | N | | NAY o . NA | NIA i | NN | N T
2023 | 4534 | Chocolate mousse + | Pl g0 | o4z | | pomge | NABB24T IS | NIA25T 3023944 | ik |+ | |k |k | PAPA Y PAL et | | Lo 1338 LS e [+ |+ | |+ | PA | PA [PA|4|a
N/A/ N/A/
NAT | NIA 33}‘/197 35}19/*/ i “h‘l’/:’{’ '-*/’ i PD | PD 619/ | 387
2023 | 5160 | Chocolate mousse P | NAY | Nay | A A AT 31030 | 3465t [T - - | NA NA | 32.35 NA | 33.11 o~ A TR - NA | NA [ NA |4]a
x o N/A*/ N/A¥/ -*¥/- " | - FP(alt) | FP(alt) N/A 34.07
N/ 31,26 ! . NIA™ | 34.36%
NIA* | 3344 NA® | 3481+
NA™ | 32.78* :
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
ADRIA 85/130 version 1
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MULTICOMPONENT FOODS OR MEAL COMPONENTS

Alternative method: Salmofast® PCR Kit
16 hat 37 £1°C 16hat 37 £1°C +72h at 5 3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
& |5 PCR result PCR result 3°C 5°C + 3°C
2 g T o %) -
@ R = D 2 2 k7] 2
= Z3 3% QS5 CFX96 standard CFX Opus Deepwell 8 B &£ QS5 CFX96 standard CFX Opus Deepwell | @ B £ =
S | Sample RN = 2| e 5 = 2|8 T|9 ¢
5 | N | Product £l 8 s g8 B2 s 2|3 EREAR
° ® o & © o | = < o © © | = © 2 | S
s En | = = = E N 21 8| = = 2 E 2= 2|8
> 8 |z | = < = < - EI8|EI2] 8 |22 | = S | 2 S | o E1B3IE|2 8| % |5
& | 8| < S | 5| = S 2 < 5 = |8|Sd|2|8| © |e|8| = S |5 =« | 3|5 = S |5/ 89|28 ° |« |3
e 8| 8| & | B8 ¢ o g 2 o 2 | = gl o <|&| & | & |8 8| o8 2| & |8 = 212 < | S
e || 8 < x g < x g < x o | 8 | < 2 < || B < || g < x o |8 5| <
< g g 2| x 5 = < < o |la 5
(%] (%] (%] X | o o (%] (%] (%] X |9 ©
o | & O | &
(&) (&)
33.06/
NI | 3197/ NIA/ N/AY / N W | N L | s | sras |
2023 | 5161 | Chocolate mousse o | p | NAT 30 RS NIRT 3054t NIAT gy iR | NDOENDEND | gy | R Ny | 33t | | NIRTDS96T N ND | ND | ND| |,
N/A¥/ 32,02 /- N/A*/ INIA N/A¥/ 34%.¥ fi PG | FNG | NG | 3269 /- 35817 | 4 +*- | N/A* | 35.21% "r EN@l) | FNG@IY) | FN(alt)
NIA* | /3155 NJA* N/A* : 81 © | A | 338
N/A* | 33.14
2023 | 5162 f;izf"a:a(s“t‘:‘s“am‘;“ + | P | 2554 | 3049 | + | 2772 | 3249 + 2818 | 3411 # |+ |+ |+ |+ | Pa |PA|PA| 2389 | 3139 | + | 2699 |3265| + | 2653 | 3462 | + | + | + | + |+ | PA | PA |PA|4]|a
2023 | 5163 sRJr'iEnfia'sZ‘I’a(dp)aSta’ v | Pl 2395 | 3147 | + | 2504 | 3263 + 2047 | 3405 | + | + | + | + | + | PA |PA|PA| 2185 | 3200 | + | 2348 |3301| + | 2696 | 3474 | + | + | + | + |+ | PA | PA |PA|4]a
RTE salad (rice,
2023 5164 salmon, cucumber - P N/A 30.73 - N/A 32.68 - N/A 35.23 - - - - - NA | NA | NA 4|a
salad)
RTE salad (rice salad, 1051 (at)f | 36.57/
2023 | stes | rESES v | Pl o572 3143 | + | 2524 | 3303 + | 3056 | 3474 || + |+ |+ | + | PA |PA|PA| 2367 | 3173 | + | 2548 [3279| + | 306 | 3409 | + | + | + | + |+ | PA | PA |PA|4]a
’ 3028 | 3549
2023 | 5166 gfn“r:e‘”r']‘::n(ha'“’ + | p| 1954 | 3058 | + | 2180 | 3388 + 2453 | 3424 | + |+ | + | + | + | PA |PA|PA| 2025 | 3240 | + | 2142 |3268| + | 232 | 3386 | + | + | + | + |+ | PA | PA |PA|4]a
) + . . + . . + . . + o+ |+ |+ . . + . . + . . + |+ + |+ |+ a
2023 | 5167 :z:f'm‘)’h (rosstte, P | 2124 | 3051 2152 | 3383 2588 | 34.09 PA | PA|PA| 2264 | 3202 2345 | 3315 2843 | 34.01 PA | PA | PA |4
NAL | 3343 NAL | 3474 NA | 3438 o o o
2024 | 5168 |RTE (lasagne) w | P N | 376 | | 8o | 347t | e | NA | a7t | ke |+ | - | - | o [ MO NO AN g5 | a306 | | 2554 (3461 | + | 2505 | 34t4 |+ |+ |+ |+ |+ | PA | PA|PA|4|b
N/A N/A 34.71 35.3 N/A 34.46 o) | eI | FGa
RTE (pasta, pork,
2004 | ste9 | B v | Pl 1713 | 3380 | + | 1877 | 3747 + 1864 | 3547 | + |+ | + |+ |+ | Pa |PA|PA| 1438 | 3414 | + | 163 |3775| + | 1569 | 3653 | + | + | + | + |+ | PA | PA |PA|4|D
2024 | 5170 cRer(s‘;?Sta’ meat, v+ | P | 2393 | 3223 | + | 3215 | 3391 ¥ 3212 | 3402 | + |+ |+ | + | + | PA |PA|PA| 1887 | 3319 | + | 2089 |3567| + | 2041 | 355 | + | + | + | + [+ | PA | PA |PA|4]|b
2024 | 571 5;';;1‘;35‘3’ chicken, Pl NA | 3203 | - | NA | 3431 : N/A 3411 | -] - | -] -] Na |[NA|NA 4lb
2023 | 4484 |RTRHmeatwithsauce | + | P | 2174 | 3206 | + | 2679 | 3299 + 311 | 3418 | + | + | + | + | + | pa |PA|PA 2’;’9(’)* gggg" 1 9954 (3050 | + | 2097 | 332 |+ | + |+ | + | +| pa | PA |PA|4]D
RTRH food (tuna, 38.73/ 33.85/ PD
2023 | 4535 |vegetables, P NA | 3193 | - | NA | 3314 i NJA/ 38 | 4| - | - | - | - | Na [Na| PP 4lb
mushrooms, carrot) N/A 35.31 e
2023 | 4539 E:m::l‘:: (Z';i'\‘/es) Pl oNA | 3077 | - | NA | 3365 i N/A 337 | - | - | - | -] -] Na [NA|NA 4b
2023 | 5168 E:E;fcr‘;‘;kgga:‘;‘; + | P | 1449 | 3210 | + | 1625 | 3606 + 1655 | 3003 | + | + | + |+ |+ | PA |PA|PA| 1529 | 3304 | + | 1638 3545 | + | 1683 | 633 |+ | + | + | + |+ | PA | PA |PA|4|b
RTRH (rice, onions
2023 | 5169 | peppers aromatic + | P | 1498 | 3145 | + | 1656 | 3505 + 1750 | 3965 | + | + | + | + | + | PA |PA|PA| 1547 | 3307 | + | 1642 [3526| + | 175 | 688 |+ | + | + | + |+ | PA | PA |PA|4|b
herbs)
2023 | 5170 | RTRH (beef ravioli) v | P | 1565 | 3245 | + | 16.89 | 3636 ¥ 1906 | 3697 | + | + | + | + | + | PA |PA|PA| 1570 | 3419 | + | 1642 | 3827 | + | 2604 | J |+ | + | + | + |+ | PA | PA |PA|4|b

ADRIA 86/130 version 1



Standardized report -Qualitative methods

gg%iéﬁgg _e gg:tmofast PCR method - M I C R O VA L UUU
NEN
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MULTICOMPONENT FOODS OR MEAL COMPONENTS

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16hat37 £1°C +72 hat 5 + 3°C
Final result- | Agreement -
< B Final result Agreement 72hat5°C* 72 h at
. o
& |5 PCR result PCR result 3°C 5°C + 3°C
[
2 g T o %) -
2 D = 2 2 - 3 » - 3
= =3 = QS5 CFX96 standard CFX Opus Deepwell ) 2| 2 QS5 CFX96 standard CFX Opus Deepwell | @ D | 2 2l
5 | Sample g8k = N 3 = 2 83 FEE
5 | Ne |Product £3 8 s S| 3 Bl S g3 ERERE- I
e EiE| 0| = = = E 8|3 2 g = = = £ 8|3 €| g|©
= g 12 S| & S | 4 S | < HEEI R IH S | _ g | _ €El8/ 23l 8|2 2
s 18§/l 2| 8 |5| 2 S | 3 < S |5 |28|c|e|&|  °|gl3| 2| 8|5 ¢|8|5/ &| &8 |5/8|°|2|g °|g|2
2 8| 8| & | 8| ¢ o 2 g Y g2 | g2 <& & | o |8 & |o|8 2| & |8 = g|a < | &
e & 8 2 || g < o g 2 & < |3 Elx| 2| 2 || 8|2 |2 g 2 || < < |8 5| <
3 3 3 = S 5] S S S < 3 b
o | & O | &
(&) (&)
i 3481 () | 9.77/
2023 | 5171 | RTRH (tortellini, - | P | NA | 302 | - N/A 32.62 - NIA/ 3545 | - | - | - | - | - | NA |NA|NA 410
cheese, tomato sauce)
N/A 35.19
2023 | 5172 | RTRH ("bouchéeala Pl NA | 3147 | - | NA | 3263 i N/A 3480 | - | - | -1 -]-] Na |[NA|NA 4lb
Reine" chicken)
2023 | 5173 Elﬁ';'--‘cﬁ?é’lfﬁf)”'a v P 214 | 3136 | + | 2231 | 3314 + 2323 | 3843 | + | + | + |+ | + | PA |PA|PA| 1919 | 3174 | + | 2235 (3289 | + | 2237 | 3641 | + | + | + | + |+ | PA | PA | PA|4]b
RTRH (chicken,
2023 | 5174 | mushroom risotto, + | P | 1586 | 3226 | + | 1644 | 3584 + 15.74 / + |+ |+ |+ |+ | PA |PA|PA| 1562 | 3284 | + | 1713 |3482| + | 16 | 3969 | + | + | + | + [+ | PA | PA |PA|4]|D
cream sauce)
RTRH (chicken,
2023 | 5175 ‘ + | P | 1604 | 3191 | + | 1657 | 37.00 + 16.71 39.39 + |+ |+ |+ | + | PA |PA|PA| 1531 | 3213 | + | 1699 | 3457 | + | 1643 | 3922 | + | + | + | + | +| PA | PA |PA|4]|b
mushroom risotto)
2023 | 5176 fizf'li(lfzm)smak’ v | Pl 1563 ] 3170 | + | 1698 | 3584 + 1683 | 3960 | + | + |+ |+ |+ | Pa |PA|PA| 1612 | 3248 | + | 1746 [3459| + | 1724 | 4 |+ | &+ | + | + |+ | PA| PA|PAl4lb
RTRH (Alaska pollack,
2023 | 5177 | Armoricansauce,rice | + | P | 1583 | 3244 | + | 1673 | 3529 + 17.92 37.95 + |+ |+ |+ | + | PA |PA|PA| 1491 | 3241 | + | 1673 [ 3508 | + | 17.19 / | « |+ |+ | +| PA| PA|PA|4]|D
duo)
RTRH (white hake,
2023 | 5178 | salmon, vegetable, - | P| NA | 304 | - | NA 32.69 - N/A 35.17 - | - | - | -|-1| NA |NA|NA 41p
rice)
2023 | 5179 | RTRH(prawns, parsley, | | 5 | o6 | 3933 | 4 | 1282 | 3570 + 18.01 37.54 + |+ |+ |+ | +| PA |PA|PA| 1472 | 3225 | + | 1731 | 3491 | + | 18.99 / +| + | + |+ |+| PA|PA|PA|4]D
penne, vegetables)
RTRH (shrimp noodles, 11.81 (at)/ | 37.77/
2023 | 5180 | mushrooms, + | P | 1579 | 3207 | + | 1666 | 36.67 + 1936/ | 3691 | #+ | + | + | + | + | PA |PA|PA| 1574 | 3390 | + | 1672 | 3527 | + | 24.02 / + | + | + |+ |+| PA| PA|PA[4]D
vegetables) 17.59 N/A
2023 | 6128 | RTRH product P| NA | 3329 | - N/A 31.74 - N/A 33.35 - | - | - -] -] NA [NA|NA 410
(couscous)
2023 | 6129 | RTRH product (mashed Pl NA | 3214 | - | NA | 3345 : N/A 3324 | - | - | -] - -] NA |NA|NA 4lb
beef potatoes)
RTRH product 36,23/ | 32,26/ PD
2023 | 6130 P | NA | 3115/ | #H-| NA 33.33 - N/A 33.79 A NA|NA| NA | 3139 | - | NA [3304| - | NA | 3342 | - | - | - | - |-| NA| NA|[NA|4]|D
(carbonara pasta) NA 3109 FP(alt)
2023 | 6131 | RTRH product (chicken, P| NA | 3268 | - | NA | 3320 i N/A 3367 | - | - | - -|-] Na [NA|NA 40b
mushroom risotto)
2024 | 286 | Frozen French fries, + | p| 1683 | 3281 | + | 1869 | 3819 + 1838 | 3723 | + |+ |+ |+ |+ | Pa |PA|PA| 175 | 3408 | + | 1974 3562 | + | 1801 | 3761 |+ | + | + | + |+ | PA | PA |PA|4|c
fluffy matchstick chips
2024 | 287 | Frozen French fries Pl NA | 3142 | - | NA | 3435 : N/A 35.21 | -] - | -] -] Na |[NA|NA 4lc
with skin
2024 | 288 Et’]‘;z‘;';)p'zza(ham’ + | P | 1717 / + | 1862 | 3841 + 18.10 37.98 + |+ |+ |+ |+ | PA |PA|PA| 182 | 3559 | + | 2012 | 3934 | + | 1865 | 3827 | + | + | + | + |+ | PA | PA |PA[4]|c
Frozen pizza (4
024 | 29 | (E + | P | 2844 | 3257 | + | 3003 | 3413 + 29.82 34.06 + |+ | + |+ | + | PA |PA|PA| 2844 | 3273 | + | 311 [3418| + | 2058 | 3412 | + | + | + | + |+ | PA | PA |PA|4]c
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MULTICOMPONENT FOODS OR MEAL COMPONENTS

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16 hat 372 1°C +72 hat 5£ 3°C
Final result- | Agreement -
L |3 Final result A t °C%
;.";’ % PCR result inal resu greemen PCR result 72h ;12 C5 C 50752 ;Ec
o
@ §H E @ 3 2 3
= =33 QS5 CFX96 standard CFX Opus Deepwell 2 B = QS5 CFX96 standard CFX Opus Deepwell | @ 8| = 2
§ | Sample | poguct gL L g =5 ° E g =5 ° g g &
b No = 8 = (<] = - (5} = -+
: i a B 1R N _ AN R kN
g s || & 8 8 clgle|2| 5 |5|2| 8 8 8 Slglz|Z| g | 8|2
5 8| = | 8 |s5| | &8 | 8| ¢ 8 |5 |28(S|2|8| % |22 =| 8|5/ c|8|s| | 8 |s5/8|S8|2|8¢S|s|3
g |8l g8 | & | 8| ¢ o 2 g S | B | = g0 <|&| 2| o |3 e8| o8| 8| o |8]= 29 < | S
€ |&| E < | = | E < = IS < = g |3 S|x| 8| £ |¥] E | =|%| E = |= g |3 & | x
3 3 3 < | 3 51 3 3 3 < | & 5
< <
o L o L
(&} (&}
Frozen pizza NIAT | 37.14/ NDen
2024 | 290 + | P | 3180 | 3285 | + | 3375 | 3507 + 33.35 34.60 + |+ |+ |+ |+ | PA |PA|PA| 309 | 337 |+ |3476/ |3382 |-+-| 3255 | 3472 | + | + | + | - [+ | PA CPA|4]c
(Bolognese) NA | 3421 alt)
Frozen RTRH product
2024 | 291 | (pasta, chicken, - | P| NA | 3046 | - | NA 33.84 - N/A 34.55 - | - |- | -1]-| NA |NA|NA 4c
mushroom sauce)
2024 | 292 | Frozen RTRH product P| NA | 3000 | - | NA | 3440 | - Na | 323 | - | - | - | - | - | Na | NA|NA 4c
(fish, rice, vegetables)
Frozen puff pastry
2024 | 293 | RTRH with ham and - P NA | 3277 | - | NA 34.29 - N/A 34.05 - | -] - -]-1] NA|[NA|NA 4|c
cheese
2024 294 Frozen lasagne - P | NA 30.24 - N/A 34.71 - N/A 34.36 - - - - - NA | NA | NA 4|c
2024 | 295 Eme“ gratin with + | P | 2109 | 3339 | + | 2116 N/A + 20.77 3537 + |+ |+ |+ | + | PA |PA|PA| 2037 | 3386 | + | 2227 |3545| + | 2064 | 3438 |+ | + | + | + |+ | PA | PA |PA|4]|cC
acon, cream, cheese
Frozen puff pastry
2024 | 296 |RTRHwithtomatoand | - | P | NA | 3307 | - | NA 36.36 - N/A 34.52 - | - |- | -1]-| NA |NA|NA 4c
salmon
Frozen puff pastry
2024 | 297 |RTRHwithspinachand | - | P | NA | 3261 | - | NA 34.66 - N/A 34.05 - | - |- -1]-| NA |NA|NA 4c
goat cheese
. 3181/ | 33.32
2024 | oz |FrozenRTRH (quiches | | p | NN 1 oo e | e | v | 3390 | 4k | NA | saes | - | - | - | - |- | Na [P NA| Nm | 3341 | - | NA [aata| - | NA [ 3365 | - | - | - | - |- | NA | NA|NA|4|C
cheese, ham, bacon) A FP(alt)
N/A 34.17
2024 | 803 | Frozen RTRH P| NA | 3341 | - | NA | 3275 - N/A 3826 | - | - | -] -] -] NA [NA|NA 4c
(Emmental leek tart)
2024 | 804 ;L‘Z?s"cﬂf:e)(”'“ach’ v | P | 2149 | + | 2246 | 3544 + 221 | 3474 | + |+ | + |+ | + | PA |PA|PA| 2187 | 3397 | + | 2408 [3598| + | 2220 | 333 |+ | + | + |+ |+ | PA | PA |PA|4]c
202 | 805 E;‘;f::l"gz'::)(pizza’ v | p|a7es| + | 1859 | 3670 + 1806 | 3452 | + | + |+ |+ |+ | PA |PA|PA| 1892 | 358 | + | 2009 | NA [ + | 1942 | 3641 |+ | + | + | + |+ | PA | PA |PA|4|c
Frozen puff pastry
2024 | 806 | RTRH with ham and + | P | 3131 3371 | + | 3253 | 3305 + 30.66 32.71 + |+ |+ |+ | + | PA |PA|PA| 269 | 3298 | + | 3254 [3383| + | 318 | 3364 |+ | + | + | + |+ | PA | PA |PA|4]|cC
cheese
2024 | o7 | Frozen RTRH [chicken, P| NA | 3348 | - | NA | 3379 | - NA | 3354 | - | - | - | - |- | NA [NA|NA 4c
mushroom, risotto)
2024 | gos | Frozen RTRH (chicken, P| NA | 3319 | - | NA | 3302 | - NA | 327t | - | | - | - | - | NA [NA|NA 4c
rice, coco, curry)
2024 809 Frozen lasagne - P | NA 33.47 - N/A 33.05 - N/A 33.51 - - - - - NA | NA | NA 4]c
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RAW AND RTC FISH AND SEAFOOD

Alternative method: Salmofast® PCR Kit
16 hat 37 £1°C 16hat37 £1°C+72hat53°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
& |5 PCR result PCR result 3°C 5°C £ 3°C
@ o E @ B 2 B
= £ 32 QS5 CFX96 standard CFX Opus Deepwell 2 RS QS5 CFX96 standard CFX Opus Deepwell | @ S 2
§ | Sample | proguct eo e g = | & K] g z| & 3|88
“ N° S 8 L c @ Tl = o S e = &3
5 s & S T s | 2 s| = = s = S | 5|8
g Enld| = = = E o S| 8| = = = E S E | 2
> 8 |5 €| = S = S = t18|8l3l 8 8|2l €| = S | = 18|83 8| % |a
215/ S |51 s| S |3 2| S |8|=|°|5& |52/ |S|38 s/S|38|s|S[82(°5&°|8|z
K § I 2 I << = > o < = S = » > o
2 || 8| 2 |& 8| 2 | &) 8 | 2 |& |3 Sle| 2| 2 |8l 2|2 |8 8| 2 (2|7 |83 5 | x
3 3 3 < | O o 3 3 3 < | © (3
S| x S| =<
S S
2024 | 1747 | Rawfishfillet(samon) | + | U | NA | 2926 | - | NA 33.65 - N/A 33.68 - | - [ - -1 -1 ND [ND[ND| NA [ 3054 | - | NA [3362] - | NA | 3205 | -| - | - | -|-| ND | ND [ND[5]a
2024 | 1748 | Rawfishfillet (pollack) | + | U | 16 | 3132 | + | 18.13 / + 17.92 37.71 + | + | + |+ | + | PA [PA[PA| 1632 | / |+ 1785 | NA | + | 18 | 3427 | + | + | + | + PA | PA |[PA|5]a
2024 | 1749 | Raw fish fillet (cod) + [ U [ 1910 | 3162 | + | 2093 / + 20.46 36.90 + |+ [+ |+ [+ | PA [PA|PA| 186 | 326 | + | 2064 [3678| + | 2049 | 3416 | + | + | + | + | +| PA | PA |[PA[5]a
2024 | 1750 | Raw fish (trout) - (U NA [ 2779 | - | NA 34.59 - N/A 34.07 - -1 - | NA [ NA[NA 5] a
33.07/ | 30.69/ 36.03/ | 3451/ 3523/ | 3369 T N
2024 | 1751 | Raw fish (haddock) - | U | 2814/ | 3433 |44+ | 3015/ | 3626/ | 44+ | 30321 | 3739 | 4 | - | - | - | - | PO PR PR ONA | 3191 | - | NA 3435 - | NA | 3302 | - | - | - |- |-| NA | NA NA|5|a
32848 | NIA 3075 | 354 20.77 36.31 e | e | PR
2024 | 1752 | Rawfish fillet (salmon) | + | U | 1868 | 19.84 | + | 21.77 N/A ¥ 22.00 36.65 + | + | + |+ | + | PA |PA|PA| 1895 | 3055 | + | 21.03 |3751| + | 21.07 | 3081 | + | + | + | + |+ | PA | PA |PA|5]a
30.84/ | 27.44] 3324 | 34.26/ 3265/ | 3483 on | oal oA
2024 | 1753 | Raw fish filet (saithe) + | U | 2853 | 3515/ |44+ | 3039/ | 3531 | e | 3096/ | 3536/ [ | - | - | - | - | PR PR PR G NA | 3221 | - | NA 3478 - | NA | 3368 [ - [ - | - | - |- [ ND [ND|ND|5a
2824 | 33.36 3023 | 36.02 30.51 37.77 e | PR | PR
2024 | 1754 | Rawfish (monkfishtail) | + | U | 16.71 | 2985 | + | 1854 / + 18.55 37.99 + | + | + |+ [ + | PA |[PA|PA| 1681 | 3279 | + | 1893 [38.04 | + | 1843 | 337 | + | + | + | + |+ | PA | PA |[PA|5]a
2024 | 1755 bee":r:‘;‘hf"'e‘(sea Ul 1789 | 3004 | + | 2012 / + 1977 | 3773 | + | + |+ | + |+ | PD |[PD|PD| 1835 | 3281 | + | 2033 |36.88| + | 1985 | 33 |+ | + | + |+ |+| PD | PD [PD|5|a
2024 | 1756 |Rawfish (skatewing) | + | U | 1750 | 3276 | + | 19.16 / + 19.15 37.24 + | + | + |+ |+ | PA |[PA[PA| 168 | |+ | 1949 [3722 + | 1897 | 3338 | + | + | + | + | +| PA | PA |[PA[5]a
2024 | 1757 | Raw fish fillet (pollack) - [ U] NA [ 3362 | - | NA 34.69 - N/A 34.91 - | - [ - [ - [ -] NA[NA[NA 5] a
2024 | 1758 | Raw fish filet (saithe) U[ NA | 3261 | - | NA 3457 - N/A 35.32 - | - - [ - [ -] NA[NA[NA 5] a
NAY 38.05/ | 34.48/ o
2024 | 1759 | Raw fish filet (salmon) u | 3343 | i | NN | 34360 | - N/A 35.27 - -] -] - NA NA 5|a
NIA NA | 3531 Frut
2024 | 1760 | Raw fish (haddock) U[ NA | 3436 | - | NA 34.05 - N/A 33.88 - | - [ - [ - [ -] NA[NA[NA 5] a
2023 | 4797 |Rawtuna U| 2942 | 3161 | + | 3230 | 3246 + 32.65 3573 + |+ |+ |+ | + [ PD | PD|PD| 28.83 | 3092 | + | 2257 | NA | + | 3156 | 3366 | + | + | + | + | + | PD | PD |PD|5]a
2023 | 4798 | Raw fish fillet (julienne) | - | U | 22.39 | 31.99 | + | 2502 | 32.80 + 23.92 36.16 + |+ | + |+ | + | PD |PD|PD| 2255 | 3044 | + | 2733 | NA | + | 257 | 3605 | + | + | + | + |+ | PD | PD |PD|5]a
2023 | 4799 | Rawfishfillet(samon) | + | U | NA | 3157 | - NA 3248 - N/A 35.49 - | - [ - -1 -1 ND [ND|[ND| NA [ 3206 | - | NA 3265 - | NA | 3478 | - | - | - | -|-| ND | ND [ND[5]a
2023 | 4800 | Raw fish filet (cod) + | U [ 1791 [ 3289 | + | 1931 | 3346 + 18.40 39.08 + | + | + |+ | + | PA |[PA|PA| 1679 | 3692 | + | 1831 |3765| + | 18.86 | 3988 | + | + | + | + | + | PA | PA |[PA|5]a
2023 | 4801 | Raw fish fillet (saithe) | - | U | 19.36 | 31.04 | + | 2413 | 3284 + 24.51 36.00 + | + | + | + | + [ PD |PD|PD| 2234 | 3274 | + | 2349 | 312 | + | 2412 | 3532 | + | + | + | + | + | PD | PD |PD|5]a
2023 | 4968 | Raw trout steak U[ NA | 3114 | - | NA 32.93 - N/A 35.99 - [ - [ - [ -~ [ -] NA [NA|NA 5] a
2023 | 4969 | Raw tuna U[ NA | 3100 | - | NA 32.76 - N/A 35.39 - | - - [ - [ -] NA[NA[NA 5] a
2023 | 4970 m";g‘:‘:k?"e‘ U| NA | 3124 | - | NA | 3255 - N/A 33 | - | - | - | -] -] NA [NA|NA 5|a
2023 | 4971 | Rawfishfillet(saithe) | - | U | NA | 3206 | - | NA 32.70 - NIA 35.24 - [ - - [ - [ -1 NA[NA[NA 5| a
2024 | 1757 | Raw prawns + | U [ 1838 / + | 2038 / + 20.20 35.61 + | + | + |+ | + | PA [PA|[PA| 1881 | 3236 | + | 2057 | 3579 | + | 2005 | 3239 | + | + | + | + | +| PA | PA [PA[5]b
2024 | 1758 | Raw scallops + | U [ 1747 | 3152 | + | 1940 / + 19.73 37.14 + | + | + |+ | + | PA |[PA|[PA| 1863 | 3223 | + | 212 |3655| + | 2069 | 3232 | + | + | + | + | + | PA | PA [PA[5]b
N | 32671 || N | a0 NN | 33.07/ w L los
2024 | 1759 | Raw hollow oysters - | U | 2465 | 3118 | + | 2645 | 3504 + 27.31 35.00 # |+ |+ |+ |+ | PD {PDIPD| N | 3368 | 77| NAL [P NA | 368 ||+ - | e | T | b
NA | 3385 NA | 4o INIA | 36.85 S B
NIA | 3315/
2024 | 1760 | Raw mussels + | U | 3115 | 3045 | + | 3241 | 3513 + 3278 34.39 + |+ |+ |+ | + | PA |PA|PA| 3156 | 2952 | + | 3939 |3362| + | NA/ | 3585 || + | + | + |- | PA | PA F:ﬁ’n 5(b
NA | 34.12 )
2024 | 1761 | Raw oysters - [ U] NA [ 3348 | - | NA 33.66 - N/A 33.37 - [ - - [ - [ -1 NA[NA[NA 5[b

* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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RAW AND RTC FISH AND SEAFOOD

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16 hat37 £1°C+72hat 5+ 3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
& |5 PCR result PCR result 3°C 5°C £ 3°C
© o
2 .| 3 2 3 2 3
= =33 QS5 CFX96 standard CFX Opus Deepwell 2 B £ QS5 CFX96 standard CFX Opus Deepwell | @ SRS 2
£ | Sample RN = 2| 5 = 2|8 S| 8 g
- N° Product 2o 5 5 S | ® |2 S S | ® s | 2|85
g Enld| = = = E o 28| = = = £ °l3 |2
o @ o s | o | B = 0 s | a = | | B|=| w < (=1
> R e = - e = - e = <« | 8|8 |5|3| 8 |8|lal| S s || © sl & T |=| 5|2 | 8|2 @ % | o
s 18/ 2| S35 32| €| 35| 2 S | 2 (2|28 T |sl2| 5| S |3| s|S/3| 5| € |3/2|9/5/18 °|8]|z
gle| E| 2 |&|E | 2 | & | ¢ |82 g (S| B |2 |8 £ 2|8 E| 2 |&=| |Zlg |E|S
< g g Sl s 5 = < < AR 5
(%) (%) (%) = (@] (%) (%) (%) = o
o | X O | X
(&] (&]
N/A/ N/A/ N/A/ N/A/
N/AIN/ | e | 37317 | 34434 | i+ | 39.43% 33.35% | il+H+* PD | PD
2024 | 1762 | Raw whelk S BV I <AL R T (DR B o oot | aerr L | | ol oL | N | e | e 5(b
30.22* 34.12* 29.68* 34.02¢
2024 | 1763 | Raw mussels U| NA | 3087 | - N/A 33.74 - N/A 34.65 - - | - [ - T -1 NA[NA|NA 5]b
2024 | 1764 [ Raw scallops - Ju] NA | 3397 | - N/A 34.90 - N/A 34.04 - - -1 -1 -1 NA [NA|NA 5]b
2024 | 1765 [Raw giant squid slice - U] NA | 3401 - N/A 35.56 - N/A 35.45 - - -1 -1 -1 NA [NA[NA 5(b
N/A/ /
33.95% | 32.78% | il+*/- PD
2024 | 1766 | Raw sea almonds - LU | 3tee | e | VA 34.07 - N/A 35.00 - ol | e |NANA 5/b
N/A* 32.30*
2024 | 1767 | Raw prawns - JUu] NA | 338 | - N/A 34.35 - N/A 35.31 - - -1 -1 -1 Na [NA|NA 5]b
37.71(aty | 3531/
2024 1768 Raw prawns - U N/A 35.00 - N/A 35.62 - N/A/ 35.08/ at/-/- - - - - NA [ NA | NA 5|b
N/A 35.56
2023 4972 Raw squid + U | 27.80 31.40 + 32.81 32.38 + 32.60 34.95 + + + + + PA | PA|PA| 2459 | 3065 | + | 3212 | 3164 | + | 3344 34.33 + + + + | + PA PA |PA|5]|b
2023 | 4973 | Raw squid + U] NA | 3063 | - N/A 32.26 - N/A 35.42 - - - -1 -17"no [ND[ND| NA [ 3077 | - | NA [3128] - | NA | 3428 | - - | - [ -[-]"ND | ND|ND|5]D
38.91/
3775 | 90 PAr
2023 | 4974 | Raw langoustine + (U NA | 344 | - N/A 32.67 N 3456/ | 4l | - |- | - | - | NDINDDEH NA | 3199 | - | NA | 3224 | - | NA | 3506 | - | - | - | - |- | ND | ND [ND|S5|b
36.51 H
A
2023 | 4975 [Raw langoustine + | u 1776 | 3091 [ + [ 2209 | 33.00 + 21.29 38.07 + |+ [+ |+ [+ ] PA [PAJPA| 2125 [ 3113 | + [ 2215 [3291| + | 2193 | 3543 | + | + | + [ + [+ | PA | PA [PA[5]D
2023 | 4976 | Raw shrimp - Ul NA | 3107 |- N/A 32.01 - N/A 34.68 - - -1 -1 -1 NA[NA[NA 5(b
2023 4977 Raw shrimp - U | 19.54 31.28 + 22.91 33.21 + 22.57 36.30 + + + + + PD PD | PD | 1763 | 3099 | + | 2098 | 3249 | + | 20.88 35.56 + + + + | + PD PD |[PD|5]|b
6.29
G| aru
2023 4978 Raw mussel + U N/A 31.38 - N/A 32.21 - N/A 37.73 - - - - - ND [ND |ND | NA 30.78 | - N/A 315 493 35.74] | --| - - - - ND ND |ND (5(b
(no 35.11
amp)
2023 4979 Raw cuttlefish U | 18.03 31.79 + 21.54 35.35 + 21.29 37.03 + + + + + PD PD | PD| 1926 | 3175 | + | 2048 | 3217 | + | 2118 38.66 + + + + | + PD PD [PD|5|b
2023 | 4980 | Raw scallops Ul NA | 3241 - N/A 3243 - N/A 35.20 - - | - T -1 -1 Na [NA|NA 5]b
2023 4981 Raw cockles - U | 2415 31.35 + 26.57 32.82 + 27.23 36.18 + + + + + PD PD | PD | 26,69 | 3175 | + | 2798 | 3249 | + | 32.28 34.72 + + + + | + PD PD |[PD|5]|b
2024 | 382 [Tuna steak in brine + | P | 2347 | 2029 | + | 2558 | 35.30 + 24.08 31.89 + |+ [+ |+ [+ ] PA [PA|PA| 2118 [ 3005 | + [ 2328 [3458 | + | 2209 | 3422 | + [ + | + [+ [+ ] PA [ PA |PA[5]c
2024 | g3 | Cod with almonds and P| NA | 2064 | - | NA | 3508 | - NA | a8 | - | - | - | - | - | Na | NA|NA 5 ¢
pistachios
N/A/ / N/AY
N/A/ N/A/ _ N/A*/ 32.14% il- ND | N/A/ / i+ | NIA e | NIA R
2024 | 384 | Salted cod flakes + | P | 37.09 / + | a0 | 33,06 i+ a5 | a2e3r L] Lt |t | T | PA | PA Ll 2006 | 32040 | * | 2001 | 319 | 1| orga | /3284" [ilt| + |+ |+ |+ | PA | PA | PA|5|c
36.38* 32.7*
2024 | 385 Sr'ﬁ::sq”'d ring in + | P | 2507 | 2883 | + | 2689 | 3629 + 26.05 33.81 + |+ | + |+ | + | PA |PA|PA| 2487 | 3289 | + | 2716 | 3549 | + | 2563 | 3358 | + | + | + | + |+ | PA | PA |PA|5]|c
2024 | 386 | Ring of pickled squid - [P NA | 3341 - N/A 34.49 - N/A 34.81 - - | - T -1 -1 NaA NA|NA 5]c
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[2023LR125 - Salmofast PCR method —
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MICRO\/AN!“.“" Wi

RAW AND RTC FISH AND SEAFOOD

Alternative method: Salmofast® PCR Kit
16 hat37£1°C 16hat37£1°C +72 hat 5+ 3°C
Final result- | Agreement -
= |8 Final result Agreement 72hat5°Ct 72 h at
& |5 PCR result PCR result 3°C 5°C * 3°C
2 S |2 2 3 2 3
= L5 = QS5 CFX96 standard CFX Opus Deepwell ) B &£ QS5 CFX96 standard CFX Opus Deepwell | @ B £ =
S | Sample T8 2 = 2| = = > 2| = =99
3 N° Product 2= 5 = T | ® s |2 S T | ® s |23 5
5 g8 & 3 g8 513 g HE 513281
5 il I = = = E Sl 218 = = = E Sl 2| 8|°
ks s |2 & | _ 8 _ S _ Elg|2l2| 8 |88 & | _ S | _ S | _ E1B3IE|2 8| % |5
55|25/ 35| |3| 5|2 |32\ 3|8 ®%|2/8/ 5|23 ¢|S|35/5|2|32/°3|3° 2|2
— ° <C - = -
© O O > o o © © © > o o
w w w ™ (%] (%] (%] ™
o | X O | X
(&] (&]
2024 | 387 | Marinated tuna P| NA | 3235 | - N/A 33.42 N/A 34.32 - - | NA [NA|NA 5¢c
2;01/ 329/
2024 388 Pickled squid tentacle P | NA 3243 - N/A/ 34.8/ at/-/- N/A 34.32 - - NA | NA | NA 5]c
35.42
N/A
2024 | 3gg | Merrated selmon and P| NA | 3312 | - | NA | 3417 NA | 3461 : - | NA | NA|NA 5 ¢
2024 | 1772 | Tunain brine + 2041 | 2403 | + | 2286 / + 23.02 36.12 + | + |+ | + | + | PA [PA[PA| 2148 | 2928 | + | 2328 [ 3637 | + | 2312 | 3192 | + | + | + | + | +| PA | PA |[PA[5]c
2024 | 1773 | Anchovies marinated P| NA | 3150 | - | NA | 3498 NA | 3458 : - | NA | NA|NA 5 ¢
(garlic/parsley)
2024 | 1774 | Marinated salmon + | P | 1832 | 3134 | + | 2001 | 3434 + 19.99 37.87 + [+ |+ |+ | +| PA |PA|PA| 1847 / + 285 | / |+ 231 | 3315 [ +| + | + |+ |+| PA|PA|PA|5|C
(Moroccan spices)
34.97/ | 3467/ 30.04/ | 3555/ 0 | pD
2024 | 1775 | Anchovies marinated P | NA | 3414/ | +-i | NIA | 3818/ | - N/A 34.42 - - | o | | NA 5| ¢
NA | NA N/A 35.67 S
Fish ready to cook
2023 | 4536 | (fish, lemon sauce, + | P | 1517 | 3305 | + | 1662 | 36.30 + 14.60 35.16 + [+ |+ |+ | +| PA |PA|PA| 1605 | 3398 | + | 1651 | 34.06 | + | 14.13 / +| + | + | +|+| PA|PA|PA[5]|C
rice)
Fish ready to cook
2023 | 4537 | (salmon steak, rice, dill P| NA | 3203 | - NA 32.95 N/A 34.07 - - | NA |NA|NA 5| ¢
sauce)
2023 | 4538 {f:z:’s:gzttam‘;‘)’k + | P| 1516 | 3455 | + | 1621 | 3675 + 1708 | 3619 | + | + | + | + | + | PA |PA|PA| 1492 | 3420 | + | 1644 | 337 | + | 149 bl o+ |+ |+ +] PalPalPAals|c
2023 | 5600 | Shellfish mix + | P | 2559 | 2900 | + | 2845 | 30.33 + 25.67 35.42 + | + |+ | + | + | PA [PA[PA| 2378 | 3179 | + | 369 |3263| + | 3454 | 3542 | + | + | + | + | +| PA | PA |[PA[5]c
Mussels stuffed with 4.55(at)/ Sa.48/
2023 | 5601 P| NA | 2864 | - N/A 30.19 NIA/ 3442 | at-- - - | NA |NA|NA 5| ¢
parsley N/A 35.18
2023 | 5606 | Marinated fish + | P | 2831 | 2897 | + | 2944 | 29.74 + 30.01 34.97 + |+ |+ |+ | + | PA [PA[PA| 2898 | 3216 | + | 29.78 [3206 | + | 301 | 3526 | + | + | + | + | +| PA | PA [PA[5]c
2023 | 5607 | Chunksofdesaltedcod | + | P | 2261 | 2858 | + | 23.70 | 29.86 + 24.74 34.17 + | + | + | + | + | PA |[PA|PA| 2063 | 3180 | + | 22.72 | 3278 | + | 21.87 ] + | + | + [+ |+ PA | PA|PA[5]cC
NIA/ /
3399 | 34.084 | i+ PD
2023 5608 Salted hake crumbs P N/A 32.43 - N/A 34.84 35.28%/ 34.05% [+ - - NA | NA cota 5|c
N/A* 34.35*
2023 | 5610 | Marinated squid + | P | 2730 | 2896 | + | 2940 | 2954 + 30.53 34.86 + | + | + | + | + | PA |PA|PA| 2556 | 31.76 | + | 2848 |3222| + | 2614 | 359 | + | + | + | + | +| PA | PA |PA|5]c
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[2023LR125 - Salmofast PCR method —

02 March 2026]

MlcrzovAN!;" Wi

PRODUCTION ENVIRONMENTAL SAMPLES (EXCLUDING DUST SAMPLES)

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16 hat37*1°C+72hat5+3°C
Final result- | Agreement -
- B Final result Agreement 72hat5°C* 72hat
E = PCR result PCR result 3°C 5°C + 3°C
8- g ¥ he] (%) he]
= =35 = QS5 CFX96 standard CFX Opus Deepwell 2 B | £ QS5 CFX96 standard CFX Opus Deepwell | @« B2 =
S | sample S g 8 = 2| s G 2|8 AR
< P | Product S =l = g S| & - | 2 g S| & - | 2|8 &
‘5 N g8 S = | 2 5| 3 ® s | 2 E |2 845
g ELd| = = = E 2= 2l 8 = = = E = 2|8
.. o (&) (&) Lo = e -— o o o = Lo = e -
> g 15| € z | = | = =z = = = . | E|8|18|3| 8 |8|a]| S T |l=| 5 | T l=| = = = 5|8 5|3 8|2 |2
218l s S 13| 3| S |3 | % S | 2=/ °|5/&  °|g8lz| 3| S|g 5|3/ 3| S [38|2|°|5(&8 °|¢8|z2
—— < < < *n < < < = *n
e S g g = 8| 2 &) 8 | 2 | g2 |Blg| 2| 2% 2% 22|57 |28 |B|g
3 3 3 < | G o & 3 3 < |G (&
o | X o [ X
(@] (@]
Swab before cleaning
2024 231 (dairy products P N/A 33.64 - N/A 33.40 N/A 34.37 - - - NA [ NA | NA 6|a
industry)
Swab before cleaning
2024 232 (dairy products + P | 17.03 / i 19.36 36.93 + 19.27 38.44 + + + + + PA | PA|PA| 1436 | 3576 | + | 1512 | 3795 | + | 17.06 35.68 + + + + |+ PA PA |PA |G |a
industry)
2024 | 233 |Swabbeforecleaning || 5| 4500 | + | 1743 | 3827 | o+ 1737 | 3710 | + |+ |+ | + |+ | PA |PA|PA| 1588 | / |+ | 1746 |37.08| + | 1743 | 3566 | + | + | + | + |+ | PA | PA |PA|6]a
(seafood |ndustr¥)
2024 | 234 | Swabafter cleaning v | P | 1728 | 3417 | + | 1900 | 3620 | + 1843 | 3507 | + |+ |+ | + |+ | PA |PA|PA| 159 | 3236 | + | 1821 |3515| + | 1826 | 3478 | + | + | + | + | +| PA | PA |PA|6]a
(seafood industry)
Wipe before cleaning
2024 235 (meat products P | NA 28.41 - N/A 33.14 N/A 34.00 - - - NA | NA | NA 6|a
production)
Wipe after cleaning
2024 236 (chocolate mousse + P | 16.76 / + 16.76 36.06 + 16.44 37.41 + + + + + PA | PA|PA| 1533 | 33.01 | + | 166 |36.76 | + | 1655 | 36.09 + + + + |+ | PA PA [PA|6]|a
production)
Wipe after cleaning
2024 237 (seafood products P | NA 33.30 - N/A 33.72 N/A 3497 - - - NA | NA | NA 6|a
industry)
Wipe after cleaning
2024 238 (seafood products & P | 16.54 / i 16.82 38.49 i 17.23 38.08 i & & i i PA | PA|PA| 159 294 + | 1659 | 162 | + | 16.93 34.4 i & & T [ PA PA |PA |G |a
industry)
Wipe before cleaning
2024 239 (RTRH products + P | 23.14 34.34 i 23.88 37.84 + 24.05 34.55 + + + + + PA | PA|PA| 192 / + | 20.78 | 3832 | + | 19.08 34.88 + + + + |+ PA PA |PA |G |a
industry)
Sponge after cleaning
2024 240 (RTRH products + P | 18.64 34.60 i 19.10 35.38 + 18.83 35.72 + + + + + PA | PA|PA | 17.24 / + | 1868 | 3577 | + | 18.53 36.05 + + + + |+ PA PA |PA |G |a
industry)
2024 814 Swab before cleaning + P | 19.48 / + 20.02 34.09 + 19.23 34.78 + + + + + PA | PA | PA | 1644 / + | 17.96 | 38.69 | + 17.5 36.83 + + + + |+ PA PA |PA|6]|a
2024 815 Swab after cleaning + P | 1262 / + 17.06 33.98 + 16.53 36.49 + + + + + PA | PA | PA | 16.52 / + | 16.79 |1 3933 | + | 16.86 36.57 + + + + |+ PA PA |PA|6]|a
2024 | 816 | Wipe before cleaning + | P | 1657 | 2599 | + | 1664 | 3020 + 19.58 33.71 + |+ |+ |+ |+ | PA |PA|PA| 173 | 2145 | + | 1918 [ 3622 | + | 1886 | 3409 | + | + | + | + | +| PA | PA |PA|6]a
(pork product industry)
2024 | g17 | Bootsocks after + | P | 1642 | 3118 | + | 1819 | 3473 + 17.74 34.60 + |+ |+ |+ |+ | PA |PA|PA| 148 | 2025 | + | 17.09 [3628 | + | 1723 | 364 |+ | + | + | + |+ | PA | PA |[PA|6]a
sampling campaign
2024 | g1g | Nipebefore cleaning P| NA | 3332 | - | NA | 3437 NA | 3416 ~ -] -] Na | NA|NA 6a
(pastry product)
Wipe before cleaning 25.13(at)/ | 3423/
2024 819 (pastry product) P N/A 31.46 - N/A 34.14 N/A 34.83/ at/-/- - - NA | NA | NA 6|a
pasiry p INIA 34.23
2024 | gao | Wipebefore cleaning P| NA | 3302 | - | NA | 3497 NA | 3447 ~ -] -] Na | NA|NA 6a
(pastry product)
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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MlcnovAN!: Wi

PRODUCTION ENVIRONMENTAL SAMPLES (EXCLUDING DUST SAMPLES)

Alternative method: Salmofast® PCR Kit
16 h at 37 £1°C 16hat37£1°C+72hat5%3°C
Final result- | Agreement -
< | B Final result Agreement 72hat5°C £ 72 hat
E = PCR result PCR result 3°C 5°C + 3°C
% g E k%) 3 % 3
= £ § 5 QS5 CFX96 standard CFX Opus Deepwell 8 § 2 QS5 CFX96 standard CFX Opus Deepwell | @« § 2 2
§ | Sample | poquct 2oL g z| g 3 g z| & /1§38
s N° s 8 L c o e = -% c o T = =
5 Bl v| o = = £ gls g = = = £ B35 £ 8|°
= N R S S tElg|Bl2| 8|23 & S S £18|2|2| 8|82
g = - g = - g = - n g = - g = - g = - (72}
s 8/ 2| & |3 2| 8|3 | 2 S |2 |2(°|2|l&|°|s|2| 2| S5 ¢|/S|35|¢| S |35/8|°|el&gl°|s|2
2|8 g 2 || g 2 | & § | 2 |7 |23 52| 2|2 (& s |2(&| £ 2 |2 |g|3 52
3 3 3 ez Clk| 3 3 3 S = iy
(%} (%} (%} s O (%} (%} (%} X119
o | X o [ X
o o
2024 | go1 | Swabbefore cleaning P| NA | 3330 | - | NA | 3456 NA | 3415 . - | Na [NAa|NA 6|a
(fish waste)
2024 | gap | Swabbefore cleaning P| NA | 335 | - | NA | 3434 NA | 3485 : - | NA [NA|NA 6|a
(fish waste)
2024 | gog | Db before cleaning P| NA | 3362 | - | NA | 3422 NA | 3522 . - | NA | NA|NA 6|a
(pastry waste)
2024 | 2te7 | e ceann P| NA | 3460 | - | NA | 3703 NA | 3530 . - | NA | NA|NA 6|a
2024 | 2108 | e orecleaning P| NA | 3376 | - | NA | 3612 NA | 3408 . - | NA | NA|NA 6|a
Swab after cleaning 36.92/ 35.07/ PD
2004 | 200 | o P| NA | 3441 | - | NA | 3469 | +H- N/A 34.89 - - | NA [0 | NA 6|a
pasty N/A 34.64 (alt)
Spanish-style rice
2024 | 241 | residue (RTRH + | P | 2587 / + | 2640 | 36.84 + 26.22 33.37 + [+ | + |+ | +| PA |PA|PA| 2276 / + | 2332 | 3559 | + | 2423 | 3453 [+ | + | + | + |+ | PA | PA |[PA|6|D
products industry)
Pancakes residue
2024 | 242 | (RTRH products + | P | 2164 | 3472 | + | 2200 | 3676 + 2142 34.69 + |+ |+ |+ [+ | PA |PA|PA| 1860 | 3437 | + | 219 | 348 | + | 211 | 3432 |+ | + | + | + |+ | PA | PA |PA[6]|D
industry)
Mushroom sauce 38,21/ | 33,69/27 38.37/ 36.26/ PD PD 38.15/ | 31.58/33 " PD
2024 | 243 | residue (RTRH P | NIAIN | 04/313 | +-- | NA 31.93 N/A/ 35.02/ | +-- - - | o [NATE ] NA | 3369 N/A | 32.86 NIAN/ | 981353 |/ - NA | NA [Z5 16 |b
products industry) A 3 N/A 33.91 e e A 0 e
Sardines residue NIA/ NIA/
2024 | 244 | (Seafood products P | iINA* | ii34,50% [ ifil-* | N/A 36.67 N/A 3179 if-* - - | NA |NA|[NA 6|b
production) '
Pork meat residue
2024 | 245 | (meat products + | P | 2266 | 3265 | + | 2438 | 3538 + 23.66 34.22 + |+ |+ |+ |+ | PA |PA|PA| 2228 | 3348 | + | 2397 | 3689 | + | 2416 | 337 |+ | + | + | + |+ | PA | PA |PA[6]|D
industry)
2024 | 1764 bR::f'd”es°fs’"edded + | P | 1624 | 3055 | + | 1828 / + 1850 | 3872 | + | + |+ |+ |+ | PA |PA|PA| 1671 | 3368 | + | 1837 [3766| + | 1841 | 3456 | + | + | + | + |+ | PA | PA |PA|6|b
2004 | 1765 Eee:f‘d”e“fs"’edded | P 1791 | 3221 | + | 1966 / + 1978 | 3720 | + | + |+ | + | + | PA |PA|PA| 1688 | / |+ | 1885 |3957| + [ 1902 | 3582 | + | + | + | + |+ | PA | PA |PA|6|D
2024 | 1766 | Residues of parmentier | + | P | 19.81 | 29.89 | + | 2123 | 36.84 + 22.16 35.89 + |+ [+ |+ [+ | PA [PA[PA| 1978 | 3176 | + | 2171 [ 3539 | + | 215 | 3279 | + | + | + | + | +| PA | PA [PA 6D
2024 | 1767 | Residues of chipolata | + | P | 18.37 | 3269 | + | 2018 | 3351 + 20.52 39.49 + |+ [+ |+ [+ PA [PA|PA]| 189 [ 3392 | + | 208 | NA | + | 2001 | 3248 | + | + | + | + |+ | PA | PA[PA|6]D
2024 | 1768 | Residues of chipolata | + | P | 2053 | 33.38 | + | 21.89 / + 22.29 36.70 + | + [+ |+ [+ | PA [PA|PA| 1982 | 3324 | + | 2149 | 361 | + | 2167 | 3304 | + | + | + | + | +| PA | PA [PA|6]|D
3155/ | 3152/ 3358/ | 3455/ 3413 | 3477 0 | pp | PO
2024 | 1769 | Residues of chipolata P | 31.00/ | 3421/ |4+ | 3314/ | 3639/ | 4+ | 3217/ | 3466/ | #++ - Sl e e | NA | 3343 NA | 34.56 NA | 32.74 - NA | NA [NA|6]D
3146 | 33.72 31.08 N/A 32.44 35.16 b il
35622 | 3332 oD
2024 | 1771 | Residues of pork P | 932 | 3335 [#++| NA 35.07 N/A 34.18 - - | pw | NA|NA| NA | 3391 NA | 34.76 NA | 33.75 - NA | NA [NA|6]D
29.63 | 34.04 :
2024 2060 Residues of vegetables P | NA 37.76 - N/A 34.16 N/A 35.09 - - NA | NA | NA 6|b
2024 2061 Residues of pancakes P | NA 36.54 - N/A 35.33 N/A 36.08 - - NA | NA | NA 6|b
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PRODUCTION ENVIRONMENTAL SAMPLES (EXCLUDING DUST SAMPLES)

Alternative method: Salmofast® PCR Kit
16 hat 37 £1°C 16hat37*1°C+72hat5%3°C
Final result- | Agreement -
- B Final result Agreement 72hat5°C* 72 h at
E g PCR result PCR result 3°C 5°C + 3°C
©
2. % E E F; g
= 25 2 Qs5 CFX96 standard CFX Opus Deepwell 2 3|2 Qs5 CFX9 standard | CFX Opus Deepwell | & B =
s Samople Product 82 £ g z| g - |2 g z| & - 2|88
5 | N gE 2 3 5|2 5|2 g 5|8 s 12/18°
g e I = = £ S| s 28| = = = E 3 28
2 g |=| & | _ S | _ e | EI8|213] 8 |29 €| = S | 5 S | 2 E18| 232 8| 8|2
s 8l & | 8 |5| =| 8§ | 5| &« | 8 |5 |8|lc|2|8|°|g|8| =| 8|5l c|8|5|=| 8 |5/8|9|2|38|l°|g|3
28|82 o |8l 2 o | & 8| <o | B |2|5 =18 2 o |& 2 |8l o |BE = |2|3 < |5
o a g < o g < o g < (= g | 2 5| < IS < @ IS < | x g < o © | D s | <
T T T < % t T T T < % 6
9] 9%} 9%} S 9] 9] 9] IS
o & o &
Spanish-style rice
2024 2196 residue (RTRH products - P | NA 34.74 - N/A 36.14 - N/A 35.43 - - - - - NA | NA [ NA 6|b
industry)
2024 2199 Residues of cake - P | NA 35.11 - N/A 35.91 - N/A 34.43 - - - - - NA | NA | NA 6|b
2024 4340 Meat cutting residues - P | NA 33.96 - N/A 35.77 - N/A 37.27 - - - - - NA | NA | NA 6|b
373/ 36.93/ PD
2024 4341 Residues of parmentier - P | NA 32.94 - N/A/ 34.46/ +-/- N/A 36.60 - - - - - NA NA 6|b
N/A 33.53 e
32.8/
. 38.56/ 23.18/
2024 4342 Residues of shredded i P 39.53 3417 _ | 375N 35.5/ i NIA/ 3384/ i i i i ) NA PD | PD 61 b
beef () A 35.8/ N/A 3438 FP(alt) | FP(alt
34.86 )
37.22/ 33/ PD
2024 4343 Residues of salmon - P N/A 27.90 - 4.63/ 34.03/ +/+/- N/A 36.63 - - - - - NA NA 6|b
N/A 34.78 e
Process water before
2024 246 cleaning (meat + P | 16.30 | 33.36 + 17.39 34.90 + 17.00 3517 + + + + + PA | PA|PA| 1597 | 2248 | + | 1651 | 384 | + | 17.24 | 36.32 + + + + | + | PA PA [PA|6]|cC
products production)
Process water before
2024 247 cleaning (turkey meat + P | 1649 | 3277 + 18.94 36.49 + 18.25 35.68 + + + + + PA | PA | PA | 17.18 / + | 1862 | 3656 | + | 18.06 | 3574 + + + + | + | PA PA |PA |6 |cC
production)
Rinse water before
2024 248 cleaning (meat + P | 16.27 / + 17.69 39.20 + 17.44 38.35 + + + + + PA | PA|PA| 1586 | 34.74 | + | 1747 | 3659 | + 17.3 36.52 + + + + | + | PA PA |PA |6 |cC
products production)
Process water before
2024 249 cleaning (chicken meat | + P | 2312 | 33.35 + 24.33 35.40 + 24.14 34.37 + + + + + PA | PA | PA | 20.46 329 + | 23.01 | 3554 | + 22.7 34.56 + + + + | + | PA PA |PA |6 |cC
production)
Rinse water before
2024 250 cleaning (brioche + P | 16.15 | 3375 + 17.23 34.73 + 17.02 36.87 + + + + + PA | PA | PA | 16.11 / + | 17.04 | 3622 | + | 17.05 | 36.71 + + + + | + | PA PA [PA|6|cC
bakery production)
Water before cleaning 37.03/ 34.76/ PD
2024 251 (RTRH products - P | NA 33.62 - N/A/ 34.48/ +-/- N/A 34.50 - - - - - NA o NA | NA 3539 | - N/A | 3379 | - N/A 3443 - - - - - NA NA |[NA|6|c
industry) N/A 34.08 @
Process water before
2024 252 cleaning (meat + P | 17.04 | 3450 + 17.21 37.82 + 17.43 35.85 + + + + + PA | PA| PA | 16.72 35.9 + | 174 | 3513 | + | 17.27 | 36.31 + + + + | + | PA PA [PA|6]|cC
products industry)
Process water before N/A/ 33,79/ 13.14 34.36/ NA
2024 253 cleaning (seafood - P | NA 33,07/ | --- | 38.66 34.35/ +/+/- 22.74 33.59 + + - + + v PD [ PD | N/A 3479 | - N/A | 35.07 | - N/A 30.25 - - - - - NA NA [NA|6|c
products industry) NA | 3423 N/A 33.8 o
Process water before 18.70/ 34.80/ PD
2024 254 cleaning (seafood - P | NA 3452 - N/A 34.04 - 6.95/ 35.11/ +-/- - - - - NA | NA ot N/A 3259 | - N/A | 3424 | - N/A 29.84 - - - - - NA NA [NA|6|c
products industry) N/A 34.70 e
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Standardized report -Qualitative methods

gg%iéﬁgg ? gg:tmofast PCR method - M l C R O VA L UUH
NEN

02 March 2026]

PRODUCTION ENVIRONMENTAL SAMPLES (EXCLUDING DUST SAMPLES)

Alternative method: Salmofast® PCR Kit
16 hat37£1°C 16hat37£1°C+72hat 5+ 3°C
Final result- | Agreement -
< | B Final result Agreement 72hat5°C £ 72 hat
E g PCR result PCR result 3°C 5°C + 3°C
2 g E 1%) B 7 3
= L= = QS5 CFX96 standard CFX Opus Deepwell 2 B £ QS5 CFX96 standard CFX Opus Deepwell | @« SRS 2
S | Sample |, . g3 2 = 2| 3 = 2|s 5|94
S | [P 92 g1 1518 |2 g1 |58 |3|%|57
s EL| | = = = E |3 28| = = = £ e |3 2| 8|°
§ g 12| & S| S | HEAEIRE R IHEE R S | 5 S < HEIEI AR R
S | 8| = S |=| = 8 = S g = 8|S |8| 8| ¢ |o|8| = S|zl = | 8|2 < S |z g8|lc|8|8 | |8
g (8| 2| 5 |8| | & | 8| 2 S | 8= 513 15 2 5|8l 2|co|gl 2| oo |&|= g3 2|5
e |&| g 2 | @ 8 < o g < & o | S Slx| g | 2 |®| 8|2 |=®| 8 2 || = < B & | =
= = = > o ™ = = = S | a (™
3 3 3 < | G o & 3 3 < |G (&)
S| X S
o o
Process water after
2024 | 255 | cleaning (seafood + | P | 1966 | 3504 | + | 2051 | 3825 + 20.00 35.35 + [+ | + |+ | + | PA |PA|PA| 1549 / + | 1705 | NIA | + | 1686 | 3085 |+ | + | + | + |+ | PA | PA |PA|6]|cC
products industry)
Process water after
2024 | 818 | cleaning (meat - P NA | 3119 | - N/A 32.19 - N/A 33.09 - - - | - -1] NA [NA|NA 6|c
products industry)
2024 | 819 z:‘:rﬁr‘:‘;a‘e’a"er + | P | 1570 | 3173 | + | 1707 | 3746 + 16.40 34.84 + |+ |+ |+ | + | PA|PA|PA| 1527 | / |+ |1674|3832| + | 1672 | 3664 |+ | + | + |+ |+| PA | PA |PA|B]|cC
Rinse water after
2024 | 820 | cleaning (vegetable - P NA | 3231 | - N/A 32.96 - N/A 33.34 - - - | - -1] NA [NA|NA 6|c
meat product)
Rinse water after 39.6/ 3341/ PD
2024 | 821 | LN - |P| NA | 3058 | - N/A 33.04 - N/A/ 3359/ | #kk | - | - | - | - | NA |[NA|ZZ 6|c
9 N/A 3343 i
Process water after
2024 1763 cleaning (pork meat - P | NA 3297 - N/A 35.68 - N/A 35.14 - - - - - NA | NA | NA 6|c
industry)
2024 | 1841 E:gjﬁ::;“er(pasw + | P | 1497 / + | 1767 | 3840 + 18.08 35.93 + [+ |+ |+ | +]| PA |PA|PA| 1793 / + 1812 | 1 | + | 1809 / +| + |+ |+ |+| PA|PA|PA|G]C
2024 | 1842 | Rinse water (pastry v | P e | + | 16.96 / + 1735 | 3678 | + | + |+ | + |+ | Pa [PA|PA| 1686 | 4 |+ | NN L L Tz | 0 [+ |+ |+ |+ | +| PA | PA |PAl6]c
product) 17.39
Rinse water (pork 32.33/ | 33.66/ PD
2004 | 1843 |l - P NN 3443 | HH- | NIA 34.72 - N/A 34.94 - Ll |- | e | NAINA 6|c
n NA | 3456 e
2023 | aart || s weter oo P| NA | 3116 | - | NA | 3318 | - NA | 3463 | - | - | - |- |- | NA [NA|NA 6|c
37,92 | 31,07/
NIA | 29,87/
2023 | 447z | Process water (feed e | NACL BSTETHIET A g301 |- Na | a0 | - | - | - [ - | - | PP INANA| NA | 3198 | - | NA [3302] - | NA | 3445 | - | - | - | - |- | NaA | NA[NA|B|C
industry) N/A* | 30,74/ | *[-*1- FP(alt)
N/A* | 29,96/
NA* | 3053
2023 | 4473 E?f;f;)water(feed + | P | 2827 | 3042 | + | 2945 | 3477 + 27.42 33.29 + |+ |+ |+ |+ | PA |PA|PA| 2723 | 3169 | + | 2767 |3274| + | 2699 | 3416 | + | + | + | + [+ | PA | PA |PA|6]|cC
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Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

Matrix : Ground beef

Strain : S. Typhimurium A00C060
Seeding protocol : 48h at 3°C +/- 2°C
Protocol paired : BPW

M|CR0\/ANE|; I

Aerobic mesophilic flora : 4.1x104 CFU/g

Appendix 6 - RLOD: raw data

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37+1°C BPW
< EHree PCR result Confirmatory tests Final result NEAls27 ORI
) = samples/Total
S RVS both | MKTTn broth E Direct streaking Streaking after subculture in RVS and MKTTn
2 a Result - —
. E ;g CFX Opus QS5 CFX 96 standard (Typical 3 _ g | 3 RVS MKTTn o < % | 3
- = f - Q o > = oL = o > =
s | — = s colonies) = | 35| s > 5 35 S 2
E| S @ = = o 2 1 59| 8 2 | £ 54| 8 3 e e
3 Q @ @ |l =] =2 © S ] ° ®© = k] ° = oy oy
° — g g =] = © — o ~ O © o (] — =3 — O [0} = g -g (3 -g
= S £ E 8| 8| & = = T | 2 wg| 82| 2 T TS |e |52 S| 8|28 |w|l8 |29 S
s 9|89 |s|s| 2|8 S S S| 2 |RE|8=| 2 S s  2|ls5|8=|2|E|2 /8| &a|2|8| &
£ |12 || 2|8 8 = s l=| T |5l =|T%| 5 | = S S |g3| 8wl 5 S E| &8 |8g|l8w | 5| & | x| 18| x]|°| 8
kS 2 N R = T S 13| T S 1 2| % S 12|38 & s <391 5| 3|3 | 38| 8| s |%E sS8 | 5| g | © = | © o
s S K] 2 S Q ) S Q ) S Q ° | X @ 2 5| 2% | 5 | X © < @ n | = > | = = (&) (&)
S = = g <= |®| g | = | ® | | = | & e | z Sl &8, € 2 e | B | Y S| E| <
am am T s s R o = | L = ks R o Y T2 =
% % % = 2 El 28| %5 = S| 8 |a 28| &
@ S 8 -1 8 @ q | & | <= 8 S
945 -A -A -A -A - N/A | 34.19 N/A | 32.66 NA 3373 | - | -A -A / / / / -A -A -A -A / / / / - -
946 -A -A -A -A - N/A | 33.86 N/A |32.94 NA 3333 | - | -A -A / / / / -A -A -A -A / / / / - -
947 | O / -A -A -A -A - | 05 N/A | 3348 N/A |32.85 NA | 337 - | -A -A / / / / -A -A -A -A / / / / - - 05 | 05 | 0/5
948 -A -A -A -A - N/A | 34.28 N/A | 32.61 NA | 333 - | -A -A / / / / -A -A -A -A / / / / - -
949 -A -A -A -A - N/A 33.7 N/A | 333 NA | 3312 | - | -A -A / / / / -A -A -A -A / / / / - -
950 -A -A -A -A - N/A | 3358 N/A 130.77 NA | 3327 | - | -A -A / / / / -A -A -A -A / / / / - -
951 tM | tp [ tM | +p | * 2535 | 3357 | + | 2428 [3299| + | 242 | 3464 | + 12| +M + + + + tM | +p | tM | +p + + + + + + + +
952 +12 | +p | tM | +M | + 2407 | 3414 | + | 2253 |3341| + 2314 3305 | + [+1/2] +M + + + + | H2 ] +p | tM | M + + + + + + + +
38.82 | 33.08
953 -A -A -A -A N/A | 33.26 N/A | 32.66 N/A | 33.68 | +/--| -A -A / / / / -A -A -A -A / / / / - -
N/A | 33.97
954 12 +p | tM | +p | # 262 | 3419 | + | 2427 |3277| + [2511] 33 + | +m | +M + + + + | M2 +p | tM | +p + + + + + + + +
955 +12 | M | +M | +p | + 2546 | 3516 | + | 2335 |3258| + 2541 3334 | + | +m | M + + + + |2 tM | tM | +p + + + + + + + +
956 12 | M | +M | +M | + 25.9 355 | + | 2353 [33.77| + 2437 3228 | + |+12] M + + + + |2 tM | tM | M + + + + + + + +
957 tM | +p [ tM | M | + 27.07 | 3411 | + | 2472 |3341| + | 262 | 3261 | + [+1/2] M + + + + tM | +p | tM | M + + + + + + + +
39.34 | 32.24
958 -A -A -A A |- N/A | 33.82 N/A |32.28 N/A | 34.05 | +/--| -A -A / / / / -A -A -A -A / / / / - -
Low | 1.1 15120 NA_| 346 15120 | 15120 | 15/20
959 tM | tM [ tM | M | + 24 3279 | + | 2344 13328 + |2164] 3591 | + |+1/2] +M + + + + M | tM | tM | M + + + + + + + +
960 tM | tM [ tM | M | + 2568 | 3478 | + | 2298 [32.93| + |2494| 3501 | + [+1/2] +M + + + + M | tM | tM | M + + + + + + + +
961 tM | tM [ tM | M | + 2484 | 3309 | + | 2457 |3285| + 2516 3463 | + [+1/2] M + + + + tM | tM | tM | +M + + + + + + + +
962 +12 | M | +M | +M | + 2343 | 3336 | + | 2295 |3353| + 2383 3571 | + [+1/2] M + + + + |2 tM | tM | M + + + + + + + +
963 tM | tM [ tM | +p | * 2351 | 3265 | + | 2311 |33.05| + 2344 3597 | + [+1/2] +M + + + + tM | tM | tM | +p + + + + + + + +
964 12 | M | +M | +M | + 2505 | 3329 | + | 2414 |3341| + 2483 3433 | + [+1/2] M + + + + |2 tM | tM | M + + + + + + + +
965 12 | M | +M | +M | + 2372 | 3328 | + | 2410 | 33 + (2328 3517 | + |+1/2] +M + + + + | M2 M | M | M + + + + + + + +
966 +12 | +p | M | +M | + 2305 | 3375 | + | 2269 | 34 + (2262 3477 | + |+1/2] +M + + + + | M2 +p | tM | M + + + + + + + +
(auto - (auto .
967 -A +1) A | +Md | - N/A | 33.98 N/A | 32.81 N/A | 3425 | - | -A | +md/d | Agguti | (Ckoseri / - -A +H1) -A | +Md Aggluttina  (Ckoseri / - -
+d nation) X5) +d tion) X5)
968 +12 | M | +M | +M | + 27.03 | 3401 | + | 2645 |33.08| + 2712 3479 | + | +m | M + + + + |2 tM | tM | M + + + + + + + +
969 -A -A -A -A - N/A | 33.63 N/A |33.01 NA | 3425 | - | -A -A / / / / -A -A -A -A / / / / - -
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods

MCS& ILS Report

[2023LR125 - Salmofast PCR method —
02 March 2026]

MlCRO\/ANEI: I

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37+1°C BPW
— et PCR result Confirmatory tests Final result NIl [T
a2 © samples/Total
£ RVS both | MKTTn broth ° Direct streaking Streaking after subculture in RVS and MKTTn
2L z Result - -
. g %Ei CFX Opus QS5 CFX 96 standard (Typical 3 _ % | 3 RVS MKTTn 3 < % | 3
o S s colonies) o | S| § % |8 25| 5| &
S 3| 2 5 5 o £ 2| 54| 8 e | £ 2| 8| & 5 5
I = S S| 3| =2 © 3 S| 28| 3 © © S| 3 28| 3 > | 3 2 3 2
=z S = E | 8| & = = = T S w8 | 58| 3 T T | 2| oo sl 32| 2|2 | v | &8 | 2| v | S
= = = = % 53 53 53 > oL | == = = IS ) | B« = © o (%) 17 o N 17
© a 3 a S |lsl = o o o S 2 KE | §=| = S S 2 52| ®=| = £ & © S ©
E I X | 9| X | 218 8| 35| 5l= 35 |l3|l=|35| 5 |= £ S |lz3|LY| 5 IS E| 2|28 | LY | 5| & | & S | S
S : e |l E| T S 12| T |S] 3|3 £ 2|8 8| =5 |<=s|38|s5|38|8|39|8| = |E% 521 5| 8| ° e | © s
5 8 8 = S o || S o | & | S O || x| @9 & 5| 2% | 2| X | @ | X | o | @ | = ox | 5 | = S S
S 5 5 £ = £ | = £ = - £l E g S 5|8 |24]| E| T
[35] I35 I35 © = = (ST = © © ° N T 5 =
© © © = 2 Z| 28| § = T | 2 | = L2 | 5
[aq) S @ 1) Q | o << B (&}
— —
970 12| tM | +M | +M | + 2312 | 3271 | + | 2122 |3268| + |2328| 3557 | + | +tM | +M + + + + [ H12 ] +tM | tM | M + + + + + + + +
971 2 | tM | M | H1/2 | + 2278 | 3403 | + | 2182 |3324| + |2267] 3528 | + |+1/2| +M + + + + [ H2 ] M | M | H1/2 | 4+ + + + + + + +
972 | High | 52 | +M | +M | +M | +M | + | 5/5 | 2234 | 3358 | + | 21.84 |3294| + [2299| 3504 | + [+1/2] +p + + + + tM | M | M | +M + + + + + + + + 5/5 | 55 | 5/5
973 12 | M | +M | +M | + 2624 | 3446 | + | 2512 3241 + 2591 3538 | + |[+1/2] +M + + + + |2 tM | tM | M + + + + + + + +
974 tm | tM [ tM | M | + 252 | 3421 | + | 2312 |3344| + [2499] 3503 | + | tm | +M + + + + tm | tM | +M | +M + + + + + + + +
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Standardized report -Qualitative methods
MCS& ILS Report

[2023LR125 - Salmofast PCR method —
02 March 2026]

Matrix : Raw fish filet
Strain : S.Ohio Ad1482
Seeding protocol : 48h at 3°C +/- 2°C
Protocol unpaired : BPW+novo

M|CR0\/ANE|; I

Aerobic mesophilic flora : 8.09x105 CFU/g

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37+1°C BPW + novobiocine 20mg/L
IEHEY PCR result Confirmatory tests Final result NEAls27 PO 7D
. samples/Total
= MKTTn = . . . .
g | RVSboth broth 3 Direct streaking Streaking after subculture in RVS and MKTTn
3 5 CFX Opus Qs5 CFX 96 standard .
S @ Result (Typical _ —_ _
(T S . S RVS MKTTn o S
@© O £ colonies) % s o 8 = 2 © e
s | 5| 3 S e | £ 8| = 2 e | 8| € | &
E| 2] ¢ © © ° < | 8 S5 | S < § |8 S| & = =
3 o K = = = = Be) = IR S 2 = o A Q b 1%5) © 175} ©
o — po [} [ S = © © = n % @ o (] © 8 2 % <_-> = ) -g ) -g
= S S S 2 3 % - 2 =9 < = = — = s < S B |lw|8 | & |v|l S
= £ £ 2 S =3 =3 =3 e S | © §2 | 8 2 e | = 5 2| 28| & ||l |®| © || ®
2lals|lals|=] 35| S| = S | _ S | S | 2|sg|g=| & g gl 2| S |8=| 2| & |xl°[8| |9 8
E ||| g 9] £ 2 p T | = p =3 = p =3 = £ S | 32| Su | = £ £ ) © Sw | £ = | 2 >
© > © > ) [ [ = (&) > = (&) > = o > () © £ £ | Eo o ) IS5 ) IS5 £ 5 = o S S | O > (&) ><
5 g g 2 | S| <o & S| <2 |& § || & |R| S 8|2 |22|&8|R|e|R|e|s8| 2 |25| &= & &
S = = E| = |®| £ | = | ® | E = | = e | 2 |u | 5| 8 g S| 2] 8 |5<| 8%
@ & 3 3 3 S |5 |g |84 & = S| s g |52 E
= ] e~ 175} a = = = =) pe 7] =
@ 18|z | 8% 8 « TS5 2188
— = —
1360 -A | -B | +d- | +d/- - N/A | 3346 | - N/A 33.06 - N/A 33.54 - -A -B / / / / -A -A | +d- | +d- / / / / - -
1361 A| -B| -A -A - NA | 345 - N/A 32.75 - N/A 33.37 - -A -B / / / / -A -A | +d- | +d- / / / / - -
1362 0 / -A| -B | +d-] -A - 0/5 N/A | 33.28 | - N/A 32.22 - N/A 33.11 - -A -A / / / / -A -A | +d- | +d- / / / / - - | 05 |05 05
1363 A | -A | +d- | +d- - N/A | 33.63 | - N/A 32.46 - N/A 33.38 - -A -A / / / / -A -A | +d- | +d- / / / / - -
1364 Al -B | +d-] -A - N/A | 33.72 | - N/A 32.70 - N/A 3242 - -A -A / / / / -A -A | +d- | +d- / / / / - -
1365 Al B -A -A - N/A | 3359 | - N/A 31.74 - N/A 32.5 - -A -A / / / / -A -A | +d- | +d- / / / / - -
N/A 33.41 172/
1366 A | -A | +d- | +d/- - 36.14 | 3325 | + | 27.04 | 32.74 + N/A 33.6 -I-- A -A / / / / tmo| 2 2 + + + + + + |+ [ -
N/A 35.18
N/A | 33.87 N/A 33.17
1367 A -A | +d-| -A - N/A | 33.83 |---| 3252 | 3246 + N/A 34.74 ~I-I- A -A / / / / A |12 | +d- | A + + + + + + | -
N/A | 33.95 N/A 33.87
1368 A | M | +d/+ | +m + 32.07 | 3336 | + | 29.09 | 32.55 + 32.04 33.42 + A -A / / / / +(1) | M | +d- | +di+ | + + + + + + |+ |+
N/A N/A
35.12% | 30.63* | i+*/-
1369 A | M | +d- | +d+ | 4 N/A | 33.63 | - NA | 3330% | #r N/A 33.28 - A -A / / / / -A A | +d- | +d- / / / / - -
N/A* | 33.06* 7
Low| 0.9 720 N/A 32.87/ 172/ 6/20 20 6/20
1370 A | -A | +d/- | +d/- - 3464 | 3314 | + | 30.81 | 32.60 + 37.36 | 33.64/ | -/ A -A / / / / -A +d/- | +d/- + + + + + + |+ | -
+
N/A 34.44
1371 -A | -B | +d/- | +d/- - N/A | 3329 | - N/A 32.59 - N/A 33.15 - -A -A / / / / -A -A | +di- | +dl- / / / / - -
1372 A A +d-] -A - N/A | 33.09 | - N/A 33.15 - N/A 33.23 - -A -A / / / / -A -A | +d- | +d- / / / / - -
1373 A | +M | +d/- | +d- + N/A | 3412 | - N/A 33.05 - N/A 33.11 - -A -A / / / / -A -A | +d- | +d- / / / / - -
2(453)2 35.02 NA | 3253 NA | 3241
1374 A |+12] -A -A + N/A 3449 |---| NIA 33.02 | - N/A 34.53 ~I-I- A -A / / / / A | M | +d- | +d- + + + + + -
NA 34.87 N/A 32.41 N/A 3417
N/A | 34.69 N/A 33.08 N/A 32.28
1375 A | -A | +d-| -A - N/A | 3443 |---| NIA 3222 | --- | 19.59(at) | 35.24 -I-- A -A / / / / A 12| A | | + + + + -
N/A | 34.68 N/A 33.21 N/A 34.58
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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Standardized report -Qualitative methods
MCS& ILS Report

[2023LR125 - Salmofast PCR method —
02 March 2026]

M|CR0\/ANE|; I

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37£1°C BPW + novobiocine 20mg/L
method . . Number positive
. PCR result Confirmatory tests Final result samples/Total
= MKTTn = . . ' .
£ | RVShoth broth k] Direct streaking Streaking after subculture in RVS and MKTTn
8 5 CFX Opus Qs5 CFX 96 standard .
) @ Result (Typical _ — _
(T S . S RVS MKTTn o m
o O £ colonies) 5 s o e = K] S e
s 35| 3 3 $12 | 83| ¢ g1 2 |35 | &
= g g © © [} < 8 O ®© o > o ©° ®© o g B =
3 [ ) = = o > ko) = = ) o g = [} = [} ©
Nt - = [ D = = ®© © 5 33 © © © © 8 & 8 ° = % 2 (3 2
= kS S S @ @ . . . = - | 2 -3 | 8 = < ~ = -S| ® S | |lw|8| & |wv]| &
© £ £ = o =3 =3 S5 = = © S < oy IS IS = 5 & & S S O|wn | @ o (7} 2
£ ) ®© ) © © 5 o - o . 3 . S [ =sa| BE= = S S [ o = > E | x| 3| w < (€] ©
E || | g %) = S ps =y = p =y = s 3 = £ ) 3o | 8 i £ £ s © Swu | = = | o ® | °’
© > @© > ) [ [ = (&) > = (&) > = o > () © £ £ | Eo o ) T o) T £ 5 = o S S | O > (&) >
= 2 2 s | 2| 5 |8 g o | 2 2 Y 2 | K| 2 | & |E 58 s | R 2| 2|2 | 5| 2 |59 5| 8 S S
8 5 s gl 2|2 g |2 || g |8 ¢& § 12 |0 | 5% 8 g S| 2|z E|=
@ 3 3 3 3 S | 2|8 TE | = S S| 2| wu |&%g| &
AS — n c A A O n c
Q 3 o E L 3 Qq Qq 3 E E 2 3
— = —
1376 A | +M [ +d+ | -A + 316 | 3421 | + | 2858 | 32.85 + 31.04 32.34 + A -A / / / / A A2 K2 | H2 |+ + + + + + |+ |+
N/A 33.30 12l
1377 A | +1/2] +d/+ | +m + 3347 | 3451 | + | 3045 | 3276 | -/+/+ | 3163 3115 + A -A / / / / tm | +M T AmiE |+ + + + + + +
30.70 | 32.88
N/A | 34.34 N/A | 32.76/3
1378 A | -A | +d- | +dI- - N/A | 339 |---| NA |315132| -/-- 38.76 31.8 + A -A / / / / +H1) | +1/2 | +d/- | +d/- + + + + + +
N/A | 33.99 N/A 99
1379 | Low| 09 |[-A | -A | +d/-| -a - N/A | 3389 | - N/A 32.85 - N/A 32.28 - A -A / / / / -A A | +d- | -A / / / / - -
1380 A [ +H1/2] +d- | +dii+ |+ N/A | 3473 | - N/A 33.65 - N/A 32.47 - A -A / / / / -A -A | +d- | +d- / / / / - -
N/A | 3425 |
1381 A | -A | +d/- | +d/- - 32.86 | 33.98 iyl 3111 | 33.05 + 31.98 31.76 + A -A / / / / +H1) | M | +d/+ | +di+ |+ + + + + + | +
328 | 33.77
1382 -A | -B | +d/- | +d/- - 3294 | 3334 | + | 3058 | 3240 + 32.08 32.54 + -A -A / / / / +2) | +1/2 | +d- | +di+ | + + + + + |+ |t
1383 -A | -B | +d/- | +d/- - N/A | 3355 | - N/A 32.11 - N/A 33.58 - -A -A / / / / -A -A | +d- | +d- / / / / - -
1384 A | A | +dl- | +d- - N/A | 3322 | - N/A 32.60 - N/A 34.2 - -A -A / / / / -A -A | +d- | +d- / / / / - -
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
ADRIA 99/130 version 1




Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

Matrix : Fresh spinach

Strain : S.Virchow Ad2569

Seeding protocol : 48h at 3°C +/- 2°C
Protocol paired : BPW

M|CR0\/AN!; I

Aerobic mesophilic flora : 7.6x105 CFU/g

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37+1°C BPW
IEHEY PCR result Confirmatory tests Final result AlEefEesie
= B samples/Total
g RVS both MbI:(')I'th g Direct streaking Streaking after subculture in RVS and MKTTn
3 % CFX Opus QS5 CFX 96 standard .
) @ Result (Typical —_ —
o o . T RVS MKTTn <
2 e = colonies) B e 2 = | < 8 @
S| 5| 5 3 e o 83 <= L |2 =] = | 8
= = 2 © © ) > 25| © > < S © o 8 = =
o D @ S S — =2 ko) Z I [e) ko) j_:’ 59 [e) = » © » ©
k 3 o s | =| 2 © | 8 gl S o © ® | S IR R = | 3 2| 5 2
= ) S S & 3 = - 2l =9 I = = - a = 9Q I i=] o [Te) ] o [Te) 3]
5 E E|S| 2| 8§ 3 3 e | = |lwE 88 8 2 2 | s |5 |s52|E8|lE|oc|8|ls| S| 8| =
k= o s | o s | 3| 5 o _ o _ o _ S 2 Qe E=| = S S =g == | 5| E| x |9|le| x| O | @
IS | %) o %) = o © T | = © < > © =3 = £ S |25 Swl = £ £ S 32 Ow = = i ©» [ ©P
< > @ < @® (T [S = (&) = = (&) > = (&) = o 35} £ o al Eo [S] o I35 o © IS c o E o [S) S (&) < &) >
£ g g > S| clgl 2o & 2 c& RS slclag s8R 9|2 %5/ |22 8|8 5 &
S g g = g |=2|®| 2| =2 || g | = |¢= | 2| 3/5% s 1 2|5 | 55|58 =
o o 3 3 3 S || £ %5g £ S S| | |5¢g| E
a | = 28 5 & s | & |g 28] 8
— —
7.04(at) | 34.32 (%;/ 3418
1095 -B -A B | -A N/A | 33.78 | ---| NIA 33.2 - N/A/ 3418 | -/ -A -A / / / / -B -A -B -A / / / / - -
5.13(at) | 33.88 N/A 34.09
109 °| /' [B | A | BB 05 T NA 3444 NA | 3293 | - | NA | 338 | - | B | A | 1 | 7 | 1 |1 | B A | BB | 7 [ I -1- 055 | 05 105
1097 B -A A | -B N/A | 34.06 N/A | 33.02 - N/A 34.04 - -A -A / / / / -B -A -A -B / / / / - -
1098 -B -A A | -A NA | 34.16 NA | 33.14 - N/A 33.61 - -A -A / / / / -B -A -A -A / / / / - -
1099 -B -A A | -A N/A  |33.39 N/A | 33.25 - N/A 35.25 - -A -A / / / / -B -A -A -A / / / / - -
NA 3315 ]
1100 tM | tM | tM | M | + 2315 | 34.07 it 22.78 | 33.23 + 2462 | 34.55 + +m/+ +m + + + + +M +M +M | +M + + + + + - + | +
2315 3312
1101 -B -A B | -A N/A | 34.06 N/A | 33.44 - N/A 34.72 - -A -A / / / / -B -A -B -A / / / / - -
1102 B -A B | -C N/A 33.8 N/A | 33.32 - N/A 34.44 - -A -A / / / / -B -A -B -C / / / / - -
1103 -A -B B | -B N/A | 34.05 N/A | 32.46 - N/A 35.01 - -A -A / / / / -A -B -B -B / / / / - - -
1104 m | +12 | +M | +M | + 2917 |33.78| + | 2655 | 32.31 + 29.7 33.8 + | +md/+ | tmd/- | + + + + m 12 | +M | +M + + + + + + + | +
1105 H2 | +12 | +12| +M | + 26.07 | 3418 | + | 2357 | 3345 + 2627 | 34.97 + tm/+ | tmdi+ | + + + + | H2 | #1212 ] M + + + + + + + | +
1106 -A -A B | B - N/A 34.9 N/A | 33.51 - N/A 34.23 - -A -A / / / / -A -A -B -B / / / / - -
1107 -B -A A | -A N/A | 34.44 N/A | 33.86 - N/A 34.14 - -B -A / / / / -B -A -A -A / / / / -
1108 | Low | 0.3 | -B -B A | -A 9/20 N/A | 34.23 N/A | 33.45 - N/A 34.05 - -A -A / / / / -B -B -A -A / / / / - - 8/20 | 8/20 | 9/20
8.1(at) | 34.17
1109 -A -A A | -B N/A 341 N/A | 32.66 N/A 33.85 | /- -A -A / / / / -A -A -A -B / / / / -
N/A 34.31
1110 tm | H12 | +12 ] +m | + 2724 3375 + | 264 33.8 + 28.01 34.53 + -A -A / / / / tm | +1/2 | #12 | +m + + + + + + + | +
1111 tm | H12 | tM | M | + 2549 | 343 | + | 2325 | 34.03 + 2599 | 35.57 + | +md/+ | +m + + + + tm | +12 | tM | +M + + + + + + + | +
1112 tm | tM | #12 ] M | + 254 341 | + | 2311 | 3347 + 25.75 | 34.79 + | +md/+ | tmd/- | + + + + +m tM [ #12 | M + + + + + + + | +
1113 -B -A A A - NA 13398 - N/A | 34.85 - N/A 34.31 - -A -A / / / / -B -A -A -A / / / / - -
1114 tm | M2 | H12 ] M | 4+ 2754 3438 | + | 2432 | 33.25 + 27.88 | 34.69 + -A +md/- / / / / +m 12 12 | +M + + + + + + + | +
1115 -B -B A | B - N/A | 34.01 N/A | 33.27 - N/A 34.13 - -A -A / / / / -B -B -A -B / / / / -
1116 -A -A A | A N/A | 34.07 NA | 33.91 - N/A 34.42 - -A -A / / / / -A -A -A -A / / / / - -
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
ADRIA 100/130 version 1




Standardized report -Qualitative methods

MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

M|CR0\/A“|: I

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37+1°C BPW
ety PCR result Confirmatory tests Final result MU (B
) samples/Total
?El RVS both Mb}:;-{]n g Direct streaking Streaking after subculture in RVS and MKTTn
3 % CFX Opus Qss CFX 96 standard Resut (Typica
o = yP = RVS MKTTn =
@ (&) S colonies) 3 | @ % | ks] a
s | 5 | = s e o % = 2 |8 = | &
58| 8 © s | _| e 5| S/ 28l 2 5|8 |55 | & E g
— - [0) [0) = = o c|l @ o © = % 7] o > n b wn -
o = c c @ S 1 S| Ly = ) ) 1 = L3 = 2 c 2 c
= S S s | 8] S = = = 3 = =l c 8|l 8 3 3 s | & c8 | 8| £ |3 |w|lE|l 2| w8
® £ £ = o =3 =3 =3 = S w8l sl & < o - © S 2 = © O | »n| » o 175} 7]
e a = a = = - o . o . o . S [} oZ2ls=| S S S © gl == < & < 3 | © < e} ©
g | 2 = » | £| & © T | = © =3 = © =3 = S & |25 8w & £ £ S |32 Sw| = = o S &5
< =< © =< © (I [ = o =S = (&) =S = (&) > ()] © € |@ alEo| © () [ o < E | 23| Eo o S (&) Po (&) =
£ 2 2 2| £ | o3l 2| S| &8 g8 | o8 2|2 s|%=3f 5|22 |2 |%|s|/8 355832 5 5
3 S = |l g |=2|l®l g = || &g | = |¢= 8 12| 35/2% B 8 8|3 |2 | 2%|s| =
& & S S S S | 5| £|54g E = S22 |5¢g| £
= o w Bl E = = o — P b=
oQq 3 = E”; L S [aa) [aa) S | & g i) S
— [
38.76(at) | 34.47 6.69 (at) | 34.68
1117 -B -A -B -A N/A | 34.06 |-/--| N/A | 3358 - N/A 33.57 | -+ -A -A / / / / -B -A -B -A / / / / - -
N/A  |33.28 39.99 | 34.02
1118 tm | H12 | H12 ] tM | + 2403 3515 | + | 2245 | 3346 + 24.08 | 35.61 + -A +m + + + + tm | 12 | +1/2 | +M + + + + + + + | 4
N/A | 3255
1119 A [+md/+| -A | +tm | + 3551 | 3441 + N/A | 3230 | --- | 3497 | 34.03 + -A -A / / / / A | 4md/+ | -A | +m + + + + + + +
NA | 3241
1120 tM | tM | tM | M | 4 25.09 3513 | + | 2275 | 33.87 + 2445 | 34.63 + +m/+ +m + + + + +M +M tM | +M + + + + + + + |+
1121 /2 | H12 | +1/2 | H1/2 | + 311 3423 | + | 2847 | 33.11 + 30.55 34 + -A -A / / / [ #12] +12 | H2 ] +1/2] + + + + + + + | 4
1122 |High| 2.8 [ +12 | +1/2 | +M | +M | + | 5/5 2629 [34.29| + | 2542 | 3291 + 2652 | 34.81 + | +tmd/+ | +m + + + + | +12 ] H12 | M | M + + + + + + + [+ | 55 | 5/5 | 5/5
1123 tm | +12 | M | M | + 2418 3455 + | 2311 | 3397 + 24.51 34.35 + | +tmd/+ | +m + + + + tm | +1/2 | tM | +M + + + + + + + | 4
1124 12 tM | +M | +M | + 244 | 3471 + | 2266 | 33.59 + 2427 | 34.84 + | +tmd/+ | +m + + + + | +12] M M | +M + + + + + + + | 4
ADRIA 101/130 version 1




Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

Matrix : Spanish Tortilla (eggs, potatoes, onions)
Strain : S. Havana Ad1728

Spiking protocol: after heat-treatment (56°C 10min)
Protocol paired : BPW

MICRO\/A;!: I

Aerobic mesophilic flora : 3.5.x0% CFU/g

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37x£1°C BPW
IEHEY PCR result Confirmatory tests Final result NEAls27 ORI
. samples/Total
2 MKTTn = . . ) .
3 RVS both broth 5 Direct streaking Streaking after subculture in RVS and MKTTn
m —~
5 3 CFX Opus Qss CFX 96 standard |  Result = | = = | =
® S g (Typical = g | 8 2 RVS MKTTn - o | 8 @
S| 5 = 3 loni & 8= | = & e | 3| = 2
2| 3 - colonies) = s | 82 kS < S | o5& S & = g
o [ > L S — e [ = = e} o) = = 0 e} = © ©
I - o s | 5| = 5 | 8 88| S 5| 8 88| < e | 3 2|3 E
z S S s | 8 2 R = € | =8| 8 R < = £ | =8| 8 2 |2|w| &8 || 8
b= £ £ = o — — — I sy = = = 3 3 = S = = S O | & ] o | » ]
£ () 5] o © © D =g =3 T IS [ o == > IS = [} o == =y = =< | O © >< (e ©
IS — wn — wn = o o Py o Py o . o g (4] O w = ] [S) g © O w = = ™ > ™ 524
& = © = @ i [= © T | = © T | = © T | = £ c = = S S RS £ e ] = o S = O < | O >
= o ] S = (@] S = (&) > = (&) > (o) T = o 5 (= o T (o) I35 = o 5N [t o L L
3 5 & = e S8 & S|8| & S|Bl=R| 2| B| |22 £ |2 2|2 2| 8| £ |2z £ = © ©
© = = S |2 || g |2 || g |2 | 8 | & | 2|85 8 8 8 | = | £ |8%| E =
= & £ £ £ & ° w | &g £ 3 3 ° w | ® 2 =
%] %] % = g I~ FZIR] c = = g < ®n o S
0 S = o S @ @ S = @ S
h z | | ° z | | °
164 st st st st - N/A 33 NA | 318 | - N/A |3317] - | st st / / / / st st st st / / / / -
165 st st st st - N/A |33.12 N/A 3116 - N/A |33.07] - | st st / / / / st st st st / / / / -
166 | 0 / st st st st - 0/5 N/A | 32.98 N/A 3166 - N/A 13293| - | st st / / / / st st st st / / / / - 05|05 05
167 st st st st - N/A | 33.1 N/A 3185 - N/A 13292| - | st st / / / / st st st st / / / / -
168 st st st st - N/A | 33.04 N/A | 3155| - N/A 3312 - | st st / / / / st st st st / / / / -
169 st st st st - N/A |33.01| - N/A |3189| - N/A |3292| - | st st / / / / st st st st / / / / - - -
170 tp| +p [ tp| tp + 2227 (3326 + | 2207 | 33 + | 2245 |3395| + |[+p| +p + + + + +p | +p tp| +p + + + + + + | + +
171 st st st st - N/A | 326 | - N/A |3243| - N/A 3312 - | st st / / / / st st st st / / / / - - -
172 tp| +p [ tp| tp + 21 [33.16| + | 19.17 |31.75| + 214 3402 + |[+p| +p + + + + +p | +p tp| +p + + + + + + | + +
173 st st st st - N/A | 33.11 N/A 3154 - N/A 33.08] - | st st / / / / st st st st / / / /
174 st st st st - N/A |32.93 N/A 3223 - N/A |3287| - | st st / / / / st st st st / / / / -
175 st st st st - N/A 3296 - N/A 3242 - N/A 33.22] - | st st / / / / st st st st / / / / - -
176 tp| +p | +p| *p + 2859 (3284 + | 27.72 |3158| + | 29.09 [3271| + |+p| +p + + + + +p| +p tp| +p + + + + + + | + +
177 st st st st - N/A |33.09 N/A 3206 - N/A [33.04] - | st st / / / / st st st st / / / / -
178 st st st st - N/A | 32.97 N/A |3224| - N/A 3362 - | st st / / / / st st st st / / / / -
179 st st st st - N/A | 33.21 N/A |3241] - N/A 3314 - | st st / / / / st st st st / / / / -
180 Low 03 st st st st - 5/20 N/A | 32.73 N/A |3193| - N/A |3311] - | st st / / / / st st st st / / / / - 5/2014/20| 4i20
181 st st st st - N/A | 33.29 N/A | 3167| - N/A |33.08| - | st st / / / / st st st st / / / / -
182 st st st st - N/A | 33.07 N/A 3138 - N/A | 331 | - | st st / / / / st st st st / / / / -
183 st st st st - N/A | 33.08 N/A 3161 - N/A [33.24] - | st st / / / / st st st st / / / / -
184 st st st st - N/A | 32.8 N/A 3152 - N/A [3294| - | st st / / / / st st st st / / / / -
N/A [31.94 N/A | 33.69
185 tp| +p | *tp| *p + 36.88 | 329 | + N/A | 327 | /- | N/A |3339| --- | +p| +p + + + + +tp| +tp | tp| tp + + + + + + -
N/A |32.44 N/A | 33.36
186 tp| +p [ tp| tp + 19.94 [33.72| + | 15.01 [3119| + | 20.24 |34.66| + |[+p| +p + + + + +p | +p tp| +p + + + + + + | + +
187 st st st st - N/A | 32.95 N/A |3253| - N/A 3325 - | st st / / / / st st st st / / / / -
188 st st st st - N/A |32.94 N/A 3253 - N/A 3333] - | st st / / / st st st st / / / -
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
ADRIA 102/130 version 1




Standardized report -Qualitative methods

MCS& ILS Report

[2023LR125 - Salmofast PCR method —
02 March 2026]

M|CR0\/A“|: I

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37+1°C BPW
ety PCR result Confirmatory tests Final result NIl [T
— samples/Total
2 MKTTn o . . : :
IS RVS both broth E Direct streaking Streaking after subculture in RVS and MKTTn
m ~
5 3 CFX Opus QS5 CFX 96 standard Result - | _ - | _
[ =% . Q- © 2 ©
© S £ (Typical % e | e 2 RVS MKTTn = 2 | 8 2
s | - = 3 i @ e | x| = o e | 83| = 2
E| 2| T o coonies) | % | 5 | 85| S = | & | 85| S 2 = =
© > > £ £ - Q o) = =S » ° 5] = = 0 ° 2 o] ©
S8 2 o s | =| = 5 | 8|88 S = 8 |88 2 e |3 2|3 e
z 5 5 s | 8| 8 s | = | €E|c8| B < s | = | £E|csg| 8 g | 5|g|l 8|5 |g| 2
b E E | = o = = = S = 3 | &8¢ s S S = 3 | 8¢ s e S|glg 2 g| 2
£ |3 8 9| 8|8 &8 | & | S | _ S | _ S| 5| = |8u| £ S S| S| = |85 £ | € |& 8 | X 8
o] =< @© > @ o [S © T | = © T | = © T | = £ £ 5 E o o £ S £ = E o ) S (&) > (&) P
= o o S = o > = o S = o S | O IS = o 54 = () S ) [ = ] 54 = o L L
S = S = g = n e = n o = o | 3 (%) S < 2o S - (%) = (%3 3 < 2o o = (&) (&}
o = = S Q| £ S Q| & S Q| £ | X Q = = << © ) g | X @ = o <T s <
g S £ | = g | < E | < S = = | &4 | E S S = = 24| E
& o 5 = = & o L © 5 = 8 (] 2 LLl © 5 u=
<’> <’> @ = 2 R | ge 5 = = 2 R | ge 5
< = < =
189 tp| +p [tp| tp + 2214 3314 + | 21.01 |3246| + | 2219 |3342| + |[+p| +p + + + + tp| +p [ tp| tp + + + + + + | + +
190 tp| +p [tp| tp + 2419 3252 + | 2346 |3258| + | 2429 |3323| + |[+p| +p + + + + tp| +p [ tp| tp + + + + + + | + +
191 | High 0.7 tp| +p [tp| tp + 5/5 20.31 |33.87| + | 1936 |3244| + | 20.04 [3447| + |+p| +tp + + + + tp| +p [+p| tp + + + + + + |+ + | 55|55 55
192 tp| +p [+p| +p + 3477 [3351| + | 3233 | 316 | + | 3501 |3323| + |+p| +p + + + + tp| +p [+p| +p + + + + + + |+ |+
193 tp| +p [tp| tp + 2237 |3344| + | 2126 [32.92] + | 22.02 [34.05] + |+p| +p + + + + tp| +p | tp]| tp + + + + + + | + +
ADRIA 103/130 version 1




Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

Matrix : Raw fish filet

Strain : S.Anatum Ad1451

Seeding protocol : 48h at 3°C +/- 2°C
Protocol unpaired : BPW+novo

Aerobic mesophilic flora : 6.9x106 CFU/g

MICRO\/A;!: I

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37£1°C BPW + novobiocine 20mg/L
EHree PCR result Confirmatory tests Final result Nl ese
samples/Total
lg RVS both NL}:;Ln 5 Direct streaking Streaking after subculture in RVS and MKTTn
5 = CFX Opus Qss CFX 96 standard Result p B
2 2 (Typical = :g} RVS MKTTn = g
é’ _ % g colonies) z % 5 % B ‘g E g 2 . -
P o o Py i) > e D = = = =
= £ S s | 8| 8 c | s | E|8%| 8 < s | = |5/82| 8| 2 5|38 |2|5|8 |3
© £ £ = o — — — ) = 3 =8 S ) ) = 32| =& S = O €D @ | O €D 2
£/ 93|8|3|s| 8| 8] 8 8 3 S| 8| s|82| 2 S s | 2| =|82| 2| € |x|°[8|x|°|8
EIR |22 & 2 = c - = = i T | = E| g| S |£€=]| ® £ £ S s | €= | B E | &S < | &S >
= o o = = O = = (&} = = (&) S o 5] = <) O w [ o 5] o 5] = o O w c &) L L
8 5 5 =1 S8l &| 5 2|8 S |cl& R 2|2 5|58 2 |R|e|=R| |2 |2|58|%8|= ° °
= = S < o S < o S < o S z 2 | 2 e S S = 2 | 32 e
@ @ 3 S S S| 8 |w|s<| & s S 2 w | 58| &
@ * @ = : KR | 5 S = = R R | & S
5] (@] T @ &) s3] o (@] = P &)
< 3 < 3
[ —
1190 -A C|-A| B - N/A 34.2 - N/A | 3346 N/A |33.76 -A -A / / / / -A A A -A / / / / -
1191 -C st | -A| -A - N/A | 33.63 - N/A | 3294 N/A |33.65 -A -A / / / / -C C A -A / / / / -
1192 0 / -C st | -A| -A - 0/5 N/A | 34.13 - N/A | 33.07 N/A 3344 -A -A / / / / -A C A -B / / / / - 0/5| 0/5 | 0/5
1193 -A A | A A - N/A 34 - N/A | 32.88 N/A |33.88 -A -A / / / / -C C A -A / / / / -
1194 st st | -A| B - N/A | 3353 - N/A | 32.96 N/A | 34.11 -A -A / / / / C | -2 A -A / / / / -
1195 -C C|-A| B - N/A | 33.76 - N/A 33.4 N/A |33.78 -A -A / / / / -A C A -A / / / / -
1196 -(1) st | -A| -A - N/A | 3351 - NA | 3286 | - N/A |34.08| - -A -A / / / / -C C -A -A / / / / - - - -
1197 +p tp | tM | +p + 20.78 | 34.21 + 2060 | 3296 | + | 2136 | 365 | + | +12 | +M + + + + +p +p | M +p + + + + + + + +
1198 sp | 4p | 4M | wp | 2816 | 3312 | + | 2770 | 3316 | + | 2876 3365| + |+me |2 4 | 4 | 4 P e O VI R O + N
1199 -B st | -A| B - N/A | 34.13 - NA | 3272 | - NA [3356| - -A -A / / / / C -C -A -A / / / / - - - -
1200 -A st | -A| -A - 20.89 | 33.58 + 2022 | 3423 | + | 2129 |36.66| + 12 | +M + + + + +p tp | M +p + + + + + + + +
1201 +p tp [ tM | +p + N/A | 33.96 - N/A 33.6 - N/A |33.69 -A -A / / / / C -C -A -A / / / / -
1202 -C st | -A| B - N/A | 3347 - N/A | 3256 N/A | 34.31 -A -A / / / / C C -A -A / / / / -
1203 +p tp | tM | +p + NA | 3417 - NA | 3333 N/A | 3417 -A -A / / / / A A -A -A / / / / -
32.12 | 33.58 31.14 | 32.83 oy 35.57 |34.35 612 612
1204 | Low | 0.7 | -A C |-A| -A - | 1120 33.37 | 3331 | #/+/+ | 31.04 | 3269 | | 32.89 | 3411 | +/+/+ | -A A / / / / A A -A A / / / / - 0 6/20 0
325 | 33.67 30.22 | 3345 33.77 |33.15
1205 +p tp [ tM | +p + N/A 33.3 - NA | 3263 | - NA 13395 - |+md-| -A / / / / -C -C -A B / / / / - - - -
1206 C |- -A] -A - 20.63 | 34.79 + 1981 | 3418 | + | 2066 [3516| + | +1/2 | +M + + + + +p tp | M +p + + + + + + + +
1207 tM | +p [+12] M + N/A | 3342 - NA | 3224 | - N/A |33.94 -A -A / / / / -A -C -A -A / / / / -
1208 +p tp [ tM | M + N/A | 32.85 - N/A | 32.84 N/A |3342 -A A / / / / -A -C -A -B / / / / -
1209 +p tp | tM | +p + N/A | 33.81 - NA | 3293 | - N/A |3352| - -A -A / / / / -A -C -A -B / / / / - - - -
1210 +p tp | tM | +p + 20.7 35.1 + 2023 | 3325 | + | 2039 |34.73| + 12 | +M + + + + +p +p | M +p + + + + + + + +
1211 -B st | A -A - N/A | 33.18 - NA | 3312 | - NA | 3413| - -A -A / / / / -A -C -A -A / / / / - - - -
1212 +p | +p [ M| 4p + 20.38 | 3538 | + | 1946 | 3438 | + | 20.32 |35.87| + 12 | +M + + + + tp | +p | M +p + + + + + + + | 4+
1213 +p +p | tM | +M + N/A | 3357 - N/A 33.1 - N/A |33.71 -A -A / / / / -A -C -A -A / / / / -
1214 -C st | -A| -A - N/A | 33.12 - N/A | 3354 N/A |34.28 -A A / / / / -A -C -A -A / / / / -
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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[2023LR125 - Salmofast PCR method —
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MICRO\/AN!: I

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37£1°C BPW + novobiocine 20mg/L
et PCR result Confirmatory tests Final result NIl [T
samples/Total
lg RVS both NE:;L” 5 Direct streaking Streaking after subculture in RVS and MKTTn
o
8 5 CFX Opus QS5 CFX 96 standard Result “ ”
) 2 (Typical = | @ RVS MKTTn T | @
L o [ (]
%Ei e & colonies) | B | @ 5 8 z % 3 g @
2| ¢ o S| &=~| S o S | &= | S 3 =) B
A s |23 % E1 5|85 ¢ S EE5 2 g8l l2lg|. |2
= S S S @ 8 © - = o 3 5 © © g E o 9 < L | v 8| v |8
K= ()] 55 (m] 55 © > g g 2 S o = c @ = S S [ c @ > £ < O | © | x< e ©
= = %) _| %) £ o o . o . o g S o © S < S Q S b= © o < = = i S | I >
© > @ > @ L [ © [=a - © = = © o2 - £ = = == o £ £ £ =] "= [S) S &) < | O >
= o o = = O =] = (&} =] = (&) S o S = <) O w [ o 5] o 5] = o O w c 5 L L
Q 3 3 = 2 Y 4 S Y 2 S Y 4 =< @ 3 s | ES 2 3 @ = @ & £ | €8 2 = © ©
© = = S 2 | x| S R |€| g | 2| S|z | E2|28| & 8 8 = 2| 35| B =
m m £ = = - = - S S o o <C = S S > o <C =
< I 5 8 2 L o = < < B L ) =
* * @ = S KR | 5 S = = R R | & S
Qq @) = @ &) Qq Q ) = P &)
< § g, E
1215 +p +p [ +tM | +M + 19.91 | 34.29 + 19.73 | 3445 | + | 1995 |3571] + +M | +M + + + + +M | +p | H12 +p + + + + + + +
1216 +p +p [ +tM | +p + 2157 | 33.94 + 2119 | 3354 | + | 2168 3557 + | +12 | +M + + + + tp | tp | tM +p + + + + + + + +
1217 [High [ 30 | +p | +p | +M | +p | + | 555 | 2668 | 3350 | + | 2665 | 3362 | + | 2671 [33es| + [+me|TVH 4|+ | 4 P e e VI R O + + |+ | + [+ 55| 55 |55
1218 +p tp [ tM | M + 19.62 | 34.98 + 1825 | 3315 | + | 1955 |36.12| + +M | +M + + + + tp | tp | M +p + + + + + + + +
1219 +p tp [ tM | +p + 2241 | 3314 + 21.03 | 3274 | + | 2266 |34.86| + M | 12| 4+ + + + tp | tp | M +p + + + + + + + +
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[2023LR125 - Salmofast PCR method —

02 March 2026]

Matrix : Stainless steel surface 4”x 4” (sponge used as sampling device)

MICRO\/A;!: I

Strains : S. Livingstone Ad2702+ co-inoculation with 10 x Citrobacter freundii 39

Seeding protocol: Liquid inoculum storage overnight at ambient temperature
Protocol paired : BPW

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37+1°C BPW
—_ method PCR result Confirmatory tests Final result BT IS
o = samples/Total
% RVS both | MKTTn broth S Direct streaking Streaking after subculture in RVS and MKTTn
» B Result — —
N E é CFX Opus QS5 CFX 96 standard (Typical % | s % |3 RVS MKTTn % | s % g
s | | = s colonies) SR 2| & < | ® 2g| § =
E| g 4 = = o L |2 5 2 8 L |2 59 3 3 B B
S| 8| = 3 [ = s | E » B ° © | S & 8 = S %) S| » =
— = = S = — > - O S — > — & © > =l =]
2 S = = 7 @ Ry = c @ O Ry oy = c @ S =2 = =
=z S £ £ ® o —_ — — 3 = © S = 3 3 = © S i % o o [ 8 o To} i
© a T a T | = = g g g S e | =g B= = S S 2 | =g B= > e O || ® | O 19} [
= _ (%] _ (%] o S o Py o Py o Py S s 32 g w = S S s 32 g w = 1= >< g | © < (e} ©
g = @ =< o | £ o © T | = p T | = © T | = £ g | 25| Eo S £ £ E | 25| o S = i | i &
g g el E| 3 |S/3| = | S |38 T || 3|85/ |28/ 8|39|8|8|8|s5|5 |25 8 |8]|° = © &
S S S 2 S o |8 S Q @ S Q 3 | > | L | = >% = < e | X o | @ | = >% = = (& O
3 = = S < S = | =® S = | % | & |8 L4 £ S e & |g £ 5 E =
@ @ < © s 3 2 | T 3 = S R T N © =
<0 UJ UJ = R |z 22 = = = R |z 22 5
Q o < B (&} Q a4) o < B (&}
[ —
1986 -C -B -A -B N/A |35.73 N/A | 3541 N/A 136.15 -A -A / / / / -C -B -A -B / / / /
1988 -C -C -A -B N/A |35.22 NA | 34.22 N/A | 3554 -A -A / / / / -C -C -A -B / / / /
2000 O / -C -B -A -B 0/5 N/A 3812 N/A | 35.13 N/A |36.23 -A -A / / / / -C -B -A -B / / / / 05 | 0/5 | 0/5
2003 -C -B -A -A N/A |34.92 N/A | 3443 N/A | 3557 -A -A / / / / -C -B -A -A / / / / -
2006 -B -B -A -B - N/A 13489 - NA | 3473 | - NA 3712 - -A -A / / / / -B -B -A -B / / / / - - -
1984 tM | tp | M2 ] M | + 17.95 / + | 1549 | 3484 | + | 1789 | 388 | + M | +M + + + + +tM | +p | H12 | +M + + / + + + + G
1985 -C -B -A -B N/A | 35.62 N/A | 33.64 N/A 3525 -A -A / / / / -C -B -A -B / / / / -
1987 -C -B -A -B N/A ]35.99 N/A | 33.02 N/A | 35.51 -A -A / / / / -C -B -A -B / / / / -
2395 | 33.83 o
1989 -C -B -A -B N/A | 35.15 N/A | 33.82 . N/A | 35.11 -A -A / / / / -C -B -A -B / / / / -
N/A | 3447
1991 tM | +p | tM | M | + 17.97 [36.28| + | 1452 | 3552 | + | 1743 / + +M | +M + + + + tM | +p | tM | +M + + / + + + + | +
3&89 36.39
1992 st st st st N/A | 3512 N/A | 34.67 NA 36.02 | --- | st st / / / / st st st st / / / / -
NA 35.59
1993 -C -B -A -A N/A |36.48 N/A | 35.36 N/A | 3559 -A -A / / / / -C -B -A -A / / / / -
1995 -C -B -A -A - NA 3582 - NA | 3427 | - NA 13641] - -A -A / / / / -C -B -A -A / / / / - - - | -
1996 | 2OV | 88 o T oM oM [ oM |+ | O%0 4832 [396 | + | 1567 | / |+ | 1756 | [ | + | M | M | + | + | + v | e | M | M | M |+ | + | v |+ | + [+ [+ 020820 820
1997 -C -C -A -A NA | 355 N/A | 3458 N/A | 3547 -A -A / / / / -C -C -A -A / / / / -
39.38 |35.92
1999 -C -B -A -A N/A | 35.33 N/A | 3359 3347 | 3515 | ++/+ | -A -A / / / / -C -B A -A / / / / -
32.06 | 35.7
2001 -C -B -A -B N/A |35.33 NA | 3437 N/A | 35.26 -A -A / / / / -C -B -A -B / / / / - | -
2002 tM | +p | tM | M | + 17.42 / + | 1432 | 3405 | + | 17.16 / + +M | +M tM | +p | tM | +M + + / + + + + | +
2004 tM | +p | tM | M | + 17.88 / + | 149 / + | 17.34 |3879| + +M | +M + + + + tM | +p | tM | +M + + / + + + + | +
38.87 |35.33 o
2005 B -B -A -B N/A | 355 - N/A | 34.31 N/A | 36.31 -A -A / / / / B -B -A -B / / / / -
N/A 3515
2008 tM | +p | tM | M | 4 19.49 / + | 1475 | 3303 | + | 1877 / + [ #12 ] M + + + + +tM | +p | tM | +M + + / + + + + | +
2009 -B -B -A -B N/A |34.48 N/A | 3513 N/A |35.53 -A -A / / / / -B -B -A -B / / / / -
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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M|CR0\/A“|: I

Salmofast® PCR kit
ISO 6579-1¢ 16h at 37+1°C BPW
— ety PCR result Confirmatory tests Final result NIl [T
o = samples/Total
% RVS both | MKTTn broth E Direct streaking Streaking after subculture in RVS and MKTTn
£ B Result — —
> < CFX Opus QS5 CFX 96 standard (Typical = | < 3 o RVS MKTTh o | e E 2
£ S3 % colonies) & 2 IS4 = = oL 2 S = = @
E|lT| T © © % 518 |eg| 8 518 |eg| 8 | B - -
S| 3| = © T | .| 2 w | E ga| O T | E 2% S = S | o s
o - = S S = = © - 2 = 9 ] © © - 2 =9 Iy = > 2 > 2
=z S = E | &8 8 —_ — —_ > S | 5 IR 2 > > S | o &2 2 2 o w|ls| o 0 [
= o © a T | = S =3 =3 =3 S o | S == = S 2 o | Sgl =« S S S || ®| & @ ®
= = N = N © 5 o . o . o . S s 3 o S 5= S S S 3 o S = = < g | © < e] ©
£ < @ > @ = o © T | = © <3 = © <3 = £ IS 2Bl o [S) £ £ £ 23| =& [S) = [ ©» [ e»
s e e (. = = o > = o S = o > () T = = 5d [ () T () [ = = 54 = S (&) < (&) X
IS .8 [} > S o 3 e o 3 e o 3 2 @ o | S Qoo 2 2 « 2 @ » | oo 2 = (&) (&)
8 = = = S < | & 2 < | x g < 2 8 | # |w 5 < S 8 8 | 2 |w 5 < S =
fa) m = - = - = = < 5 o = n c IS = = o = & IS
& & & S| 8|z | 28| % = S| 2|z | 28| §
a | & | < 2 3 @ a | & |< 2 8
— —
2010 -B -B -A -B - N/A 3514 - N/A | 3367 | - NA |3481| - -A -A / / / / -B -B -A -B / / / / - - - |-
2011 +M tp | tM | tM | + 18.83 136.09| + | 16.31 / + | 1854 3939 + M | +M + + + + tM | +p | tM | +M + + / i + + + |+
2013 +M tp | tM | +p | + 1918 3541 | + 16.5 / + | 18.61 / + M | +M + + + + tM | +p | tM +p + + / + + + + |+
1990 +M tp | tM | tM | + 1766 | 362 | + | 1469 | 3389 | + | 17.27 / + M | +M + + + + +tM | +p | tM | +M + + / + + + + |+
1994 +M tp | tM | tM | + 18.12 | 36.55| + 15.1 / + 174 379 | + | +12 | +M + + + + +tM | +p | tM | +M + + / + + + + |+
1998 | High | 53.6 | +M tp | tM | M | + 5/5 1742 3561 + | 1519 | 3446 | + | 1717 / + M | +M + + + + tM | +p | tM | +M + + / + + + + | + | 55 | 55 | 55
2007 +M tp | tM | M | + 18.17 |38.76 | + | 14.88 / + | 1782 |3739] + | +1/2 | +M + + + + tM | +p | tM | +M + + / + + + + |+
2012 +M tp | tM | M | + 18.04 |36.78 | + | 15.37 / + | 17.66 / + M | +M + + + + tM | +p | tM | +M + + / + + + + |+
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INCLUSIVITY

Milk inclusion

M ICRO\/AN L Wi

Appendix 7 - Inclusivity and exclusivity: raw data

BPW + 20mg/I novobiocin - 16-20h at 38°C £1°C
CFX96 | CFXOpus ,
oculation lovel QS5 standard | Deep Well Confirmatory tests

No Strain Reference Origin Direct streaking

(CFU/225mlI) - . All

Result Result Result (.)X.O'd Comment Oxoid Salmonella confirmatory
XLD Comment Brilliance Latex test tests
Salmonella
1 | Salmonella | Abaetetuba Ad2318 / 28 + + + + + + +
2 | Salmonella | Aberdeen CIP 105618 |/ 47 + + + + + + +
3 | Salmonella | Abortusequi Ad2321 / 1 + + + + white colonies + itle and “g.ht + (on XLD) +
purple colonies
, . 12 - - - - / -
4 | Salmonella | Abortusovis Ad2320 Ovine fetus 19 " " " n white colonies - + (on XLD) "
5 | Salmonella | Adelaide Ad2319 Turkey breeding environment 64 + + + + + + +
6 | Salmonella | Agona A00V038 Feed for pork 28 + + + + + + +
7 | Salmonella | Anatum AOOE007 Dusts 34 + + + + + + +
8 | Salmonella | arizonae 51:z4,z23:- CIP 5523 Turkey meat 38 + + + + + + +
9 | Salmonella | arizonae 48:z4,223:- Ad1850 Poultry environmental sample 34 + + + + + + +
10 | Salmonella | Bardo Adria 569 Meat for sausage 30 + + + + + + +
11 | Salmonella | Bareilly Ad1687 Chocolate industry 40 + + + + + + +
12 | Salmonella | Blockley Ad923 Poultry environment 38 + + + + + + +
13 | Salmonella | bongori 66 :z35 Ad599 Environmental sample 56 + + + + white + light purple + +
14 | Salmonella | Bovismorbificans Adria 6629 | Sausage 23 + + + + + + +
15 | Salmonella | Braenderup Adria 111 Pork meat 32 + + + + + + +
16 | Salmonella | Brandenburg Ad351 Seafood cocktail 33 + + + + + + +
17 | Salmonella | Bredeney Adria 396 Ground beef 25 + + + + + + +
18 | Salmonella | Caracas Ad2322 Spice 44 + + + + + + +
19 | Salmonella | Cerro Ad689 Dehydrated poultry protein 42 + + + + + + +
20 | Salmonella | Chester CIP 103543 |/ 28 + + + + + + +
21 | Salmonella | Cubana Ad2323 Dust feed environment 34 + + + + + + +
22 | Salmonella | Derby Ad1093  |Fish filet 35296 : : : : : : :
23 | Salmonella | diarizonae 38:lv:z53 Ad451 Ewe milk cheese 54 + + + + + + +
24 | Salmonella | diarizonae 61:k:1,5,7 Ad1300 Raw ewe milk 61 + + + + + + +
25 | Salmonella | Dublin Ad529 Beef meat 32 + + + + + light purple + +
26 | Salmonella | Emek Ad333 / 18 + + + + + + +
27 | Salmonella | Enteritidis Ad477 Hen meat 22 + + + + + + +
9 - - - / -
28 | Salmonella | Gallinarum biovar pullorum | Ad300 Poultry environment 6 + + N + white + very IittIe. + (on XLD) N
purple colonies
29 | Salmonella | Gaminara Ad2324 Boar meat 30 + + + + + + +
30 | Salmonella | Give 436 Ground beef 28 + + + + + + +
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INCLUSIVITY

MICRO\//-\NELN“ Wi

BPW + 20mg/l novobiocin - 16-20h at 38°C *1°C
CFX96 | CFXOpus ,
. - Inoculation level a% standard | Deep Well confimatory fests
No Strain Reference Origin (CFU/225ml) Direct streaking . Al
Result Result Result (.)X.Oid Comment Oxoid Salmonella confirmatory
XLD Comment Brilliance Latex test t
ests
Salmonella
31 | Salmonella | Guinea 29 / 17 + + + + | White colonies - + + +
yellow agar
32 | Salmonella | Hadar 24871 Chicken meat 21 + + + + + + +
33 | Salmonella | Havana Ad930 Poultry environment 37 + + + + + + +
34 | Salmonella | Heidelberg AOOEQ05 Dusts from dairy industry 28 + + + + + + +
35 | Salmonella | houtenae 50:9,z51 Ad596 Dairy product 25 + + + + + little + +
36 | Salmonella | Hvittingfoss Ad2325 Raw stuff 31 + + + + + + +
37 | Salmonella | Indiana Ad174 White cheese 11 + + + + + + +
38 | Salmonella | indica 1,6,14,25:a:enx Ad600 Environmental sample 26 + + + + Wryéig;lggaef i + light purple + +
39 | Salmonella | indical1:b:e,nx Ad2337 Chicken breeding environment 23 + + + + + light purple + +
40 | Salmonella | Infantis F401B Cheese 37 + + + + + + +
41 | Salmonella | Javiana Ad2326 Turkey meat 40 + + + + + + +
42 | Salmonella | Kedougou Ad929 Bovine environmental sample 24 + + + + + + +
43 | Salmonella | Kentucky Ad1756 Poultry environmental sample 38 + + + + + + +
44 | Salmonella | Kottbus Adria 1 Poultry environmental sample 15 + + + + + + +
45 | Salmonella | Landau Ad499 / 19 + + + + + + +
46 | Salmonella | Lille Adria 37 Food product 48 + + + + + + +
47 | Salmonella | Livingstone Ad1107 Dusts 43 + + + + + + +
48 | Salmonella | London Adria 326 Cooked meat sample 48 + + + + + + +
49 | Salmonella | Luciana CIP 105626 |/ 34 + + + + yellow agar + + +
50 | Salmonella | Manhattan Adria 900 Dusts from dairy industry 45 + + + + + + +
51 | Salmonella | Maracaibo CIP 54143 |/ 22 + + + + + + +
52 | Salmonella | Marseille CIP105627 |/ 32 + + + + + + +
53 | Salmonella | Mbandaka Ad914 Mayonnaise 43 + + + + + + +
54 | Salmonella | Meleagridis 505 Raw milk 19 + + + + + + +
55 | Salmonella | Michigan Ad2327 Low moisture sausage 42 + + + + + + +
56 | Salmonella | Mikawasima Ad1811 Raw ewe milk 35 + + + + + + +
57 | Salmonella | Minnesota Ad2328 Feed 54 + + + + + + +
58 | Salmonella | Missisipi Ad2329 Parakeet 21 + + + + + + +
59 | Salmonella | Montevideo Ad912 Raw milk 15 + + + + + + +
60 | Salmonella | Muenchen CIP 106178 |/ 16 + + + + + + +
61 | Salmonella | Napoli Ad928 Clinical 24 + + + + + + +
62 | Salmonella | Newport Adria 586 Sausage 16 + + + + + + +
63 | Salmonella | Norwich Ad1172 / 30 + + + + + + +
64 | Salmonella | Ohio Ad1482 Raw cow milk 16 + + + + + + +
65 | Salmonella | Orion 27 / 17 + + + + - + (on XLD) +
66 | Salmonella | Oranienburg Ad1724 Cereals 50 + + + + + + +
67 | Salmonella | Ovakam Ad1647 Compost 35 + + + + + + +
68 | Salmonella | Panama Adria 8 Ground beef 20 + + + + + + +
69 | Salmonella | Paratyphi A ATCC 9150 |/ 19 + + + + white + light purple + +
70 | Salmonella | Paratyphi B Ad301 Clinical 32 + + + + + + +
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INCLUSIVITY

MICRO \/AN L Wi

BPW + 20mg/l novobiocin - 16-20h at 38°C *1°C
CFX96 | CFXOpus ,
| i oculation level Qs5 standard | Deep Well Confirmatory tests

No Strain Reference Origin Direct streaking

(CFU/225mi) Oxoid Oxoid Salmonella .A"

Result Result Result XLD Comment Brilliance Comment Latex test confirmatory
Salmonella tests
71 | Salmonella | Paratyphi C ATCC 13428 |/ 35 + + + + + + +
72 | Salmonella | Pomona CIP105630 |/ 40 + + + + + + +
73 | Salmonella | Poona Ad2330 Poultry feed 37 + + + + + + +
74 | Salmonella | Putten Ad2331 Feed for chicken 49 + + + + + + +
75 | Salmonella | Regent Adria 328 Duck 25 + + + + + + +
76 | Salmonella | Rissen Adria 39 Food product 27 + + + + + + +
77 | Salmonella | Rubislaw Ad2332 Shark cartilage 39 + + + + + + +
78 | Salmonella | Saintpaul Adria F31 Pilchard fillets 26 + + + + + + +
79 | Salmonella | salamae 42 b:e,nx,z15 Ad593 Cereals 43 + + + + + + +
80 | Salmonella | Schwarzengrund Ad2333 Egg products environment 30 + + + + + + +
81 | Salmonella | Senftenberg Ad355 Seafood cocktail 25 + + + + + + +
82 | Salmonella | Stanley Ad1688 Chocolate industry 27 + + + + + + +
83 | Salmonella | Stourbridge Ad2297 Raw milk cheese 20 + + + + + + +
84 | Salmonella | Strasbourg CIP105632 |/ 11 + + + + + blue + +
85 | Salmonella | Tananarive ClP54142 |/ 23 + + + + + + +
86 | Salmonella | Tennessee AOOE006 Dusts from dairy industry 29 + + + + + + +
87 | Salmonella | Thompson AER301 Poultry 23 + + + + + + +
, - 16 - - - - / /
88 | Salmonella | Typhi Ad302 Clinical 16 " " " " - + (on XLD) "
89 | Salmonella | Typhimurium Ad1070 Pork meat 22 + + + + + + +
90 | Salmonella | Typhimurium 1,4 [5], 12:-:- | Ad1333 Tiramisu 52 + + + + + + +
91 | Salmonella | Typhimurium 1,4 [5], 12:-:1,2 | Ad1335 Poultry environmental sample 40 + + + + + + +
92 | Salmonella | Typhimurium 1,4 [5], [12:i:- | Ad1334 Ready to cook pork 31 + + + + + + +
93 | Salmonella | Urbana Ad2334 Shrimps 24 + + + + + + +
94 | Salmonella | Veneziana Adria 233 Food product 63 + + + + + + +
95 | Salmonella | Virchow Adria F276 | Curry 39 + + + + + + +
96 | Salmonella | Wandsworth Ad2335 Fillet of mullet 22 + + + + + + +
97 | Salmonella | Waycross CIP105634 |/ 26 + + + + + + +
98 | Salmonella | Wayne Ad502 / 38 + + + + + + +
99 | Salmonella | Weltevreden Ad2336 Treated water 34 + + + + + + +
100 | Salmonella | Worthington Adria 3506 | Paté 31 + + + + + + +
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EXCLUSIVITY

BPW 24h at 37°C
Inoculation QS5 CFX96 CFX Opus DW Confirmatory tests
No Strain Reference Origin level Direct streaking Oxoid Al
(CFU/225mL) | Salmonella| IAC | o . |Salmonella| 1AC | o . |Salmonellaj IAC | o . o sal " firmat
Oxoid Brillance almoneila | confirmatory
(Ca) (Ca) (Ca) (Ca) (Ca) (Ca) XLD Saimonella Latex test tests
1| Citrobacter | braaii Ad833 | Raw beef meat 6O0E+03 | NA | 32149 szoia) | MM NA | 3299 | - : : /
2 | Citrobacter | Diversus adria 140 | Raw milk 3.20E+04 N/A 32.855 - N/A 3417 - N/A 33.05 - - + -
3| Citrobacter | freundii adia23 | Raw pork sausage 560E+04 | NA | 32517 e | u NA | 3337 /
4 | Citrobacter | freundii adria 175 | Raw duck meat 5.80E+04 N/A 33.106 - N/A 33.75 - N/A 33.26 - - - /
5 | Citrobacter | koseri adria 71 Frozen vegetables 9.00E+04 N/A 33.983 - N/A 34.67 - N/A 34.56 - - - /
6 | Enterobacter| agglomerans | adria 11 Cheese 3.00E+04 N/A 32.462 - N/A 34.38 - N/A 33.55 - - - /
7 | Enterobacter | amnigenus A00C068 | Raw poultry meat 8.00E+04 N/A 33.363 - N/A 34.43 - N/A 33.45 /
32.74 32.992 38.22 3343
8 | Enterobacter | cloacae adria 10 Raw milk 3.40E+04 N/A 31.07 | +/-/- N/A 34.25 - N/A 32.77 +/-/- - - /
N/A 31.69 N/A 32.95
9 | Enterobacter | intermedius adria 60 Bean 2.20E+04 N/A 32.722 - N/A 33.34 - N/A 33.49 /
10 | Enterobacter | kobei Ad 342 Ham 6.40E+04 N/A 32.938 - N/A 34.25 - N/A 33.25 - - - /
11 | Enterobacter | sakazakii adria 95 Fermented milk 4.20E+04 N/A 31.51 - N/A 33.73 - N/A 32.96 - - + -
12 | Erwinia carotovora CIP 8283 | Potatoes 6.00E+03 N/A 33.891 - N/A 34.15 - N/A 33.6 - - - /
13 | Escherichia | coli adria 19 Grated carrots 5.40E+04 N/A 32417 - N/A 34.33 - N/A 334 /
14 | Escherichia | hermanii Ad 461 Dessert 5.40E+04 N/A 33.48 - N/A 34.07 - N/A 34.16 /
15 | Escherichia | vulneris adria 132 | Veal liver 1.60E+04 N/A 34.109 - N/A 34.72 - N/A 33.92 /
16 | Hafnia alvei adria 167 | Raw pork sausage 9.20E+04 N/A 33.012 - N/A 34.01 - N/A 33.52 /
17 | Klebsiella | oxytoca 57 Food product 3.00E+04 N/A 33.111 - N/A 34.48 - N/A 34.17 /
18 | Klebsiella pneumoniae 47 Raw turkey meat 4.60E+04 N/A 32.733 - N/A 34.31 - N/A 33.25 /
19 | Kluyvera spp adria 41 Raw milk 1.80E+04 N/A 32.625 - N/A 33.86 - N/A 33.37 /
20 | Morganella | morganii CIPA236 |/ 6.20E+04 N/A 30.696 - N/A 34.1 - N/A 34 /
21 | Pantoea agglomerans | adria 62 Frozen vegetables 2.40E+04 N/A 32.149 - N/A 34.43 - N/A 33.63 /
22 | Proteus mirabilis Ad639 Mayonnaise 9.20E+04 N/A 32.057 - N/A 34.25 - N/A 33.24 /
23 | Proteus vulgaris adria 43 Sliced ham 4.00E+03 N/A 34.407 - N/A 34.25 - N/A 34.6 /
24 | Providencia | rettgeri adria 112 | White liquid egg 8.00E+03 N/A 33.28 4',3/(20 g?gg -I- N/A 34.46 /
25 | Rhanella aquatilis adria 69 Molluscs 2.00E+03 N/A 33.154 - N/A 34.32 - N/A 33.55 /
26 | Serratia liquefaciens 26 Egg product 1.40E+04 N/A 33.291 - N/A 33.83 - N/A 33.21 /
27 | Serratia proteomaculans | AOOC056 | Ham 1.40E+04 N/A 33.254 - N/A 34.75 - N/A 33.53 /
28 | Shigella flexneri ClP 8248 |/ 6.20E+04 N/A 33.536 - N/A 35.27 - N/A 34.26 /
CIp 82497 36.74(at) | 33.93
29 | Shigella sonnei (ATCC / 4.80E+04 N/A 30.769 - N/A 33.85 N A 32.62 -I- /
29930) '
30 | Yersinia enterocolitica | adria 32 Bacon 3.00E+04 N/A 33.271 - N/A 34.54 - N/A 34.61 - - - /
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Laboratory | A |
Aerobic mesophilic flora: 2.37E+06

MICRO\//-\NELN“ Wi

[ Thermocycler:

CFX96

Appendix 8 - Inter-laboratory study: raw data

PCR test Confirmation
RVSRApu) MKTTn T L Salmonella G PCR final Direct streaginﬁ (10uL) RVBS T MKTBTn” Cfonfilrmatiﬁn fit | A t
o ’ ’ atex | . rilliance rilliance rilliance inal resu ina greemen
N*Sample XLD Salmonella XLD Salmonella test rlz::IIt SPp. Salrr?wsol:llzlla XLD Salmonella XLD Salmonella XLD Salmonella Ltaetsetx Salmonella spp. result Ref/Alt
Typical | . . . . . Oxoid Typical Typical Typical | Typical | Typical |  Typical . (direct streaking
; ypical colonies Typical Typical colonies Spp. ; ; ; ; . X Oxoid d aft beulture)
colonies (+1) colonies (+1) (+1) Cq value Cq value colonies colonies colonies | colonies | colonies| colonies and after subcultu
(+h) (+h) (+h) 0 Y 0 B 0 I B )
2 - - - N/A 29.09 - - - - - - - - NA
5 - - - N/A 29.17 - - - NA
8 - - - N/A 29.13 - - - NA
9 - - - N/A 29.97 - - - NA
13 - - - N/A 29.17 - - - NA
19 - - - N/A 29.14 - - - NA
20 - - - N/A 29.12 - - - NA
22 - - - - - - N/A 29.35 - - - - - - - - - - NA
3 + + + + + + 20.24 29.17 + + + + + + + + + + PA
4 + + + + + + 22.89 29.17 + + + + + + + + + + PA
7 + + + + + + 21.01 29.33 + + + + + + + + + + PA
1 + + + + + + 22.04 28.99 + + + + + + + + + + PA
14 + + + + + + 22.28 29.17 + + + + + + + + + + PA
16 + + + + + + 22.32 28.98 + + + + + + + + + + PA
18 + + + + + + 24.67 29.17 + - - + + + + + + + PA
24 + + + + + + 22,33 29.46 + + + + + + + + + + PA
1 + + + + + + 19.45 29.73 + + + + + + + + + + PA
6 + + + + + + 21.56 29.18 + + + + + + + + + + PA
10 + + + + + + 20.10 29.39 + + + + + + + + + + PA
12 + + + + + + 20.55 29.37 + + + + + + + + + + PA
15 + + + + + + 25,89 29.35 + + + + + + + + + + PA
17 + + + + + + 19.08 29.76 + + + + + + + + + + PA
21 + + + + + + 19.31 28.78 + + + + + + + + + + PA
23 + + + + + + 20.02 29.03 + + + + + + + + + + PA
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M|CR0\/AN5 Wi

Laboratory
Aerobic mesophilic flora:  2.91E+05 [ Thermocycler: QS5
I1SO 6579-1 Salmofast PCR method
PCR test
PCR test . ) . .
. . (interpretation from Confirmation Confirmation
RVS MKTTn (interpretation from B1) =g ADRIA) =g final result
o 2 o 2w Direct streaking Salmonella | Final result
Sa’;lnple oot | Final | Saimonela | o | g3 | Samonela | L. | 3 (10uL) RVS WKTTn spp. | with ADRIA | Adreerment
XLD RAPID’ XLD RAPID’ Oxoid result spp. = 5 spp. = 5 XLD Brilliance XLD Brilliance XLD Brilliance | Latex (direct interpretation
Salmonella Salmonella 5 % 5 % Salmonella Salmonella Salmonella| test streaking
Typical | Typical Typical Typical 5 c @& Typical | Typical | Typical | Typical Typical Typical | Oxoid | and after
colonies | colonies | colonies | colonies Cq value Cq value Cq value Iq colonies | colonies | colonies | colonies | colonies | colonies subculture)
(+) | () (+-) (+-) vave T 0 M B o I R (+-) (+-)
2 - - - - >40 21.73 N/A 29.59 - - - - - - NA
5 - - >40 27.88 N/A 29.65 - - - - NA
8 - - >40 27.55 39.88 29.55 + - - - PDrpat)
9 - - >40 27.94 N/A 29.62 - - - NA
13 - - >40 27.84 N/A 29.60 - - - NA
19 - - >40 28.20 N/A 29.80 - + (retest -) + (retest -) - + (retest -) NA
20 - - >40 27.96 N/A 29.61 - - - NA
22 - - - - - - >40 27.37 - N/A 29.24 - - - - - - - - - - NA
3 + + + + + + 19,9 27.36 + 20.21 29.52 + + + + + + + + + + PA
4 + + + + + + >40 27.83 N/A 29.57 - - - ND
7 + + + + + + >40 27.99 N/A 29.85 - - - ND
11 - - - - - - >40 27.82 - N/A 29.50 - - - - NA
14 + + + + + + 22,8 271.37 + 23.30 29.46 + + + + + + + + + + PA
16 - - - - - - 20.00 27.15 + 20.42 29.23 + + + + + + + + + + PD
18 + + + + + + >40 27.65 - N/A 29.39 - - - - - - - - - - ND
24 + + + + + + 21,9 27.08 + 22.33 28.95 + + + + + + + + + + PA
1 + + + + + + 18,0 27.61 + N/A 30.34 - + + + + + + + + - NDenarty
6 + + + + + + 21,1 2743 + 21.55 29.53 + + + + + + + + + + PA
10 + + + + + + 20,2 27.57 + 20.55 29.58 + + + + + + + + + + PA
12 + + + + + + 18,9 27.51 + 19.37 29.67 + + + + + + + + + + PA
15 + + + + + + 19.60 27.12 + 20.17 29.41 + + + + + + + + + + PA
17 + + + + + + 20,4 271.25 + 20.81 29.21 + + + + + + + + + + PA
21 + + + + + + 19.20 2742 + 19.80 29.58 + + + + + + + + + + PA
23 + + + + + + 21,0 27.06 + 21.41 29.00 + + + + + + + + + + PA
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M|CR0\/AN5 Wi

Laboratory
Aerobic mesophilic flora: - 3.09E+05 [ Thermocycler: QS5 |
1SO 6579-1 Salmofast PCR method
PCR test
PCR test . . . .
. . (interpretation Confirmation Confirmation
RVS MKTTn (interpretation from B2) = & from ADRIA) = & final result
o 2 o ) Direct streaking Salmonella | Final result
Sa’;lnple Gest. | Final | Saimonella | o 55 |Salmonella| .. | 3 (10uL) RVS WKTTn spp. | with ADRIA | Agreement
XLD RAPID’ XLD RAPID’ Oxoid result spp. = 5 spp. E 5 XLD Brilliance XLD Brilliance XLD Brilliance Latex (dlret_:t interpretation
Salmonella Salmonella 5 % 5 % Salmonella Salmonella Salmonella test streaking
Typical Tvoi Typical . o« 8 @ | Typical | Typical Typical Typical Typical Typical Oxoid and after
. ypical . Typical Cq : : : i i i bculture)
colonies colonies (+-) colonies colonies (+-) Cq value Cq value Cq value value colonies | colonies | colonies colonies colonies colonies subcu
(+-) (+-) (+) (+) (+) (+/) (+/) (+/-)
28 - - - - >40 2147 N/A 2943 - - - - - - - NA
30 - - - - >40 27.81 N/A 29.52 - - - - NA
31 - - - - >40 28.24 N/A 29.82 - - - - NA
36 - - - - >40 27.32 N/A 29.38 - - - - - - - NA
39 - - - - >40 27.53 N/A 29.82 - - - + (retest -) | + (retest-) | + (retest -) - NA
42 - - - - >40 31.66 N/A 32.52 - - - - - - NA
44 - - - - >40 27.81 N/A 29.65 - - + (retest -) | + (retest -) + (retest -) - NA
47 - - - - - - >40 26.00 - N/A 29.02 - - - - - - - - - - NA
25 + + + + + + 21.30 26.51 + 21.72 28.91 + + + + + + + + + + PA
26 - - - - - - 19.90 25.89 + 20.67 28.59 + + + + + + + + + + PD
29 + + + + + + 20.50 21.21 + 20.99 29.27 + + + + + + + + + + PA
33 + + + + + + 21.90 26.25 + 22.69 28.71 + + + + + + + + + + PA
37 - - - - 21.70 2744 + 22.19 29.34 + + + + + + + + + + PD
38 - - - - - - 17.70 27.68 + 18.61 29.96 + + + + + + + + + + PD
43 + + + + + + 21.30 26.62 + 21.90 28.86 + + + + + + + + + + PA
46 + + + + + + 17.00 25.00 + 18.59 28.50 + + + + + + + + + + PA
27 + + + + + + 19.70 26.58 + 20.38 28.98 + + + + + + + + + + PA
32 + + + + + + 21.20 26.97 + 21.69 29.29 + + + + + + + + + + PA
34 + + + + + + 19.70 26.49 + 20.33 29.13 + + + + + + + + + + PA
35 + + + + + + 20.80 27.58 + 21.23 29.58 + + + + + + + + + + PA
40 + + + + + + 17.90 26.17 + 18.98 29.08 + + + + + + + + + + PA
41 + + + + + + 19.20 26.24 + 20.16 29.11 + + + + + + + + + + PA
45 + + + + + + 15.60 25.46 + 16.34 29.75 + + + + + + + + + + PA
48 + + + + + + 18.40 25.32 + 19.31 28.69 + + + + + + + + + + PA
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Laboratory

MICRO\/A;EH Wi

Aerobic mesophilic flora: ~ 1.90E+05 [ Thermocycler:  CFX 96 |
00 9 0 00
PCR test Confirmation Confirmation
RVS MKTTn Salmonalla N oo g |reCtstrezking (100L) RVS MKTTn 2nlal reSl;IIt
RAPID’ RAPID’ ina Brilliance Berilliance Brilliance almonelia 1
N°Sample | XD | saimonela XLD Salmonella I.ta;tetx Final SPP- result XD | saimonella | *P | saimonella | *'P | salmonella | Latex Spp. rlc:el:l?llt Agé:grﬁnt
Tvoical Tvoical Tvoical Oxoid result Salmonella Tvoical Tvoical Tvoical test (direct
ypica ypica Typical ypica SPP. YPI%8 | Typical YPI8 | Typical YPI%' | Typical | Oxoid | streaking and
colonies colonies ! colonies Cq value Cq value colonies / colonies ; colonies !
colonies (+/-) colonies (+/-) colonies (+/-) colonies (+/-) after
(+1) (+1) (+1) (+) (+1) (+1) ST
2 - - - - / - N/A 29.93 - - - + + + + NAEN(ty
5 + + - - + + N/A 30.47 - - - - / ND
8 + + - - + + N/A 30.28 - - - - / ND
9 - - - / - N/A 31.27 - - - - - - / - NA
13 - - - / - N/A 29.71 - - + + + + + + NAFN(alt)
19 - - - / - N/A 29.56 - - + + + + + + NAFN(alt)
20 - - - / - N/A 29.82 - - - - - - / - NA
22 - - - / - N/A N/A - - - + + + + + + - NAFNGl)
3 - - - / - 23.61 29.54 + + + + + + + + + + PD
4 - - - / - 24.22 29.59 + + + + + + + + + + PD
7 - - - - / - 24.25 33.96 + + + + + + + + + + PD
11 + + + + + + N/A 30.37 - - - - - - / - - ND
14 - - - - / - 24.24 30.85 + + + + + + + + + + PD
16 + + + + + + 23.94 29.42 + + + + + + + + + + PA
18 + + + + + + N/A 31.09 - - - + + + + + + - NDeN(att)
24 + + + + + + 23.79 29.64 + + + + + + + + + + PA
1 + + + + + + 23.26 30.10 + + + + + + + + + + PA
6 + + + + + + 23.61 29.78 + + + + + + + + + + PA
10 + + + + + + 24.07 30.37 + + + + + + + + + + PA
12 + + + + + + 22.64 30.16 + + + + + + + + + + PA
15 + + + + + + 23.27 28.28 + + + + + + + + + + PA
17 + + + + + + 22.22 30.17 + + + + + + + + + + PA
21 + + + + + + 23.14 29.27 + + + + + + + + + + PA
23 + + + + + + 23.32 29.30 + + + + + + + + + + PA
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MICRO\//-\NELN“ Wi

Laboratory
Aerobic mesophilic flora:  1.37E+05 [ Thermocycler: QS5 |
00 9 0 00
PCR test Confirmation
T ; il ; PCR final Direct streaking ('10|.|L) RVS pro MKTTn' - Confirmation final result Final | A t
N°Sample XLD RAPID XLD RAPID Latex test | Final Salmonella spp. IAC result XLD Brilliance XLD Brilliance XLD Brilliance Salmonella spp. ina greemen
Salmonella Salmonella |~ 0" | result Salmonella Salmonella Salmonella Salmonella | Latex test (direct streaking and aft result | Ref/Alt
- . - . . : - : - - . g and after
Typical Typical Typical Typical spp. Typical Typical Typical Typical Typical Typical Oxoid subculture)
colonies |  colonies colonies colonies Cq value Cq value colonies colonies | colonies | colonies | colonies |  colonies
(+-) (+-) (+-) (+-) (+-) (+-) (+-) (+-) (+-) (+-)
2 - - - - N/A 30.60 - - - - - - - - NA
5 - - N/A 30.50 - - - - - NA
8 - - N/A 30.44 - - - - - NA
9 - - N/A 30.64 - - - - - - NA
13 - - - - 31.63/38.31 30.16/32.13 ++ - - - - - PDrp(aty
19 - + (+retest) | +(+retest) |+ (+retest) + N/A 30.53 - - - - - ND
20 - + (+retest) | +(+retest) |+ (+retest) + N/A 30.45 - - - - - - ND
22 - - - - 36.61/N/A 30.38/31.51 +/+ - - + (+ retest) - - + (+ retest) + + PD
3 - - - - - - 24.09 29.67 + + + + + + + + + + PD
4 + + + + + + N/A 30.08 - - - + (+ retest) - - + (+ retest) + - NDen(aty
7 + + + + + + N/A 30.12 - - (+retest) | - (+ retest) + + + + + + - NDen(aty
11 - - - - - - 32.37/39.19 30.21/32.29 ++ - - - - - - PDrp(alt
14 + + + + + + 35.39/N/A 30.32/31.66 +/+ - - - - - - - - - PArp(r)
16 - - - - - - 24.67 29.43 + + + + + + + + + + PD
18 + + + + + + 23.49 30.16 + + + + + + + + + + PA
24 + + + + + + N/A 30.29 - - - - - - - - : . ND
1 + + + + + + 20.34 31.05 + + + + + + + + + + PA
6 + + + + + + 21.16 30.37 + + + + + + + + + + PA
10 + + + + + + 21.21 30.45 + + + + + + + + + + PA
12 + + + + + + 18.84 30.38 + + + + + + + + + + PA
15 + + + + + + 22.33 29.91 + + + + + + + + + + PA
17 + + + + + + 19.84 30.05 + + + + + + + + + + PA
21 + + + + + + 2517 29.60 + + + + + + + + + + PA
23 + + + + + + 20.95 30.59 + + + + + + + + + + PA
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MICRO\//-\NELN“ Wi

Laboratory
Aerobic mesophilic flora:  7.27E+04 [ Thermocycler: QS5 |
0N 9 0 00
PCR test Confirmation
b il PCR final Direct streaking (10pL) RVS MKTTn Confirmation final result

N° RAPID’ RAPID’ Latex . Salmonella spp. IAC Brilliance Brilliance Brilliance Final | Agreement

Sample XLD Salmonella XLD Salmonella | test Al 4L XLD Salmonella XLD Salmonella XLD Salmonella Latex 'Salmonella.spp. result | Ref/Alt

Typical Oxoid result Salmonella Typical Typical Typical tes_t (direct streaking and
co)llonies Typical Typical Typical Cq value Cq value L colonies Typical colonies Typical colonies Typical Oxoid after subculture)
colonies (+/-) | colonies (+/-) | colonies (+/-) colonies (+/-) colonies (+/-) colonies (+/-)
(+-) (+-) (+-) (+-)
2 - - - / - N/A 29.66 - - - - - / - - NA
5 - - - / - N/A 28.63 - - - / - - NA
8 - - - / - N/A 28.89 - - - - / - - NA
9 - - - / - 29.94/N/AIN/A 29.86 +/-/- - - - / - - PDepart
13 - - - / - N/A 29.22 - - - - / - - NA
19 - - - / - N/A 30.93 - - - / - - NA
20 - - - / - N/A 29.23 - - - - / - - NA
22 - - - - / - 32.18/N/AIN/A 29.43 +/-/- - - - / - - PDrp(alt
3 + + + + + + N/A 29.37 - - - - - - / - - ND
4 - - - - / - 17.70 29.01 + + + + + + + + + + PD
7 + + + + + + 17.92 28.77 ar + + + + + + + + + PA
11 + + + + + + 33.16 29.48 + - - - / - - PArp(r)
14 + + + + + + N/A 28.97 - - - - - - - / - - ND
16 + + + + + + 18.61 28.41 ar + + + + + + + + + PA
18 + + + + + + N/A 29.86 - - - - - - - / - - ND
24 - - - - / - 19.61 29.08 + + + + + + + + + + PD
1 + + + + + + 17.45 3417 + + + + + + + + + + PA
6 + + + + + + 16.43 29.11 + + + + + + + + + + PA
10 + + + + + + 16.50 29.90 + + + + + + + + + + PA
12 + + + + + + 16.52 29.47 + + + + + + + + + + PA
15 + + + + + + 17.83 29.05 + + + + + + + + + + PA
17 + + + + + + 16.12 30.22 + + + + + + + + + + PA
21 + + + + + + 18.71 28.78 + + + + + + + + + + PA
23 + + + + + + 16.29 29.26 + + + + + + + + + + PA
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MICRO\//-\NELN“ Wi

Laboratory
Aerobic mesophilic flora:  4.09E+05 [ Thermocycler: CFX Opus Deepwell |
00 9 0 00
PCR test Confirmation
. RVS MKTTn PCR final Direct streaking (10pL) RVS MKTTn Confirmation '
Sa?lnple XD | someneta | | Saimoneli tagt. | Final | Samoneliaspp. | 1AG rosult | XD | @SR | x| ST | XD | e | Latex | fina resut Saimonela spp. | e
Typical Oxoid result Salmonella Typical Typical Typical tes_t (direct streaking and after
co)llonies Typical Typical Typical Cq value Cq value L colonies Typical colonies Typical colonies Typical Oxoid subculture)
colonies (+/-) | colonies (+/-) | colonies (+/-) colonies (+/-) colonies (+/-) colonies (+/-)
(+-) (+-) (+-) (+-)
2 - - - - - NA 30.09 - - - - - - - - NA
5 - - - - - NA 30.08 - - - - - - - - NA
8 - - - - - NA 30.31 - - - - - - - - NA
9 - - - - - NA 30.24 - - - - - - - - NA
13 - - - - - NA 29.92 - - - - - - - - NA
19 - - - - - NA 29.93 - - - - - - - - NA
20 - - - - - NA 30.07 - - - - - - - - NA
22 - - - - - - NA 30.82 - - - - - - - - - - NA
3 + + + + + i 20.05 29.91 + + + PA
4 + + + + + + NA 30.11 - - - - - - - - ND
7 - - - - - - NA 30.04 - - - - - - - - - - NA
1 + + + + + + 19.35 30.27 + + + + + + + + + + PA
14 + + + + + + 20.25 29.71 + + + + + + + + + + PA
16 - - - - - - NA 30.02 - - - - - - - - - - NA
18 + + + + + + 21.07 29.44 + + + + + + + + + + PA
24 + + + + + + 20.24 30.11 + + + + + + + + + + PA
1 + + + + + + NA 30.11 - - - - - - - - ND
6 + + + + + + 20.32 29.75 + + + + + + + + + + PA
10 + + + + + + 19.50 29.65 + + + + + + + + + + PA
12 + + + + + + 19.24 30.16 + + + + + + + + + + PA
15 + + + + + + NA 30.10 - - - - - - - - - - ND
17 + + + + + + 21.32 28.95 ar + + + + + + + ar + PA
21 + + + + + + 19.10 29.83 + + + + + + + + + + PA
23 + + + + + + 19.30 30.19 + + + + + + + + + + PA
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MICRO\/A;EH Wi

Laboratory
Aerobic mesophilic flora:  1.68E+04 [ Thermocycler: QS5 |
O 65/9 0 o]0
PCR test Confirmation
RVS MKTTn PCR final Direct streaking (10pL) RVS MKTTn Confirmation
Sa,:wple XD | comoneta | ®P | samonmla | test | Final | Pomereiasee | HC result | x| SUEEE | XD | TR | XD | smonel | Latex | finalresult Saimonela spp. L e
Typical . . . Oxoid result Salmonella Typical . Typical . Typical . tes? (direct streaking and after
colonies Typ ical Typ ical Typlcal Cq value Cq value SPP- colonies Typ ical colonies Typ ical colonies Typlcal Oxoid SubeHltae)
colonies (+/-) | colonies (+/-) | colonies (+/-) colonies (+/-) colonies (+/-) colonies (+/-)
(+) (+5) (+5) (+5)
2 + + + + 28.38 23.45 + - - - / - PA#p(at)
5 - + + + + 2427 20.02 + / - PAFp(l)
8 + + + + 31.68 25.90 + + + + + + + + + + PA
9 + + + + 18.84 14.33 + / - PAFpaly
13 - + + + + 28.30 20.52 + + + + + + + + PA
19 - / 12.66 16.91 + / - PDrpart)
20 - / 32.47 14.95 + / - PDrp(at)
22 - / 32.14 13.81 + / - PDrp(att)
3 + + + + + + 14.20 21.41 + + + + + + + + + + PA
4 + + + + + + 14.47 20.16 + + + + + + + + + + PA
7 + + + + + + 15.55 24.81 + + + + + + + + + + PA
1 + + + + + + 14.55 20.80 + + + + + + + + + + PA
14 - / 14.06 21.87 + + + + + + + + + + PD
16 + + + + + + 14.94 23.15 + + + + + + + + + + PA
18 + + + + + + 14.03 14.95 + - - + + + + + + + PA
24 + + + + + + 15.28 22.299 + + + + + + + + + + PA
1 + + + + + + 14.51 20.09 + + + + + + + + + + PA
6 + + + + + + 16.39 22.08 + + + + + + + + + + PA
10 + + + + + + 13.55 21.48 + + + + + + + + + + PA
12 + + + + + + 14.09 20.57 + + + + + + + + + + PA
15 + + + + + + 15.82 20.81 + + + + + + + + + + PA
17 + + + + + + 17.28 14.95 + + + + + + + + + + PA
21 + + + + + + 16.23 16.38 + + + + + + + + + + PA
23 + + + + + + 16.87 16.70 + + + + + + + + + + PA
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Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

MICRO\//-\NELN“ Wi

Laboratory
Aerobic mesophilic flora:  1.10E+05 [ Thermocycler:  CFX 96 |
00 9 o]0
PCR test Confirmation
. RVS MKTTn PCR final Direct streaking (10pL) RVS MKTTn Confirmation '
Sa,:wple XD | ot | XD | samonelia | test | Final | >mereies® e resut | x| STTRE | XD | TR | XD | ooimonela | Letex | finalresult Saimonella spp. | e
Typical Oxoid result Salmonella Typical Typical Typical tes? (direct streaking and after
co)I/onies Typical Typical Typical Cq value Cq value L colonies Typical colonies Typical colonies Typical Oxoid subculture)
colonies (+/-) | colonies (+/-) | colonies (+/-) colonies (+/-) colonies (+/-) colonies (+/-)
(+-) (+-) (+-) (+-)

2 - - - / - N/A 29.69 - - - - - - / - NA
5 - - / - N/A 30.07 - - - - - / - NA
8 - - / - 37.91/N/AIN/A | 30.12/29.96/29.83 +/-I- - - - - / - PDrp(alt)
9 - - / - N/A 30.02 - - - - - / - NA
13 - - / - N/A 29.86 - - - - / - NA
19 - - - / - N/A 29.76 - - - - / - NA
20 + - - - - - N/A 29.74 - - - - / - NA
22 - - + - - - N/A 30.04 - - - - - - - / - - NA
3 + + + + + + 20.22 29.39 + + + + + + + + + + PA
4 + + + + + + 2211 29.22 + + + + + + + + + + PA
7 + + + + + + 19.98 29.70 + + + + + + + + + + PA
1" + + + + + + N/A 29.71 - - - - - - - / - - ND
14 + + + + + + 21.72 29.63 + + + + + + + + + + PA
16 + + + + + + 26.39 29.36 + + + + + + + + + + PA
18 - - + - - - N/A 29.56 - - - - - - - / - - NA
24 + + + + + + 21.84 28.98 + + + + + + + + + + PA
1 + + + + + + 20.47 2948 + + + + + + + + + + PA
6 + + + + + + 19.01 30.34 + + + + + + + + + + PA
10 + + + + + + 18.14 29.70 + + + + + + + + + + PA
12 + + + + + + 19.76 29.40 + + + + + + + + + + PA
15 + + + + + + 21.72 29.55 + + + + + + + + + + PA
17 + + + + + + 20.50 35.42 + + + + + + + + + + PA
21 + + + + + + 23.28 29.30 + + + + + + + + + + PA
23 + + + + + + 19.11 29.05 + + + + + + + + + + PA
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Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

MICRO\/A;EH Wi

Laboratory
Aerobic mesophilic flora:  7.27E+05 [ Thermocycler:  CFX96 |
0N 9 0 o]0
PCR test Confirmation Confirmation
rortmal | pa
s a'r“npl ] «LD RAPID’ “LD RAPID’ "taet:tx Final | Salmonella spp. IAC result «Lp | PBriiance | | Briliance | , [ Brillance | Latex Spp. r':';‘::t Agé:;’:ﬁ"t
Salmonella Salmonella Oxoid result Salmonella Salmonella Salmonella Salmonella | test (direct
i spp. i i i i streaking and
Typlgal Typical Typical Typical PP Typ|9al Typical Typ|9al Typical Typlgal Typical Oxoid .
colonies lonies (+/ lonies (+/. lonies (+/ Cq value Cq value colonies lonies (+/ colonies lonies (+/. colonies lonies (+/ after
(+) colonies (+/-) | colonies (+/-) | colonies (+/-) (+) colonies (+/-) (+) colonies (+/-) (+)) colonies (+/-) subculture)
2 - - / - N/A 29,9 - - - - - - / - - NA
5 - - / - 32,8/N/AINJA | 29,8/29.9/29.93 +/-/- - - - / - - PDrp(alt
8 - - / - 35.7/NJAIN/A 30/30.15/29.64 +/-I- - - - / - - PDrp(aty
9 - - / - N/A 30,3 - - - - / - - NA
13 - - / - N/A 295 - - - / - - NA
19 - - / - N/A 30 - - - / - - NA
20 - - / - N/A 30,6 - - - / - - NA
22 - - - - / - N/A 30,2 - - - / - - NA
3 + + + + + + N/A 29,8 - - - - - / - - ND
4 - - / - 19,6 30,9 + + + + + + + + + + PD
7 - - / - 20,4 30 + + + + + + + + PD
11 - - / - N/A 30 - - - / - - NA
14 - - - - / - 18,8 30,8 + + + + + + + + PD
16 + + + + + + 19,1 30,2 + + + + + + + + + + PA
18 - - - - / - 19,3 30 + + + + + + + + + + PD
24 + + + + + + N/A 29,9 - - - - - / - - ND
1 + + + + + + 18,3 30,8 + + + + + + + + + + PA
6 + + + + + i N/A 30,2 - - - - - - - / - - ND
10 + + + + + + 18,1 30,9 + + + + + + + + + + PA
12 + + + + + + 22,4 29,6 + + + + + + + + + + PA
15 + + + + + + 19,7 30,2 + + + + + + + + + + PA
17 + + + + + + 19,1 30,1 + + + + + + + + + + PA
21 + + + + + + 18,4 31,4 + + + + + + + + + + PA
23 + + + + + + 20,6 30,2 + + + + + + + + + + PA
ADRIA 121/130

version 1



Standardized report -Qualitative methods

MCS& ILS Report

[2023LR125 - Salmofast PCR method —
02 March 2026]

MICRO\//-\NELN“ Wi

Laboratory
Aerobic mesophilic flora:  3.16E+06 [ Thermocycler: QS5 |
00 9 0 00
PCR test Confirmation . .
o RVS MKTTn PCR fing |_Direct streaking (10uL) RVS MKTTn c;l’:;'l’r’::ﬂﬁ“ _
s N XLD RAPID’ XLD RAPID’ Latex Final Salmonella spp. IAC result XLD Brilliance XLD Brilliance XLD Brilliance Latex | Salmonella spp. Final | Agreement
ample Salmonella Salmonella test It Salmonella Salmonella Salmonella Salmonella test | (direct streakin result Ref/Alt
Typical . . . . Oxoid | " Typical . Typical . Typical . e g
colonies Typical Typical colonies Typical Cq value Cq value R colonies Typical colonies Typical colonies Typical Oxoid and after
(+) colonies (+/-) (+-) colonies (+/-) (+) colonies (+/-) (+) colonies (+/-) (+1) colonies (+/-) subculture)
28 - / - N/A 29.8 - - - - - / - NA
30 - / - N/A 29.6 - - - - / - NA
31 - / - N/A 294 - - - - / - NA
36 - / - N/A 30.2 - - - - / - NA
39 - / - N/A 28.7 - - - - / - NA
42 - / - N/A 294 - - - - / - NA
44 - / - N/A 29.3 - - - - / - NA
47 - - - - / - N/A 29.8 - - - - - - - / - - NA
25 + + + + + + 20.0 29.2 + + + + + + + + + + PA
26 + + + + + + 20.4 29.8 + + + + + + + + + + PA
29 + + + + + + 194 30.9 + + + + + + + + + + PA
33 + + + + + + 19.6 30.7 + + + + + + + + + + PA
37 + + + + + + 194 31.2 + + + + + + + + + + PA
38 - - - - / - N/A 29.3 - - - - / - NA
43 + + + + + + N/A 29.2 - - - - - - - / - - ND
46 - - - - / - 204 31.7 + + + + + + + + + + PD
27 + + + + + + 20.2 29.8 + + + + + + + + + + PA
32 + + + + + + 221 29.0 + + + + + + + + + + PA
34 + + + + + + 19.6 31.3 + + + + + + + + + + PA
35 + + + + + + 194 30.9 + + + + + + + + + + PA
40 + + + + + + 19.2 31.9 + + + + + + + + + + PA
41 + + + + + + 195 30.6 + + + + + + + + + + PA
45 + + + + + + 21.3 30.7 + + + + + + + + + + PA
48 - / - 19.1 30.5 + + + + + + + + + + PD
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Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

MICRO\//-\NELN“ Wi

Laboratory
Aerobic mesophilic flora:  3.27E+05 [ Thermocycler:  CFX 96 |
00 9 0 00
PCR test Confirmation
" MY PCR final Direct streaking (10pL) RVS MKTTn Confirmation final result
N° RAPID’ RAPID’ Latex . Salmonella spp. IAC Brilliance Brilliance Brilliance Final | Agreement
Sample XLD Salmonella XLD Salmonella | test Al e XLD Salmonella XLD Salmonella XLD Salmonella Latex . Salmone'lla SPPp. result Ref/Alt
Typical Oxoid result Salmonella Typical Typical Typical tes_t (direct streaking and after
co)I/onies Typical Typical Typical Cq value Cq value R colonies Typical colonies Typical colonies Typical Oxoid subculture)
colonies (+/-) | colonies (+/-) | colonies (+/-) colonies (+/-) colonies (+/-) colonies (+/-)
(+-) (+-) (+-) (+-)
2 - / - N/A 29.62 - - - - - / - - NA
5 - / - 38.78 29.54 - - - / - - NA
8 - / - N/A 30.01 - - - / - - NA
9 - / - N/A 30.01 - - - / - - NA
13 - / - N/A 30.23 - - - / - - NA
19 - / - N/A 30.13 - - - / - - NA
20 - / - N/A 30.1 - - - / - - NA
22 - - - - / - N/A 30.17 - - - / - - NA
3 + + + + + + N/A 29.41 - - - - - - - / - - ND
4 + + + + + + 23.07 29.24 ar + + + + + + + ar + PA
7 + + + + + + N/A 2942 - - - - - - - / - - ND
11 + + + + + + 22.22 30.17 + + + + + + PA
14 + + + + + + N/A 29.84 - - - / - - ND
16 + + + + + + 39.59 29.62 - - - - - - - / - - ND
18 - / - 19.77 30.14 + + + + + + + + + + PD
24 - - - - / - 39.99 29.6 - - - - - - - / - - NA
1 + + + + + + 22.97 29.42 + + + + + + + + + + PA
6 + + + + + + 18.31 30.06 + + + + + + + + + + PA
10 + + + + + + 221 30.22 + + + + + + + + + + PA
12 + + + + + + 21.22 30.05 + + + + + + + + + + PA
15 + + + + + + 19.25 30.27 + + + + + + + + + + PA
17 + + + + + + 18.86 30.35 + + + + + + + + + + PA
21 + + + + + + 22.89 30.24 + + + + + + + + + + PA
23 + + + + + + 21.84 30.39 + + + + + + + + + + PA
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Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

MICRO\//-\NELN“ Wi

Laboratory Bag leakage
Aerobic mesophilic flora:  5.73E+05 [ Thermocycler: QS5 |
0N 9 0 o]0
PCR test Confirmation
RVS MKTTn ' Direct streaking RVS MKTTn -
N° ' Salmonella spp. IAC PCR final (10pL? : _ _ Confirmation final result Final | Agreement
Sample XLD RAPID’ XLD RAPID’ Latex _test Final result XLD Brilliance XLD Brilliance XLD Brilliance | Latex Salmonella spp. result| ReflAlt
Salmonella Salmonella Oxoid result Salmonella Salmonella Salmonella Salmonella | test (direct streaking and after
Typical Typical Typical Typical SPP- Typigal Typigal Typigal Typigal Typigal Typical Oxoid subculture)
colonies (+) | colonies (+-) | colonies (+-) | colonies (+/-) Cq value Cq value colonies | colonies | colonies | colonies | colonies colonies (+1)
(+-) (+-) (+-) (+-) (+-)

2 - - - / N/A 30.08 - - - - - / - NA
5 - - - / N/A 30.68 - - - - / - NA
8 - - - / N/A 32.07 - - - - / - NA
9 - - - / N/A 31.61 - - - - / - NA
13 - - - / N/A 30.36 - - - - / - NA
19 - - - / N/A 30.52 - - - - / - NA
20 - - - / N/A 30.78 - - - - / - NA
22 - - - - / - N/A 30.67 - - - - - - - / - - NA
3 + + + + + + 25.44 33.95 + + + + + + + + + + PA
4 - - - / N/A 29.55 - - - - - - - / - - NA
7 + (- after retest) | + (- after retest) - - + (- after retest) - 22.74 31.01 + + + + + + + + + + PD
11 + + + + + N/A 29.77 - - - - / - ND
14 - - - / N/A 32.49 - - - - / - NA
16 - - - - / - N/A 30.79 - - - - / - NA
18 + + + + + i N/A 30.36 - - - - / - ND
24 + + + + + + N/A 30.85 - - - - - - - / - - ND
1 + + + + + + 20.53 30.23 + + + + + + + + + + PA
6 + + + + + + 2212 30.08 + + + + + + + + + + PA
10 + + + + + + 21.98 31.50 + + + + + + + + + + PA
12 + + + + + + 22.24 29.68 + + + + + + + + + + PA
15 + + + + + + 22.65 30.29 + + + + + + + + + + PA
17 + + + + + + 23.75 31.67 + + + + + + + + + + PA
21 + + + + + + 21.95 29.85 + + + + + + + + + + PA
23 + + + + + + 21.21 29.87 + + + + + + + + + + PA
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Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

MICRO\//-\NELN“ Wi

Laboratory
Aerobic mesophilic flora;  3.05E+05 [ Thermocycler: CFX Opus 96 Deepwell |
00 9 0 00
PCR test Confirmation Confirmation
RVS MKTTn Direct streaking (10uL) RVS MKTTn final result
Ne XLD RAPID’ XLD RAPID' | |atex | .. Salmonella spp. IAC PCR final XLD Brilliance |y | Brilliance | o | Brilliance Salmonella | g | Agreement
Sample Salmonella Salmonella | {ost F'“a|| s ;'esult ; Salmonella Salmonella Salmonella | | atox tost :PP- result| Ref/Alt
. .| result almonella . irect
Typical Typical , Typical | Oxoid . , Typical Typical Typical Typical Typical Oxoid ( "
: : Typical , spp. Typical ; . . . , streaking and
colonies | colonies : colonies Cq value Cq value ! colonies (+/- | colonies | colonies (+/- | colonies | colonies (+/-
iy o colonies (+/-) iy colonies (+/-) o o after
( ') ( ') ( ') ) ( ') ) ( ') ) subcu|ture)
2 - - / NA 29.74 - - - - - / - NA
5 - - / 36.04/N/AIN/AINIA* 29.15/28.99/29.42/28.38* +/-/-]-* - - - - / PDrepal)
8 - - - / NA 29.27 - - - - - / NA
9 - + - - 38.37/29.59/29.72IN/A* | 30.10/28.94/29.12/28.39* +/+[+-* | + (- after retest) - - - + (- after retest) PDrep(a)
13 - - / NA 29.32 - - - - / NA
19 - - / NA 2943 - - - - / NA
20 - - - / NA 29.18 - - - - / NA
22 - + - - NA 29.14 - - - - - - - / - - NA
3 - - - / 21.18 29.51 + + + + + + + + + + PD
4 - + - - 23.76 28.93 + + + + + + + + + + PD
7 - - - - / - NA 29.05 - - - - - - - / - - NA
1 + + + + + + 20.93 29.06 + + + + + + + + + + PA
14 + + + + + + NA 29.10 - - - - - - - / - - ND
16 + + + + + + 23.51 28.70 ar + + + + + + + + + PA
18 + + + + + + 23.22 29.09 ar + + + + + + + + + PA
24 - - - - / - NA 28.94 - - - - - - - / - - NA
1 + + + + + + 21.03 30.18 ar + + + + + + + + + PA
6 + + + + + + 24.37 28.66 ar + + + + + + + + + PA
10 + + + + + + 19.66 29.15 + + + + + + + + + + PA
12 + + + + + + 23.72 28.84 + + + + + + + + + + PA
15 + + + + + + 23.02 29.00 + + + + + + + + + + PA
17 + + + + + + 25.54 29.08 + + + + + + + + + + PA
21 + + + + + + 20.27 28.55 + + + + + + + + + + PA
23 + + + + + + 23.03 28.44 + + + + + + + + + + PA
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Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

MICRO\/A;EH Wi

Laboratory * = New extraction
Aerobic mesophilic flora:  4.09E+05 [ Thermocycler:  CFX 96 |
00 9 0 00
PCR test Confirmation
: ™ e cRfinal | (i0ul) RvS MKTTn “nalresutt | -
Sa,;lnpl . «LD RAPID' «LD RAPID' "taet:tx Final | Saimonellaspp. | IAC result «Lp | Briliance |y o | Briliance |y [ Brilliance | Latex | Saimonella spp. r':';‘::t Agé:;’:ﬁ"t
Salmonella Salmonella Oxoid result Salmonella Salmonella Salmonella Salmonella tes? (direct streaking
Typlgal Typical Typical Typical R Typlgal Typical Typlgal Typical Typlgal Typical Oxoid and ater
colonies : : : Cq value Cq value colonies ! colonies ! colonies ; subculture)
(+) colonies (+/-) | colonies (+/-) | colonies (+/-) (+) colonies (+/-) (+) colonies (+/-) (+) colonies (+/-)
2 - / N/A 30.08 - - - - - - / - - NA
5 / N/A 30.11 - - - - - - / - - NA
8 / N/A 29.87 - - - - - - / - - NA
9 / N/A 30.08 - - - - - - / - - NA
13 / N/A 30.42 - - - - - - / - - NA
19 / N/A 29.99 - - - - - - / - - NA
20 / N/A 30.03 - - - - - - / - - NA
22 - - - - / - N/A 30.02 - - - - - - - / - - NA
3 + + + + + + 22.06 29.99 + + + + + + + + + + PA
4 + + + + + + 23.67 29.30 + + + + + + + + + + PA
7 / N/A 30.12 - - - - - - - / - - NA
11 - - - - / - 2443 29.75 + + + + + + + + + + PD
14 + + + + + + 21.39 29.77 + + + + + + + + + + PA
16 + + + + + + N/A 30.09 - - - - - - - / - - ND
18 + + + + + + 25.27 29.71 + + + + + + + + + + PA
24 + + + + + + N/A 29.95 - - - - - - - / - - ND
1 + + + + + + 23.02 29.50 + + + + + + + + + + PA
6 + + + + + + 20.27 30.19 + + + + + + + + + + PA
10 + + + + + + 21.84 29.97 + + + + + + + + + + PA
12 + + + + + + 20.21 30.19 + + + + + + + + + + PA
15 + + + + + + 19.99 30.07 + + + + + + + + + + PA
17 + + + + + + 21.05 29.96 + + + + + + + + + + PA
21 + + + + + + 2287 29.95 + + + + + + + + + + PA
23 + + + + + + 21.91 29.86 + + + + + + + + + + PA
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Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

Laboratory

Aerobic mesophilic flora:  2.60E+08

MICRO\//-\NELN“ Wi

[ Thermocycler: CFX Opus Deepwell |

00 9 0 00
PCR test Confirmation
" VT PCR final Direct streaking (104L) RVS MKTTn Confirmation final result

N° RAPID’ RAPID’ Latex . Salmonella spp. IAC Brilliance Brilliance Brilliance Final | Agreement

Sample XLD Salmonella XLD Salmonella | test il 2L XLD Salmonella XLD Salmonella XLD Salmonella Latex CACICIDET: result Ref/Alt
Tooical Oxoid result Salmonella Tooical Tooical Tvoical test (direct streaking and after
co)llgﬁgs Typical Typical colonies Typical Cq value Cq value L co)llgﬁgs Typical co)llgﬁgs Typical co)llgﬁgs Typical Oxoid subculture)
colonies (+/-) (+-) colonies (+/-) q g colonies (+/-) colonies (+/-) colonies (+/-)
(+-) (+-) (+-) (+-)

2 - - - / - 35.51 28.53 + - + + + + + + + PD

5 - + - - 39.34 28.43 + - / - - PDrp(ai)

8 - - / - N/A 28.50 - / - - NA

9 - + - - N/A 28.84 - - / - - NA

13 - - / - 36.49 28.49 + - / - - PDrp(att)

19 - + - - 36.16 28.52 + - / - - PDrpatt)

20 - / - N/A 28.28 - - / - - NA

22 - / - 35.16 28.38 + - / - - PDrpai)

3 - - - - / - N/A 28.68 - - - - - - / NA

4 + + + + + + 24.73 28.24 + + + + + + + PA

7 - - - - / - N/A 28.71 - - / - - NA

11 + + + + + + 36.76 28.46 + - - - - - - / - - PAFp(aty

14 + + + + + + 25.65 28.21 + + + + + + + + + + PA

16 + + + + + + 22.95 28.70 + + + + + + + + + + PA

18 + + + + + i N/A 28.70 - / - - ND

24 + + - + + + N/A 28.77 - - - - - - - / - - ND

1 + + + + + + 21.22 28.83 + + + + + + + + + + PA

6 + + + + + + 25.02 28.40 + + + + + + + + + + PA

10 + + + + + + 25.32 28.65 + + + + + + + + + + PA

12 + + + + + + 26.17 28.08 + + + + + + + + + + PA

15 + + + + + + 23.80 28.64 + + + + + + + + + + PA

17 + + + + + + 23.34 28.86 + + + + + + + + + + PA

21 + + + + + + 23.44 28.23 + + + + + + + + + + PA

23 + + + + + + 39.10 2849 + - / - - PArpr)
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Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

MICRO\/A;EH Wi

Laboratory Bag leakage
Aerobic mesophilic flora:  3.64E+06 [ Thermocycler:  CFX Opus |
0N 9 0 00
PCR test Confirmation
N° " M Latex Salmonella s IAC PCR final Dll'ec(t1 ;::E?kmg RVS MKTTn Confirmation final result Final | Aareement
Sample YLD RAPID’ XLD RAPID | "2 | Final Pp- result «Lp | Briliance | [ Briliance |y = Brilliance | Latex Salmonella spp. osutt | RofIAlL
Salmonella Salmonella Oxoid result Salmonella Salmonella Salmonella Salmonella | test | (direct streaking and after
i spp. ' ' ' i subculture
Typlgal Typical Typical Typical = Typ|9al Typical Typ|9al Typical Typ|9al Typical Oxoid ubcuilture)
colonies ; ! ! Cq value Cq value colonies ; colonies / colonies !
(+) colonies (+/-) | colonies (+/-) | colonies (+/-) (+) colonies (+/-) (+) colonies (+/-) (+) colonies (+/-)
2 - - - - N/A 30.09 - - - - - - - - NA
5 - - - - N/A 30.02 - - - - - NA
8 - - - - N/A 29.78 - - - - - NA
9 - - - - N/A 31.22 - - - - - NA
13 - - - - N/A 29.88 - - - - - NA
19 - - - - N/A 29.95 - - - - - NA
20 - - - - N/A 29.87 - - - - - NA
22 - - - - - - N/A 29.98 - - - - - - - - - - NA
3 + + + + + + 22.94 29.22 + + + + + + + + + + PA
4 - - - - - - N/A 30.06 - - - - - - - - - - NA
7 + + + + + + 21.07 29.48 + + + + + + + + + + PA
1 + + + + + + 18.87 30.45 + + + + + + + + + + PA
14 + + + + + + 19.64 30.26 + + + + + + + + + + PA
16 + + + + + + 21.54 29.8 + + + + + + + + + + PA
18 + + + + + + 20.45 29.82 + + + + + + + + + + PA
24 - - - - - - 22.49 29.51 + + + + + + + + + + PD
1 + + + + + + 18.67 29.89 + + + + + + + + + + PA
6 + + + + + + 18.01 304 + + + + + + + + + + PA
10 + + + + + + 18.92 31.84 + + + + + + + + + + PA
12 + + + + + + 19.11 30.32 + + + + + + + + + + PA
15 + + + + + + N/A 29.69 - - - - - - ND
17 + + + + + + 18 30.42 + + + + + + + + + + PA
21 + + + + + + 18.22 30.05 + + + + + + + + + + PA
23 + + + + + + 19.52 3043 + + + + + + + + + + PA
ADRIA 128/130

version 1



Standardized report -Qualitative methods
MCS& ILS Report
[2023LR125 - Salmofast PCR method —

02 March 2026]

M|CR0\/AN5 Wi

Laboratory [ P | ADRIA
Aerobic mesophilic flora:  1.40E+04 [ Thermocycler: CFX96/0PUS/QS5 |
0 6579-1¢ Salmofast PCR method
PCR test CFX96 PCR test OPUS PCR test QS5 Confirmation =
RVS MKTTn : : Direct streaking =
Salmonella IAC § Salmonella IAC § Salmonella IAC (10pL) RVS MKTTn =2 Agreement Ref/Alt
XLD RAPID’ XLD RAPID’ spp. % spp. % spp. XLD Brilliance XLD Brilliance XLD Brilliance 2=
Salmonella Salmonella | ‘2 - s S Salmonella Salmonella Salmonella| | £ %’Q =
N° 5|3 E E PCR final S gt% @
Sample z| g 4 4 result ©Sl L8| 3
(] —_ ] = o T
S| E = = Salmonella 8 = 7| £
Typical | Typical | Typical | Typical S| ® Cq 3 Cq 3 Cq Spp. Typical | Typical | Typical | Typical | Typical | Typical x| E %g CFX
colonies | colonies | colonies | colonies | = Cq value value s Cq value value s Cq value value colonies | colonies | colonies | colonies | colonies | colonies § Esw© CFX 96 Opus Qs5
(+/-) (+/-) (+-) (+-) = = (+-) (+-) (+/-) (+/-) (+-) (+-) S g
O O £
o o g
28.54/ 33.3/ +/
N/A/ 33.28/ -/
2 - - I ] - N/A 31.37 2394/ |31.69/ ¥/ N/A 29.30 - - - - - / NA | PDrpary[ NA
N/A* 32.62* -
37.86/ | 33.99/ +/
5 : ~l -] N |30 R NA | 2895 | - : : : -] NA |PDeean| NA
1.41* 34.15* | -(AT)
35.81/ | 29.34/ +/
N/A/ 30.77/ -/
N/A/ 27.35/ -/
N/A/ 30.18/ -/
N/A/ 30.49/ -/
8 - - I - N/A 30.05 N/A 34.30 - N/A/ 32.94/ -/ - - - - / NA NA | PDrp(atty
N/A/ 31.55/ -/
N/A/ 30.30/ -/
20.00/ N/A/ +/
N/A/ 31.27/ -/
N/A* 33.20* -
28.19/ | 33.99/ +/
28.1/ 33.55/ +/
9 - - /] - N/A 30.02 2002|345 of N/A 29.31 - - - - - / NA | PDepaty[ NA
N/A* 34.07* -
13 - - /| - N/A 30.44 N/A 33.36 - N/A 28.10 - - - - - / NA NA NA
19 - - /| - N/A 30.26 N/A 34.36 - N/A 28.80 - - - - - / NA NA NA
20 - - I | - N/A 30.02 N/A 34.10 - N/A 28.41 - - - - - / NA NA NA
22 - - I - N/A 29.86 N/A 35.03 - N/A 29.71 - - - - - / NA NA NA
* Analyses performed according to the COFRAC accreditation (Accreditation Testing n°1-0144, scope available on www.cofrac.fr)
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MICRO\/A;EH Wi

0 6579-1°¢ Salmofast PCR method
PCR test CFX96 PCR test OPUS PCR test QS5 Confirmation -
RVS MKTTn : : Direct streaking =
A t Ref/Alt
Salmonella § Salmonella § Salmonella (10pL) RVS MKTTn =g greement ke
RAPID’ RAPID’ s AC | = s AC | s s IAC Brilliance Brilliance Brilliance S
XLD XLD Pp- 3 Pp- 3 Pp- XD | o XLD | o XD | o 28 _
Salmonella Salmonella | 2 5 5 Salmonella Salmonella Salmonella| | | S @ | =
NE 5|3 E E PCR final AR ERE
- | 8 3 3 result S| €838 |2
Sample @ | = 2 « S|l =28 |3
<1s = = Salmonella 8 223 £
Typical Typical Typical Typical 2| i § § Spp. Typical Typical Typical Typical Typical Typical x | £ S5
. . . . © Cq = Cq = Cq ; . ; . . ; Ll E0x CFX
colonies | colonies | colonies | colonies | = Cq value value < Cq value value < Cq value value colonies | colonies | colonies | colonies | colonies | colonies | ® | E & ® CFX 96 Opus QS5
(+/-) (+/-) (+-) (+-) = o (+-) (+) (+/-) (+/-) (+) (+) S g
g g =
3]
w
3 + + + + + | + 23.33 30.15 + 23.05 35.22 + 21.63 28.08 + + + + + + + + + + PA PA PA
4 - - - - /] - 22.88 29.69 + 23.01 34.22 + 21.81 27.98 + + + + + + + + + + PD PD PD
7 + + + + + | + 23.54 30.21 + 23.11 35.05 + 21.60 28.40 + + + + + + + + + + PA PA PA
11 + + + + + | + 19.49 31.62 + 19.21 36.46 + 17.59 29.15 + + + + + + + + + + PA PA PA
14 + + + + + | + N/A 30.27 N/A 32.87 - N/A 28.89 - - - - - / ND ND ND
N/A/ 30.16/ N/A/ 34.15/ N/A/ 29.17/
N/A/ 34.11/ . N/A/ 35.74/ . N/A/ 27.66/ .
16 - - [ | - NIA/ 3459/ ~f-[-[- NIA/ 36.17/ ~[-[-I- NIA/ 9793 ~[-[-I- - (x5) - (x5) +(x5) +(x5) + (x5) + (x5) + + NAFNGiy | NArNGiy | NAFN(alt
N/A* 34.31* N/A* 35.93* N/A* 27.00*
18 - - - - /] - 21.56 30.15 + 22.39 34.58 + 19.60 28.92 + + + + + + + + + + PD PD PD
24 + + + + + | + 21.66 29.43 + 22.51 38.93 + 20.59 29.89 + + + + + + + + + + PA PA PA
1 + + + + + | + 21.56 31.69 + 20.63 35.57 + 19.92 30.30 + + + + + + + + + + PA PA PA
6 + + + + + | + 23.79 30.77 + 25.27 34.54 + 20.93 28.86 + + + + + + + + + + PA PA PA
10 + + + + + | + 23.01 30.64 + 23.45 33.52 + 21.28 29.44 + + + + + + + + + + PA PA PA
12 + + + + + | + 18.92 32.74 + 18.42 35.91 + 17.14 28.83 + + + + + + + + + + PA PA PA
15 + + + + + | + 20.99 30.23 + 21.08 37.31 + 19.61 29.74 + + + + + + + + + + PA PA PA
17 + + + + + | + 21.05 31.24 + 21.22 34.77 + 18.99 28.98 + + + + + + + + + + PA PA PA
21 - - - - ] - 2149 30.46 + 21.76 35.16 + 19.09 28.57 + + + + + + + + + + PD PD PD
23 + + + + + | + 25.03 29.28 + 25.99 34.31 + 23.33 29.28 + + + + + + + + + + PA PA PA
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